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TABLE 1A 
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AAGGAAAATGAGAATC AGATNC GCACGTGATAATCCTGGACTCTGGAAGTGGGCTCAAAC 
CTNTGCGTTCTTACCTGTTTTTGTTTTC 

GTNGGCANCAAAAGTTAAAGCTCAAGTCAGTGGGGAGGANCAANTTTAAAAGTGGGGAAN 
GTGGGGGANAAAAG I I I I 1 I I I I I I I 
Sequence 4211 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGATGTGAATAATACCACATTTGTAAGTT 

GACTTAAMTTCTGAAATGATGCTTCATCAGACAGGGTTCTTGTATAAAAGAGAGTTTAA 

CCTCGAGTTATGAGCCTGGGAGGGAAAAAAATAAGGGACAGTGAAGAAGGATTAGTAGCG 

TTGGTGAGTCATTACCACCCTTCAGGCTGACCAGTCCAAGGAGAGTTGAAATCATGAAGG 

AGAGTCTATCTGGAGAGAGCTGTAGTTTTGAGGGTTGCAAAGACTTAGGATGGAGTTGGT 

GGGTGTGGGTTAGTCTCTAAGGTTG 

Sequence 4212 

CCCTTrCGAGCGGCCGCCCGGGCAGGTACTTTTGAGTAGATGCATTGAGCCTCTCAGTAA 

TGTGAAAGCAGGCTGCAGAGATCACCATCCCAGCAACAGGATTATTCTGTTTGATATCTG 

TTG CCAA CAGCCACATTTCCCAGCATCTTGGATGCAAAAGGGGGTTTACTGACAAAGCAA 

AGCTTTTACATTGGGCCTTACAGGCACAGGAAAATCACCAGCTACCTCAATGCACAGTCC 

CACGGTAGCATTCCTCCGGTCACTCTTAGAAAAGGCCCAAGTCATCTGGGCGCCTGGACT 

CACCCGCCCCAAGCAGAGTGGCCCTCATCCTTCAGAATGTGGATCTGCCGAATTGAAGAG 

GCCTGATTTCAGCTCCACCA GATG CAGATTTGTGTTTTGTTTTCTTQTTATCACTGTCAC 

ACAAGCTTATAACATGTATGCTTTTCAGAATACAGTTGTCTAGCCAAGCCATCAAGTGTC 

TGAAATTCMTATTGGTTTATGCAMTACAGCAAACTTTTATTTAAGTAGATAGGAAAAT 

ATQTTTAAMTATTANGAATNCTAMCCATATTTTCMGTCATTTTAACAGCTAGGATTC 

TTAAMTGGMGTGTTATATATAATATGTTAAAAAACANTTTGCNTTCCTGGCTNAATAN 

TTGANCCCTTTAAAAT 

Sequence 4213 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTmATTCATTTTATTATTCATCm 

ATTGCTTT CATTG CACATGCTGTTMCTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAMTTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAMTGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAMTATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATA 

Sequence 4214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGGAATATCTTTACAGCAGCAGTGG 

TTAC ATGAC TTTATATCACTATATATCTTTGTCAAAGCTCAGAATTGTATAGCTAGAAGG 

TTATATTTTACTGTATGTAAACMTATCTCAACAAACCTGACTTTGAAAAATAATAAAAA 

GAAAAGAACTAGGCTCAATAGTGAATTAGACTGAAATTACCTCATGAACAGGCAAGCACA 

CTGATTATGTAAAMTCTTTCTGATGTTTACTTTTGMTTGTTTATTCTCCATTTT^ 

CATTAAAGTATTAANATTAAATGTGTTA 

Sequence 4215 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCTATTTCAGATTTCCTCAAAGCTGGGCAG 

TTGTTAGCGAGAATGACCMTTTCGCTTTGCCTTGTCTGATGATCTTCAGAGTCTGCTTG 

TACAGTATAGTCACTTAGAGAAGCTTTCAAAACAAAACAAACATAAACCAATGTCCAAGA 

TCCAGGTTAGAAGAGGGGTCCAGAGAAGCTGACCAACAAAGTTGGGAAGCTCTGAGTTCT 

CTTCTCCTGGGACCCACCACCCTTAGTATATTCAGTAGGAGGGTGGTGATGGCTGCAGGC 

AGTGGTC ATGGCA GCCGTGACATTTTGGCTTCACCATAACTAAACTGGCCAACAGATCAG 

ACTGCMGTTTTTATTATCCTTTATTGGATGCTTACATCTGAAATGACAAAATGAGATAG 

TTCGAMGMTATATTTGATCTTTTTTTCTAGTTACAGATATCATCATTGTTCACAGGAG 

AAAACTTTGGAAACACACGAAGAGAAAGTTAAATTCATGCCCGTTATATCACCGCCATTG 

CTNATCACTTAGTAAATGTTCAGCC 

Sequence 4216 

GTATGTATATGTATATGTGGNGATCGTGGGTAGGGGGAAGAATTCAGAGGGAAGAAGCTT 
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GTGGCGTCTTTGCCTGGACGATTTCTAAAAACTAGCTGACTCGTCATCTTTAAAACAACA 

ACAATAAMGCT ATCATA TGCATATGTTACTTTGTTTMTATTTACAACAACCCTTTGTG 

GTAMTATTTTCATTTTTCAGATGAGGAAATTCAGGCACAGAATGATTAATAATTTGCTA 

NTGMGTCACANCAGTGATGGGGATGTTGGAGATTTAMTCAATGCATTTTGAGTTGCCT 

GAGCAAAGMTTCCAAAATTTAGGMGTCACTATTTCTGTATTTCCTTCTAAGGAAAACC 

ATCTAMGTATATTTTTATCTCCAGTAGGCNGTGGNCATTGTCAAGAGAAGGAAAGGTTG 

GTGATTTTA TTTGG GGTGATGGGATTGGGACTTMTTTTCTCT^ 

ANTTCCAGATTTTANNTAGTGAAACTTAATTTTAAAMCNCMCCAANTTTNATGTTTGA 

TGTATAAATTTATAT 

Sequence 4217 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTAATATTTTTTTCAAGTTTT^ 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

AMTTGTTTGMGCCTCAGTTTCCTCAACCTAAAAATAGGAATTATAACTTTTTGMTTG 

TTCTGTTGTATGAGA TAATGA CAGTGAAATATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTTGATCTTTCAGCMGCCAGCTATAGTAGCTTTTCCTAT^ 

AAACACAGTATGAATTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGMGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCMTTTAAACTTCTTTCAAMCMCTGGCAGTAGTTTTTTAAAAAAGAAAACAGG 

CTACTCTTCAMTTAAAAAAAATTGTCTTGCTTTAGGAAMATGTTCTTCTGTCTTTTCC 

AATTATCTTATTTCTTCTGC 

Sequence 4218 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTATATGAAGGCAAACGTTTCCAGGAGCCAT 

CTTCACATTTCTTCATAAACTGGTCAAAGAGCAGTCTTAGGTCCTTGTTCCAGCTGGGGT 

TGGGGACAGMCAGTCCTTAAGAATGACTTCCTCAGAAGAAAATGACCTTTAGCAGCAAG 

MTCCAAAGTATCTTTGGTGTCTGTTGTCTTCCCATGTTGTGCGTGCAGATGGAGGCACG 

AGCATAACGTAAATCTCTTCCATTTATAAGAAAACTGAATGTCAGCGTGATGCTAGCTGC 

TTTMTATTTCTTGCTGMTTTTTCTTGGATTTGTTGTCCGTAGGTCTCACTCTTGGAM 

GGATGTATTCTTGAATTGNTATCCATGGGGGCAAG 

Sequence 4219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAACTTCACCTATCTCCTTAAAGCTGGGATT 

MGGGAAAAAGAATCAGTCAACAAGAAGGTAAGTTCACAGAATTATCAGCCATAATAGTG 

T AAATTTG CC ATT AAAATT AG AAAAAT A A AT AG ATG AA ATTT~TTTXC ATHTC AAAXTTTC A 

TAMTTTTCTGATGCATATGAACTTTCAAAGTTMTTAAAATGCTATGMCTTATATTTT 

T MAMCTTACTCT GCAGACTCAACAAAATMTTAAAATTGNATTTTCTCTTAAGCACTG 

CI I I I 1 1 1 I I I I I I AAGGTACATTCTAAGAGCAAGTGTGGTTAAACTCTCCAGTTTTCTA 

TGACAGTATGpTGNTTAGTTTAACCTACTMTTCMTCAGGCATTTTTTTGATTCCCCGG 

GMMGGGGATACAACCAGMCATTT7TMGMGGNCANTTTTANCAGTTTTANTTCACC 

AGATGCCATAAAATTAACTTCNTTTAGGGAAAAA 

Sequence 4220 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCAAACACAGATCAGCCTTATC 

TAGCGAACCATCACTCTGCTCTTGMTTTTCTTTTGGCCTCAAACTCTAGAGCTATAACA 

TGTT MCGGTT TAACACCAGAGGAGAMGCTATTCTTMACTACTCAMCATGGTTTTTT 

TTTCTATTTTTCAGACTCCTGAMCAGACTACTCTTTGCCTTTTTGCTGCAGT^ 

GAAGCTGAATTTGAAAAATGTNTGTTATGCAATGCTGGAGACATGGTGAAATAGGCCAAA 

GATTTCTTCTTCGTTCAAGATGAATTCTGTTCACAGNNGGAGTATGGTGTTCGGCAAAAG 

GACCTCCACCMGACTGAAAGAAACTMTTTATTTCTGTTTCTGGGGAGTTTCCATTATT 

TCTACTGCTTACACTTTAGANTGTTATTTTATGGGGACTAANGGATTAGGAGTGTGAACT 

AAMGGGAACATTTCCACTCTCMGTNTTCTACTTTGCCTTTGACNGAAAATA 

Sequence 4221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 
MATMTGGACACCTATGTATCTGCMATACGCATTCAGTTGTCTTTAATAATCCTTTGC 
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TAATCTTGCTTCAGATGGATTMGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTAC 

AGATTAGMCTTAGGTCCTCTGGATTCACMCCCCGAATCCCATTTGTTTTTCTTCCTTT 

CCAMGTTGTCATTATCGTGAATTTGGTGTTTAGCTATCCCATGCATATTTTTACACTAC 

TGCTATAACATATGTAGTTATAAAATAGCATTGGTTTGTATGCTTTAMACTTTATTTAA 

ATGGGACCMCTGTTTATATNATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGT 

GATTTATCTGTGATGGTTCCATATAGGTCAAATTCTTTCATTTTNATTGCTTTTATAATA 

TTTCATC ATATG AAAAANAATCANGGATTTATTTATCTATTTCCCCTATTGCTAGAAATG 

CATGTCATTTTAAAACC I I I i I A 

Sequence 4222 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTTTTGCAAAATTTAGATGGCTTTATA 

ATCACAATMTACAAAAGAAAGTGACCCTCGAMTGGGTTTTACCACTAATTTTCGATTC 

TTGAAGA TCATTT CGAAACATTACCAGCCCAMCATTTTTACTGCTCCTCAGAATACATA 

ACACCTGTTTTTTGATACTACTTTTGTAATCATGGTAATAACAGAGTATGGATATGTATC 

ATTCTTGTGCAA7TTACAATGTATTGGACTGATTTTCTTTCTGACTTTGGGCTTGGGGTA 

ACATATAGCTTT 

Sequence 4223 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACTTTGTGTATGTTCCAGCAAAACAAGGGTTCC 

TCCAGTTTTGGTGGTGGAAATGTCACAGACATCAAGCATTGGTAGTGCAGAATCTTTAAT 

TTCACTGGAGAGAAAAAAAGAAAAAAATATCAACAGAGATATAACCTCCAGGAAAGATTT 

GCCCTCAAGAACCTCAAATGTAGAGAGAAAAGCATCTCAGCAACAATGGGGTCGGGGCAA 

CTTTACAGAAGGAAAAGTTCCTCACATAAGGATTGAGAATGGAGCTGCTATTGAGGAAAT 

CTATACCTTTGGAAGAATATTGGGAAMGGGAGCTTTGGAATAGTCATTGAAGCGACAGA 

CAAGGAAACAGAAACCAAAGTGGGCAATTAAAAAAGTGAACAAAGAAAAG 

Sequence 4224 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGT 

TTGCAAGGGAAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAGGAC 

CCTACTGTTGCTGCCTTTAAAGCTGCTTCAGAATTCATCCTAGGGAAGAGTGAGCTGGGA 

CAAGAAAQCACCCCTTCTTTCAATGCAATGGTCGTGAACAACCTGACCCTTCAGATTGTC 

CAGGGCCACATTGAATGGCAGACGGCAGATGTAATTGTTAATTCTGTAAACCCACATGAT 

ATTACAGGTTGGACCtGTGGCAAAAGTCAATTCTACAACAAGCAGGAGTTGAAAATGAA 

Sequence 4225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTT CATTG CACATGCTGTTAACTTCTTATGMCTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAMATGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGMMTATACATTCTGAGTTGAAMGCTTT 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAMTATAAGATGACTCCCAAGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGMACACTAATTTAGGTGCTGCTGGGMGGGATTTTGTAGATGTGAATAATGTT 

CCAAATCAGTTGGCCTTAAGAAAGAAAGATGAACCTGGATGGGCCAGATCTTATCAGNTG 

AGTCCCTTAA 

Sequence 4226 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCCTGAGCCATCAACCTTGCTCTCCAGTCCC 

TTCTTAGTATCCCTTTCTGGCTCTTTTTACTACTCCTGACACACAGACATTTTCTAAGAT 

TCT GCCC TTGGTCATCTTCTCTTCTGACTTTCCAATTCCCGTAGTTATGTTCTGATCACT 

TGATTTTGATCTCCAAATCTTCTAGCACAATATTTT7TCTGAGATCTGAACTTTTA 

TMCCTCTTGTAGTTACTGNCACATATCTATTCTACTGCCACCTCAAATGTAAATTTCCA 

AATGGCTATCTCTTACTCTGCCT 

Sequence 4227 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAACCAAGACAATATCAGGGTGACAGGTGAA 
TGMCTTAMTTCTCAGTTCTTGTCTATTCACCAAAAMGTATACCTGCCTGTTTTTTCT 
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TTAATNTATTC AMGGGTTNA ATNGM 

ACCCCGGT NA I I H I I I 1 I I 1 ANAATTTTAAAAAAGGNCAAAAGGTGGCCCCTTTGGNAN 

TNGTTTAAAl l I I I CCCNANTTGGNTTAANMAATTTCAMTTTTNGGCTTTTTAAAACC 

T CCCCN TTCNTTTTAAISTTG GGGGN GTMTTGGNMGTGGNMTTNGTAATGNCTNATTAA 

ATTTTTAANANTTGGTTAMTTTTTGGGCCMTGGTCCCCCTTAAACNTNTGGGNNAAAA 

AAMGGGGTNAGiSTTG GGGGG NGGNAMGGNTTTTTGGGGGNTTTTMNMTTAANGNTCC 

CMNGTAANTTAANCCTTTTTTNTTCCTTTTTNCNTMAGAAAAAAMGGC 

Sequence 4228 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATTATCAAATGCTGTGAGTTCAGAAAAG 

ATGTTTCTGAGTAATTAAGGGATTGGGGAGGAGGGAANACCTTGAAAAAACCCCGTGTGG 

GGNATCATTTAGAAGCTACCAAAGCATTGTTAGAAATGAAAGAGNATTCCGGGTTGTTAA 

GTCTC AATTCTT AAC AAAATTAAAG G GT AAG GTTT AAATTTCTT ATTCCAAA AA AACTG G 

GCCA GTTGTTAAAT TGGTTTGGMGNCAAAGTTTTACCTTANCCCTTMGGGNCCCTTTT 

TAAC Ni i i i i i i i i iCAA AGGGGAAGGGCCTTGGGGAATTTNCTTGGAATNCCTAATTNG 

MGGTTTTMTTmi^ 

GGGGGGMGTTITTTNGGGCCTTGGCCCANCAAGGTTCCMCNTTGGNTTTTNCCCAAAA 

AAATTAACCAAGGAAAAACNTGNTTGGGGGGGGTTTT 

Sequence 4229 

CCGGGCAGGTACTGACACATGATGTCCCCTACCATGATTACTTCTATACCGTGAACAGAT 

ACTGTATCATCCGATCTTCAAAACAGAMTGCAGGCTMGAGTTTCCACAGATTTGAAAT 

ACAGAAMCAGCCATGGGGCCTTGTCAAATCTTTMTTGAAAAGAATTCCTGGAGTTCTT 

TGGAGGACTATTTCAAACAGCTTGMTCACATTTGTTNAATGAAGAATCTGTATTAAATC 

AGGCCGTTGAATGACCCTGNAAAACTTACTGGCCTACGAANGAGAANGCCGAACCCTTCA 

NCCCGNACAGNAGAMCAGTTNCTAAACTTTTCCTTTCAGCATTCCTCTGGAGATGTGGG 

C7TAGGTGCCAAAGGGGATNTTACAAGGAAAAGA 

Sequence 4230 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTTCGGAGGATGGATTTCTGATTTCCAAC 

AATGACAATTCCTCTACTTGAGGACTAATCATGGTTTATCTTAAGAATATAGATGCGATA 

GGTTATATCTGCTCGGTTATATAGAGTTTTTTCTGTCTTTATTATCTCTTAAGTGCATTG 

T CTGTGA TCCACATCACATATTTGTTTGAGGCTTATTCACTAATAAAACCATTTTTCTTT 

TCTTTITCTTCCTTAGCTGGGGAGCTTTGTTTGAGCCT^ 

AATTACCCGCCGTACCCT 

Sequence 4231 

NGCCCTTAGCGTGGNCGCGGCCGAGGTAC I ) I I I I I I I I I I I NATAAATTTTTCTTTGGA 

ATCTAATTTNATNTTTCANGGATCCATTMGCATTTTCAAGGAATACACTGACATTACTA 

MTTGTTCANCAATGCACANAATTTGAAAATACACTTGAAAAATAGAACTTTGATATAAA 

CTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCATTCCCCT 

ATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAGAAAGTTA 

AGGMGMCATATAGAMAGGATTGTTTTGCGCAAACATCTGGCTTTGCTTCCCCAAAGC 

TACTGAATACAAAATTTA 

Sequence 4232 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTTATAAATACCA 

GCTTCTGTTA TTGATA AGTAGAAAGATGAATGGAAAACAAAAATACGTATAATCAATAGG 

CAACAGCTAGTTTTTTGAAAAGACCAATATGATACAGAAAACTCAGGAAAAAGGAGTAAT 

AAAMTCM TATGC TAAAAATGAAACAGAGATATAACMTAGTGATTTTTTTGGGGAAAA 

ATGGAAAGGTTTTACATGAAAAAATATAATTACTCTTACCGAAGAATAAAGAGGAACTTG 

AATTGACCATGAAACAATTTGAGTTCATAACTAAAAAAAGAGATATGGGCCAGGCGCTGT 

GGCTCATGCCTGTAATCCGTGCACTTTGAGAGGCCAAGTTGGGAGATTGCTTGAGGCCAG 

GAGTTCGAGACTAGCCTGGGCAACATGGTGAAGATCCTGTCCCTAATACAAAATAAAA 
Sequence 4233 

ATNTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCACATTGTATT 
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GAGTTTTGTGTATAAAAGCTACAGATGAGTCTAAATAAAATAAAAATTGTAATTTAGCCC 

AAATGCTGAACTAAGTCAGATACCTCTAGTCCTATAATGGAATAAGCTCTATGATATGTG 

TTAGTATTGCATATGGTATGATTGTAAGGTTTTTGGAAAGCAGTTTAATATGCCAGTCTT 

GCATGTGAGCAGATGAGTTTTCTCCTTGAGCTGGATGTCTCTTTGAAAACTATCAGTCAC 

CTAGAAAATATATTTGTCCTCATATGGGAAACTAGGTCTAGGAAAGCAGGGTGTAGGGAG 

AGGTCTTAGATTCTTGGGTTAACAATTTAACAAAGGAGATTTGGCTATCACAGTCATCTA 

GTGAAAGTAGAATAGGACAGAAAAGACCTTGTAACTTGGG 

Sequence 4234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAAGT 

CTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACAAT 

ATCCCAAAATAATAAAAGCTCAGAACTAAAACTTTAGGAAGTATAGGAGAAAGGAAGAAT 

GGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAGAA 

AGGCTATTAAAATGGACGAAGTTGTAGTCCTATCCCTGACATnTATGTCCTTGGGTTAA 

TGTGCTTAGCCATCTTGTGCTTCAGAMTGTCCTCTATCTGTTCAAACCTGTAATTTTTG 

MGGTTTAAACCATGATTTTCTGATAATCTCAAACTGCTCACATCTCCTTGTTAGAACTA 

GTATCTT AGAAATGCTAAAACGATTAGNTCTGAAATCACATTGCTNCTAAAAGAACTAAA 

1 1 1 1 1 I IGNATTATCTTCGGCTTACTATTCCCTTTCACTTTTTATAAAGTCACAAGAGAG 

GMGCCCTTMG GGTAA AMTGAATGCTATGGTTTGAGGTTTmACCCATATTTTTAAC 

CTTAGAGCCTAA ATTTT ACCCTTTCAAAACCTCTAGNTTTTCCATACCCTGTCAACCTCC 

TAMTTGGTGGThJTTTTATACTGNGAGCCTCACTTGGGTATTCCGGAACACCACCCCCTG 

AAAAAGCCTTAACCNGANGTAGCNCAATGGGAAGAAACCAANCCAACCCCCAAACCAAAA 
CCAANGCCCAAAAATT 

Sequence 4235 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 

TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 

TGTTAAAAAAAAAAAAAAAAAAAAAGTTGAATAAATAGATCAGTGATATCCAGACCCTGG 

GATTTCGTGGCTCAATTAAAAACTGTGGGGTTACCATACATAGTATCTGACTGCTTATTT 

TGTCAAGTAAAGACATATACAGGCATACCTTG 1 1 1 1 I I I I GCATTTCACTTTGTTGTACA 

TATCAAGTATGATTAACGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTCGT 

TTCATTTGTTG AAACA TATAATTCAAAAAGCATTGATGAAGTTGTCCAAAAAAGANAGCA 

ATGCMGTCCATTTTACTTATTATGAACAACAAAGCTTGGTAAGTTTATTAAGTGTAAAT 

AGGCTCTCTATGCCAGTGTATTCCCTGGGGATAAACTANGTGATTGAGATGGGTCGTTTA 
ACTT 

Sequence 4236 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAACCTTTCACAACCTGGAGAATGGCAATAA 

GACATTGCTGAAAGTAGTCTACAGATATGTTACTTCCCAACAATTACAGTAATCGAGAGT 

GTTGCATAGTTTGCAAAGT ACTTC ATGAGTTCTTTTAATTAGCAAAACAAGGTATTGGCT 

AGGAAGAAMGTTATTATTATTTTCATTTTATAGATGAGAAAACAGAACCACAGAAACTG 

AGGGAGTTACCCAAGGTTACGTGGCAAAGGAGTGACGGTGGCACATCTAGAATCCAAGTC 

CACTGACTCTCATCATAATGGCCTTTTTATATCATGCTTCTCTTGAACTATGACTTGNCT 

TCTAGTATATGTAGATATCGTTTATACTTAAAAATTTGCCTAATACTATCTCATAATGAT 

GCTMGATTATTAAMTGGGMATTAAAGTTTGTAGATATCGNTTATACTTAAATATTTG 

CCTAATACTATCTTATAAATGATGCTAAGATTATTAAAATGGAAATTAAAGTTTGGTAAC 

AGTNGTTACTTTAAAAATT 

Sequence 4237 

C CCTT AGCGTGGTCGCGGCCCGAGGTACCTGGCTATCAATTCCACTTGGTCATGAGGTTT 

GTTTTMTACAGT GCTGAA TTTGATTTCCCAGTATTTTGTAAGGATGTTTGCATCTGTGT 

TTTTGAAATTTATCTTTTTAMTTGATAAACTAAGACTTAATATACATTTATTGTGTGGA 

ACATGTTGTTTTGAATCTATGTTMTGA7TAATACAGATCTTTTGATTTCCTTGTAATAT 

TTTT GGTT TTATTTCAGGCTAATGATGGCTACTTAGAATGAGTTGGGAAGTATTCTCTTT 

TCTGTTTTCTGGAACTGTTTGTGTAGACTTATTCCTTACATGTTTGGTTGAAGTTCACTA 
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GTGMGTCATCTCTTTTTGGAAGGGTTTAAMCTGTGAMGCATTTTGGTTAATAGATAC 

AGGTCTTTTATTGGTACCTCTTTCTTCTTGMGTGMGTTTGGGAAGTTTGGNCTTNCM 

MGGAATTTGTCCCCTTTTATCNTAMGTTGGNCTAAGTTTACTATTATTAAAANATGGT 

TATTMTAGGGMGTTAANAMTTTCNCAATGGTATCCCTTTATTGGGCTGGNANCCATG 

GGACTG GNTTTNACATCTTCCTCTTNTCGNTNCCTGANACTGGATMNTTNGGGGGCTTT 

TTTTTTTCCTTTTTTCTTGACNANCNTGGCCTAGGANNTTANTMTGG 

GCAAAAAAAAAAAAAAAAA 

Sequence 4238 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTAAGAGCTTTACATGCACCCGCTCTTTAAATA 

ACCCTATGAGCTATGCTTATTATCCTCATTTTACAAATTAGGACCCTGAAGCTGTGGAAG 

ATTAACCTACTTAACTGTCTGGAGTCTCTCAATAAATATCAGGCAGGATCTTATTTGCTA 

AMTTGTATTTTATTTCTATMGTGATGTTTTGMAGATATAAAAAAATTTTATGCCTAT 

CATGAATAACCATTAAATGGTGCAATAAACATAACATTGTATACAGTAATTGTTTAAATG 

AAAGAACTTCT 

Sequence 4239 

GATATCTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCATTCATTTAAAGGC 

ATAAATGTCCAATGGGTCATAAAGGTCAAAGCTAATAGACAAAAAAAGCTTCAGCATGGA 

TGATGAGCAAATTAGATGCCTCTCTGCTCAGCATGAGGTTTTTTCAGCTGCAAAAGTAAA 

ATGAATCAACCATGGAATTACCCCAATGCACTAATAGCTACCGCTGTAGTGGTAGATCGT 

TATATATCTGGGCAATTAMTTTTAAATGCTAACTGTGAGACCAAGTCAGCAAATTCTAA 

TTGAGACACGTTCTACAAAAACACCTGACCACTACTCCTGAAACAGTCAAGGTCTTCAGA 

MTAAAGMGGTTTAAAAAAATTATTACAGTCAAGATACACGGCAACTAAATGTGATGTG 

GTATACCGTATGGGATACAGAAACTGAAAAAGGACATTAGGGCCATCTTGTGATACATGC 

ACTGTCCAGGAAAAGTTTNCAGGAAAAGTCAAGCCAGGGCTTCACAGAAGATCAAAAGAA 

AGAGACCAGGAGAAGCTAAGTGTATTAGTCAGGATCTTCTAAGGGACCGAACTTAATNGA 

ATNTTTNTNCCCCNCCAACCCCCCCCCCCCCCNCCI I I I I I I ICCCTTTT 

Sequence 4240 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGAAACATTAAGAGAGCAAGCGAGCCTC 

ATTTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAMGCATTTCATGTTCCAAGAC 

CCTGCCTTTGTTAAAACATAGATGCA I I I 1 1 1 1 I I CTTTGGGGATGTTCAGAGCCTTCCA 

GAATTATGCTTTCCCAGGAGAGATAACAACAGTCACACAGCCAAACGTCTAGCAGTGCTT 

CTGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATT 

CTGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGA 

GAGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGA 

GGGCGAGCTGGTAGAATTTCTCTCAATGCTCAAGACCGAGGAGTTTATCATTCCCTTGAC 

CCCTGGGCTTTAGCTAGAAATGTCCAGAACTCCCCCATCCTAACTGAGAANGGCAGTTGC 

TTGCCCCAAACCCCAAAGACTAA I I I I I 1 1 I I 

Sequence 4241 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAACTGGGGCATAAAAATGGCCTATATCTG 

M A AT A ACTCC A A A A ATTTATTATTAAA ATT AATTTC ATTTG CTTC I I I I I AAA I Mill 

TCATGTGGCTACTAGAAAAATTAAAATGACAGATGTGGCTCACATTATATGGCTACTGGA 

CAGCACTGATATAAATTATGCTITTCATGGTTTTATCATAAAGGGGACCAGAAGATGGGA 

TGGTAGCTGGTGGTGAAGTGGGGTAAAGAGAAAC I Mil I CCCCTGAAATGGGAG AATTG 

CAGCATGTTTGTATGTGGGAATAATATAGTCAAAAGTAGAAGTTGGTGATGCAGCAGAAG 

AGACAGGGGACAAATGATGTCCTGGAGTAGGTGAGTGCATTTGGGTTCCAGCGCATANGT 

GGAGGGGTGGCCGAAGGGTTATGGACTGTTCATACAGAGTGACAGGAGAGGAAGCCGAAT 

GTGAGGGTTGCAAACAAANGNGAGTATTTATGGACATGGGAGTGCCTTGGAAGTCCCTNT 

TTTGGAATCTTAAGGGCCTAAGGGAGCCANNTNTTANCTGAAAAAANAAGGATGGGGGGN 

A 

Sequence 4242 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 
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AAATAATGGACACCTATGTATCTGCAAATACGCATTCAGTTGCTTTAATAATCCTTTGCT 

AATCTTGCTTCAGATGGATTAAGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTACA 

GATTANMCTTAGGTCCTCTGGATTCACMCCCCGMTCCCATTTGTTTTTCTTCCTTTC 

CAMGTTGTCATTATCGTGAATTTGGTGTTTAGCTATCCCATGCATATTTTTACACTACT 

GCTATAACATATGTAGTTATAAAATAGCATTGTTTTGTATGCTTTAAAACTTTATTTAAA 

TGGGACCMCTGTTTATATTATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGTG 

ATTTATCTGTGATGTTCCATATAGGTCAMTTCTTTCATTTTTATTGCTTTATAATATTT 

CATCATATGAAAATATCATGATTTATTTATCTATTTCCCTATTGCTAGAAAATGCATGGT 

CATTTTAAACCTTTTTACTATTAT 

Sequence 4243 

CCCTTAGCGTGGTCGCGGCCGAGGTACACMTMTTTTTTGTGGCTACTCAAATTTTCAT 
AATTMTCTAGATTTAAAATCAAGGAATATTCTTACTTGTAGTTGGCAATCAATATGACA 
TGCCAAAATTATATGTMGTATTTTATTGTTGGTGAGGATATAAGAAATTTACCATCAAA 
AGAGAGACGATAATCTATGCTTGCAGACTCCGGAAAGCTGCCTCTCACATAAGAATTTGC 

AATTTCTGGGGGAAAAGAAAAAGTTGATTGTGCAAATAAACATTACCATGGAGTCTTCTC 

TATGGCAACATCAAAAATGA 

Sequence 4244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

TTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCT 

Sequence 4245 

CCCTTA GCGTG GTCGCGGCCGAGGTACGCGGGATTGTGCATTTTCCTCAGAAAATTACTG 

AAAGGAi I 1 1 1 GCCTTTCTTGGAATTCCTTTGTCTCCTGCTAGTTTAAACCAAATATTGT 

TTGCCACCTCTACAAACCTTTTTTACCTTCCCTATGAAGGGGAAATATCACCAACTAATA 

CTAATGTTTGGAAACAGAACTTGCCTAGAGATGAAATTAAACTAATTGAAAACATCTGCT 

GGACTCTGATGGATCGCCTAGGATATCCAAAGTTTATGGACTAAATGCTGCAGGTCAGCA 

GAAATTTGCACTAATAATACTTACCAACCCACTTTGTGGATATGAATCAGAAGAGTTTGT 

TTATTCTTTAGTGTGTGTGTGTGTGTGTGCACGCGTGTATGTGTTCAAGTGTTGTTTGCA 

CAGAGAGATTGTTTTAAAAAATGGGCACCATATTTGGCCTACAGGATTTATTTTTATGTC 

ATCACCTCCCTTGCCTTTGTTTCTGAAAATTTGGCTGCTAAAAAGTTTCTGCTTCAGAGN 

GGTAGAATGAAAGTTATATCATGGGGGGCAGGGGGAGAAGGGAAAAATT 

Sequence 4246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I 1 1 I I I 1 1 I 1 1 1 I I I 1 1 1 GGTGGGGGTAG 

GGTGGCAAACAAAAATTAAATTAGTATTAACATGCTTAACATTGCTAAGCTTCTCTTTGG 

ATCCCATGTTTCTGGTTCTCCAATGCCACTAATGGAAAAAGAGTATGGCCACAATAACTA 

GTCTTT GGCATATAATCCTTACCAAGATAAGTGGAAAGATTCAAAACCTCACTAATCTAT 

1 1 1 1 1 I CTGTT CTAAGAATATCCACAGTTTCCCAAATGTGATTATGCATCCCCCTCACAT 

TTTCCCTTTTCACTAATGTCACCTAAATATTCGGCTCTATCCTATTCAGGAAACCAAAGT 

TCAGAGACATAAACAAAAGAAAAAAAACCCACAAAACTTCCTCAAGTCATAGGTCCAGTA 

ATAAGGTAAGCTGGGAATTTAACTCACATTTTCTGACACTAAAACTATTGGTCATTCTCC 

TGCACTAAGCTTCTACCATAATTTATACACAATGGACTTTACCTAANGGTAATAT 

Sequence 4247 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAGTCATCCATCATAGAGATTTTAGCATG 

AGAGGATATTAAGAAAATACATGTAATTCTGAATAAACATATATGGAATTAATGTGTCTC 

CATGAGAGTGTGTGCCTGTGTGTGTGTATAATTCCAATATTAATAAAAATGTTATCTTCT 

TTGAAACCATCAGTGCTGACTCTATCCAGCCTCTCTCCACACAGTATAAAATGTGGAAAA 

TGTAAGTATTATGGTATGGAATTGACTCTTGCTCATATGTTGCACACCTAGGTGCTATTT 

CTAnATGGAGAACTAGMTTATATMTTTMGTTTAATTGTGCCCCCTTTTCCCCAAAG 

TTCATGTGTATTTATGCCATCTGTTTGGCCTTGTTTATTTTGGTATCACAGATAAAATAG 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

232/599 



MGTTMAAATCTGMTTMCCGTGCTGATATGTTTCATGGNGATAAAATATAATTGCTT 

ATATACATATGCAGGTATTTAAGTCTATAGCCTGNGTGGGTGTGTGTGGGNGAAAACCTA 

TGACCCTGTGCACATTGGTCTGGGGGTATTTTTTGGAATATGGAANTGGAGTTGGGACAN 

ANATNCNGCTCACAGCTTATGMTTACTTANCCCNTNCNTGTNTTGGTCTTAAAACATTA 

AAA 

Sequence 4248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTGGCTTTCAGCTCTGAAGGC 

TGTCAGCTCCCTGATCCCACTCTGCACTCTATTTCTGTGTCTGCTTTAATTCTTCTAGTG 

CTGCTGGGTTAGGGTCTTCACGACCGAACTGGTCTCGGCAGTGGAAGAACATGGAAACAC 

TAGGCTGACTTAGTCTCCCAGCCTACATCTTTCTCCCATGCTGGACGCTGCCTGCCCTCA 

AACATCAGACTGCMGTTCTTCAGCTTTTGGACTCTTGGACTTACACCAGTGATTTGCCA 

GGAGCTCTCAGGCCTTCAGCAACAGACTGMGGCTGTGCTGTCGGCTTCCCTACTTTTGA 

AGTTTTGGGACTCAGACTGGCTTCCTGGCTCTTCAGCTTGCAGATGGCCTATTGTGGGAC 

TTCACCTTGTGATCATGTGAAGTCAATACTCCTAAATAAACTCCCCTTCATGTATACATC 

TAT CCTA TTAAGTTCTGGCCCCCTAGAAAAACNCCGACTAATNCAAAAAGGATTGNATTA 

MGTTTTACCGGTGGTATTTTTTNCNANMGGTTTANAAAATAGCNCCCATAATTTGNCT 

TTANCCGCAAGTTCCAAGT 

Sequence 4249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTCCACTGAATTGGGCAGCCTTTATAAAT 

GATTGTGAATCATCTCAAGGTTCAACAGGTGGGMTGGTTAAGAATAGTATAGATGCAAG 

AMTGMCMTTCAGTAAACACMTCCTTATGATAAMTTTATTTAATAAAATGAAAAAT 

GCTTACAAAAAATAAAAGTAACATGCTCAGCATGCTACCTAGAATTTAGTAAGCATTCAG 

TMTTATTAACTTACAAAATAGAAATGTAAAGTAGATAAAATTCTGTTTGGGGTAATCAG 

CACCTMTCAMTGAAMTTTCATTAMGCAGTMCMGGACTGTTTTGTTCATAACTGT 

ATGTTCAATACCTAGCCCAGTGCTTGACGGCAAGTAGGCATATATTAAATATTGTTGGAG 

GAAGGCAGGCAGGTAAGAAGAANGAATGCAGGAAGAAAGGGAAAGAAGGGAGAAAGGGAA 

TTTCTMCAAACAGAAAGTGMTTGTCTTGAAGAAATATNCTCTTTCATACCAAGGAGAA 

A 

Sequence 4250 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACCAAGTTTTTGGTCCAAATTTTGTAGGATAAG 

TTAMCTTAA ATTTT ACTCTATTMCCAATATGAGTGTATTTCTGAAAGCATAGTTACGT 

TGAAATAMG TTTTA AAAAGAGAAAATATGAAAGAAGAATCAGTATGAAAAATATCTATA 

CTTTATGTATATTTTATATATGCATGGCCACTCTAGGMTGTTTTMTAAGGCAGAATTT 

TGTTTMTCATGATATGTGTTATGATAAAATATTTGCTCTCAACCAATTCTAAAACATAA 

AAGGAMTTTCTCACTTTCTATATTAAAAGTCAAAATATAAAATAACAAAAGAAAGAGTT 

AAAATTAAGCAAAAAATATGATACATGACCAAACCGTGTAACAATTATATATACCCAACT 

TTAGTMTATATTTGTTACATTTATTGNGCACTCTCTATGTGTGAGAAATTATATGGAAA 

ATTATATGTT 

Sequence 4251 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGTTTATTGMTTGATGAATTGAT1TTTTT 

TAGTAATCACATAAATTTCTGTAAGATTTGTTATACATTGTACTGTCACAGAATCATGTT 

TTATATCTTCAAGCTCMAGCMGCTTTCAMCTTGMTTTAAGTTCTTGCATAAATATG 

GATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAGG 

TGGGTTTCATGACCTAAGTGTTATTGTTGATCTTTATATATACAAGGAAAACGCAGAGTC 

ATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCMGCATTTCTATAAMTMCMTT 

AAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGGATGGAAGGAAGCAAAATA 

TTAATCCTGAGTGTGTCTGTGAGGGTGTTGCCAAAGGAGATAAACATTTGAGTCAGTGTG 

CTGGGAAAGGCANACCCCCCCTTAATCTGGGTGGGG 

Sequence 4252 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I ATTTTTC A I I M M I I I I A I I I I I I A 
CTTTAAACGTTGGGATCATTTGTTGGTTTTTACTGTTATTCCAAMTGAATTTCATAGCA 
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CTGAMGGAACTGTGTATTTTCTCCATCAGATTCAACCAATTGAAGTATGTTGCTGTTAT 
GAAAAATGCTCACAGCTAAGCTTTGAAAAAGTTAGTAAAAAACCCACCCCAATACTTACT 
TTGATCAGTGCTCTGTAMTCTCTAAGCTGATCTAGTTGATCTTTTTAAAACTACCTTTA 
AAAAA 

Sequence 4253 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTTGTAGTTGTTTCCAGGTTTGGCTAATAAT 

CATTCCTTAACCTAGAATTCAGATGATCCTGGAATTAAGGCAGGTCAGAGGACTGTAATG 

ATAGAATTAAATTAGTGTCACTAAAAACTGTCCCAAAGTGCTGCTTCCTAATAGGAATTC 

ATTAACCTAAAACAAGATGTTACTATTATATCGATAGACTATGAATGCTATTTCTAGAAA 

MGTCTAGTGCCAAATTTGTCTTATTAAATMAMCCAATGTAGGAGCAGCTTTTCTTCT 

AGTTTGATGTCATTTAAGAATTACTAACACAGTGGCAGTGTTAGATGAAGATGCTGTCTA 

CMGGTAGATAATATACTGTTTGATACTCAAMCATTTTTCATTTTGTTAAAGTAGAAGT 

TACATAATTCTATATTTTMGGTCTTGGGGTAAMAAGTAGTTTTACATTTTATA 

Sequence 4254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTATATATTAAAGTTCAATAATTATGATC 

CTTATTATMTTATTAATTCATCATTATTACATCMTTTAMTAGAMTTTCCCAGTATT 

AGTCTTAATTGTAATATTGAGCCCACATGGAACTGTCCCTAATATAGAATCTACATTCCT 

ATATTGCATATTGCATGTGGTTTGMTCTATTGTMGTTTCAATATGGTCACAAAAAACT 

CATTAACACCCTAATAATGAGAAATCAGGCATTGCAATGGACTGTTTGTGTCTCTCACAA 

ATTTATATGTTGAAGCCTTAATTCTCAAGGTGATAGTATTAGGAAGTGGGGTCTTTGGGA 

GCTAGTTATATCATGAGGATGGAGCCCTCACAATTAGGATTAGCACCTTTATAAGAAGAG 

MGTTTGTTCCCCTCTCTCTGCTCTCCATCATGTGAGGATATGAGAAGCAGACCATTTGC 

AAM GANG MGCTGATCCTCACCACCCCATTGAGTTTGCCGGCCCTTGGTCTCGGATTTA 

CCAGTTTTCAGACTAAGAGAAATAAA 

Sequence 4255 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTAATA I I 1 1 I I 1 CAAGTTTTGGTAAAGT 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

MATTGTTTGMGCCTCAGTTTCCTCAACCTAAAMTAGGAATTATMCTTTTTGMTTG 

TTCTGTTGTATGAGATMTGACAGTGAAATATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTTGATCTTTCAGCMGCCAGCTATAGTAGCTTTTCCTATAT 

AMCACAGTATGMTTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGAAGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCMTTTAAMCTTCTTTCAAAACAACTGGCAGTMGTTTTTTAAMAAGAAM 

G G CT ACTCTTT AAATT AAAA AAA 

Sequence 4256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTCTGTTCATTTCCCTATTTATTTATATCA 
GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 
ACCCTGGGATACCTTCAGAGAAAACAGAAAAGACACTGCAGACTTTTT 
Sequence 4257 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTTCTGCCCTTGATATTCTAATAAAAAACTA 

TAGNGACAGCTTGACAGCTGCCATGATTGATGCAGTTCTAGATGAGCTCCCACCTCTTAT 

CAGCCGAAM NGGTGNATATNGCCANTTG^r^TTTCCAACAAAAATGGGCCCAATCCNAGT 

Mill J NTTTTM CCCAACTTTTTTG G G CCAAA N AAA G GTTAATTATTCCCCCTTTCCCT 

TCCCNCTTTTTTCCAAAAMGGAATTAAMGNNTGGGGMTNCCCMTTTTTCCTTTC^ 

MTTG GGAAMCCTT TTMNTTTTGGGGMCCTTTTGGGTTGGGAAGGAAATTNCAANCC 

CCCCCTTTTAATTTTNGGCCAAGGGGGGGGGGGGGGGAAGGNCCCTTCCTTTTAAGNTTN 

GGGCC CCAANT TGGCCCTTAAGGGAAACC I I 1 1 1 I 1 I M I I CCCCAAAAGGCCTTTCCTT 

GGGGGTTTTTTGGTTTCNAACCCNTTGGGGGAMACCCMANMTTTAAMTTT^ 

NGGGGAMTTAACCAATTTGGGGGAANTTTTT 

Sequence 4258 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTGGTGGCGGAGGCAATGGCCG 
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GCAACCAGCTGTAAGCGGGGCACGGAAGACATATGCTTGTGAGACAAAGGTGTCTCTGAA 
ACTA TGGATG GGNACACATTNACATNGGTATTTGNAATAAAAGAATTGGAAAATTGGGAT 
AAAG 1 1 I I I iCATGGCCAAATCTNATTGCACAANATACNACNCATTCTTTTAGNAGTATA 
ATGGTCAGTTTATCATTTCGTTAACAGCTGTGTTTAGACAGNTGGCTCTTGCTTTG 
Sequence 4259 

GATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA C I 1 I H 1 I I II 1 1 1 1 M 

I I I M I AAGNAAAGACGGAGTTTCACCATGTTGGCCAGCTGGTCTTGAACTCCTGACCTT 

AAGTGATCTG CCTG CCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCATAC 

CTAGCTGACCTTTTGTTTAAMGCATTTGTTTCTMGATCATMTTCAATTGACAGGAAA 

ATACCAGGTAATGATTGCCTCTAAGAAAATCAAGTCCCTAAACTTGTCCCATCTCTAGCT 

CACTGAGGGCATMTCCCCAGTGTAGACCCMTATGAGATCACTGACCTTCCCTTCATTT 

TACTCTTGAAAAGAAAGACAGAAGTTATGAAGAAATAGTCATTCCCTGAGGGACACGCAG 

AGGMTMCTAGCCCAAMCTCTTTANGGGAATTCTATGTGGAAAGTGTTTACTTGGATT 

MTAAGCGCCTTTGGTAAAAAGGCAATTATNTGAAAGTAATGGAAATATATTGGGGCTGN 

CAGTCATTCACACTTTMTATGAATTANATCAAATCATAATGTTTTCCTCTAACCAACTA 

NAATGAGCTCAGTGTCTCTTCAGGAAATGAAGACTATCGATGGCAAAAAANGGGAGCCAN 

AGGGCATTTACGTANCAAAAGGTTTCANGNGGGGACAANGCCAGGAAGMNGTTTTTGGN 
AAA 

Sequence 4260 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCMCCMCTCTTCCGAAACAGCAGCATCAAGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTTCGGAAAGTANACAGAGTTGCCATCTATGAGGAATTTCTGCGGAT 

GACCCGGAATGGTA 

Sequence 4261 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATGCTC 

AGTAA ATCAG AACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGATATT 

TCACCT TTTTA TCTGTAGTGCTCTGCTTAAGAACAAAGGAAAAAACAGCTTCTTGCATGA 

TTCAG CTTTTAGCTTMTTTTTTTCCTTTAGGCATAGTGMTTGGGGTC^ 

TTTTTCTTTCACAMTTAAMCTGATATTTAGACTATTTCTCGGTCCACTAAATTTCTCT 

CATCCTMACTCCTGCTMCCACATGTAGTCTCTCTGTTCATTTCCCTATTTATATCAGC 

A7TTCCTTCTTGTTGCCAACTTCAGTGCCACATAAGGGAAAAACAACAGAAATCTAACAC 

CCTGGGAT ACCTT CAGAGAAMCAGAAMGACACTGCAGACTTCTTTTTGGGAGAAACTC 

CTGTGTTTATTTTTGTTTGTTTGNTTGGAC^ I I I I I I I GGG 

GTTTTTT 

Sequence 4262 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTTGTGACAAAGACTGTATATCCCACAA 

AGCTTAMATATTTACMTTTGGCCTTTTAGAGAAMAGTTTTATGACCCTTGCAATATA 

MCACAGAMTCTCAGAGATGCTGTCTTCTTCCTAAACTTTMTATTTAATTCTGATTGT 

GGATGAGATTAGATTCTCCMCTTTCCATGTTTAAGACTCATTCAAAAAATTCATAAATC 

TCAAMTATTAGAAATGCAGGATATTGCCTGATGACTTGTCAATTACATGATAAATTATC 

TTMCTATAGMTTMTATGCTGGATTAAGMATGACCCTTGTTTATGCCTAAGCTTCTA 

GGGCAAGAAAAAAATGATCAGAAGGAGGAAGGTAGTTCCCCTCCACCTCAAGAGAAACCC 

TATTGTCATCTACATGTCTCTGGAAAACATTTTTTGAACAAATATGCCANCTAACCAAAA 

GG ATG A ACATAAGAAAAG ACCCAG A 
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Sequence 4263 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I II I 1 1 1 1 1 1 1 1 I I I I II 1 1 1 1 1 GGGTAGAGAT 

GAGTTCTTGCTATGTTGCCCAGAATGGTCTTCAACTCCTGGCCTCAAGCGATCTTCCTAC 

CTCAGCCTCCTGAAGTGCTGGGATTATAGGCATGAGCTACCAAGCCTAGCCTATATGGTG 

TATTTCATCAAACCTAAGACACTGTTGATCCTAAGATGCACCCAGGTTTTAGAGATGTTA 

AAATGCACCTCCACCTCCACAAAAAAGTATGCTTTTTAGAAATGAAAATAACCACTACCT 

ACTCAGAATCTTTAGATAAAAAATGTTGTCAGGCCACAAGCAGAGGGGCTTCCCTGCCTC 

TGACCTTCTTCACACGGGGGTTTGTTGAAGGTGCTGGTGAGACCCGCTTACAGAGCCATC 

CTTTTGGGAGGCTACCCACACCCCAGATTTCTAGTCAAGGGGGAACCANAGACCATNCCC 

TTGAGGCAAAACTAAAATGAACCGCTGGTTAACTCTGGCAGTCACAGCATTTACAGGGCT 

NTGAAAGNGGCAGAAAAGCTAGTGATGGGTGGAAA 

Sequence 4264 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGGCCTGGCTCTGGGTTTCAGGAAGCAGTTTGACTAAAGGCAGCAAGCTG 

CTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAATT 

GTCTACAGCTTAAGATCMCAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATAT 

AAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGCC 

CMCTGATTCCCAATGGTGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAAGCCAG 

AACTGGTTAACATCATGGAAAGTAGATGGAAGTCCCTACCTTGGATATTATCAAAAAGAA 

TGGNG 

Sequence 4265 

G ATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTGTGGCCTTGAG 

TAi 1 1 1 1 1 AAAAGGCTCAACTGTAAGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCAC 

CTACCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAGAGCCATTGAGAA 

ACATTTCTCAMCAGGAMTCCTTCTTTTACTAATGTGGACATATAGATTATTCGTATTA 

TAGT TTGT AGMCTACCTAGTTCAGMTCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCT 

TGMTTTTCATAGACAATTGCAACAGTTTAGATGCCTTTTGAAAGGAATGCAATGAAGAT 

TCAGCATCTGACTATATGTGTGTCTATCCTGAAATAATAATGGAGAGTATACTGTAGATT 

ACATGTTTACCCATCAAATCTGACTTAAAAGGGTAAATGGAAGGTTTTATAGGTAANGTA 
ATTGAT 

Sequence 4266 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGACCTGAAGTAAGTCAGTATTCTTTG 

GMCTGGAGGTGCTGTATGATGGATCACTTGAGTGATTTCCTCAGTCTTTTTCACATAAT 

CATAMTATTATCTGGTAAACTTGGTTCCTTGAGATTTTGTCAGATGTAGTGAGTTCACC 

TGGCACTTATTTGGCACCATAAACCACGCTGGACTAGAGACTGAGATATCCTTACATAGT 

GGTCCATGGACATGGCCCCTTCCTGGCACTGCCAGGCATTTGGAAACTATTACTTTCCTT 

GAGTATATTTGCCTCCTCAGCTGGGGTTTCTCGTCTGAAATCACAGAACATAGAAAATGA 

TTTGAGGGACTCTTCTGGAGGGCACCTGACTTTTCTCTATACATATTTCTTGAATGATAC 

TAGGTAATTTATTACATACAAGAGATGCCTAAGGAATTAGGGGGTTAATTCTTTCCATGA 

AACCTTGGTTTAGAAGGCCCAGTGTCCATACTATGTCCAGCCAAATAGATGCACAAAATT 

CCAA TCCCAG TAAAAGACCTTTTAGITATACAGTTTTTTTAAAAACTATAGTTTAAGTTA 

TAGGi 1 1 1 1 rAA AACTATGTAGAAAAATGATTCATTTATNGGCTGGCNAATTGCCCCAGA 

CTTTGTC I I II ICA 

Sequence 4267 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATGAGTGTCAACTGCAAAATCTATGCA 

TTATGTAGTGATTTGMTCMTTAGTCTTTCTTGATACTCCAAAATTCCCTTTTTCGAGT 

GTCTTTATCAGAAATTTGATAAATCGGAACTTTCCTGTCTATTCATAAACAAGAGTGGTG 

ACTTAGAAAGACACGCACTCCAGAGTGGGGCTTCTGCGTCTCCCTTGTCGTGCCCCTTTG 

TGAGTAATGCTTTCCCCAGAGAACTGCAGAAAATGATCCTGCTGAGCTACAGGGTTTCCC 

ATTCATTGGGTtCCATTCCAGTCCTTGCAAGTTCAACAGCATCTCAGAACATTCTAGTAA 

GCTTGCTAMCGGCGTGTGAAAGGTTGATCTTCTCATCTAMGCTTTTAAATTTTTAAAA 
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TCGACCATGTGCAGTGGGCTCACACATGTAAATCCCAGCACTTTTGGGAGGCTGAGGTGG 

GTGGATCACCTGAGGTCAGGAGTTCAAGATCAGCCTGGTCACATGGTGAAACCCTGGCTC 

TACTAAAAATTCAAAAAAATTTACCTGGGTGTGGNGGTGTGCACCTATAATCCCAACTGC 

TTGGGAGGCTGAGGTAGGGAGAATCTTTTGAACCTAGGTGGGTGGAANGTTNNCAATTGA 

GCCCCNAAATGGNACCACTTTTACCTNCAGCCCTGGATTGACANAGNGGNGATTNCCTCT 

TAAAAAAAATAAATAAA 

Sequence 4268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGTGCCCCCTCCTGGCTGCTGCTTCCTGA 

CGCAGCTGGTCAAATGTMTTTCAGAAGTTTTGCTAAAACCTTCTCTGAAGGTGTTTTTA 

GCTACAGGTGAAAGGATGAAACATCAGGAACTTTGGCAGGGTTGTGCAGAGACAAAGGAA 

GGGAAGGATTGGCCCTAGTGTGTGAGCTGTGAGCTGCTATTAGCCCAGAGTTTTGTTTAG 

TGGATACTTAACCTGTGTGAGGATAAATAATGCACAGTTTGACAGGATAAACTGAAGTCA 

ACATGGTAGCTTCTTCTTT TAGG GTTCTCCTTTAMMTTTTCTTCTATTCCCCATTTTC 

TTTM CCAC TCT GCGTT CATTTTCCCGTTrTTCCCCATCTCCCTCTTTITCCTCTGTTCC 

TGTCCTTTTGTGTTTTTGGACCCCMCCCATGTTGCCCTCTTTTTTATTTGGTTTATTTC 

TTCTTTCTACATTMTrCTCTTTTTTCCTTTCTTTAATTT/^GTCCTTTCTTTCT 

Sequence 4269 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTGCGCTCTGCACGGTCCAGGAGCTGTGATGTGGCTGTGGTCTAGGGGAATCCTGCCTGC 

CCCATGGAGTTGC GCAGCACAACC CCGGCTCCAATTGCCAGAAGGCTCTTTTTAATGCTG 

AACCAAAATGTGCC 1 1 I 1 1 1 1 1 1 I IGAGATGGAGTTTCACTCTTGTTGCCCAGGCTGGAG 

TGCAATGGCGCGATCTCAGCTCACTGCAGCCACTGCCTCCCAGGTTCAAGTGATTCTCCT 

G CCTCAG CCTCCCGAGTAGCTGGGATTACAGGCATGCGCTAACACACCCAGCTAATTTTG 

TATTTTTAGTAGAGACGAGGTTTCTCCATGTTCGACAGGCTGGTCTCGAACTCCCACCTC 

AGCCTCCCAAACTGCTGGGATTACAGGTGTGAGCCACCCGTGACCAGCCAATGTGCCTTC 

TTATAGTGTCTACTCATTGGTCTTTGTTCTGCCCAGTGATAACAATGGGATAACGCCTGC 

TACACATCTT CATTG TGAAACCCTTNCCCTGTGCTGAGATTAAATGAACTCTAAGATTAT 

TAMTAGTATATrrTCCTTTGACAGCCTANCCGTTGATGAATTTTNAAAGCCTTATGTNT 

TAAATAAAACCAAAGGAAGGTAAGCNNGTCATATTGCTTAAATTTGCTAACTCCTATTTA 

TTGGAATGGNGAAATTTTTAAAAANTTT 

Sequence 4270 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 I I A I I I I I I I I 1 1 1 1 1 1 1 1 1 I AACAG 
AA GGNA ACAGCCACAGTTAGGCACTTTGGGGTAACATGTGCAAGTGAACAAAATACTTCC 
MTTTTGAAAMTNTGGATTCTGTNTNTTGCCAGGGCANAAAACTTTACTGCTCCTGAAC 
TCCCGTAACAGTTTGCATGGACATNATGGCACTCATCANATCCTACTCTGGCTTTTTGNN 

ACTGGGGCACATAAAGTCTCCTCCTACCCAAAGTTTAANCACAGAANCCCCGTGCATGGA 
GGC 

Sequence 4271 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGTTTATTGAATTGATGMTTGATTTTTTT 

TTAGTMTCACATMATTTCTGTAAGATTTGTTATCATTGTTTACTGTCACAGAATCATG 

TTTTATATCTTCMGCTCAMGCMGCTTTCAAACTTGAATTTAGTTCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGNTGATCTTTATATATACAAGGAAAACGCAGAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAAGCATTTCTATAAAATAACAA 

TTAAGCTTAAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGG 

Sequence 4272 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACCTGACAGGGACGGAGGCCAACGCCGGGA 

TCGGAGGGCAATGAGGCTTGCCAGGAACAGTGGCGTCGGCTTCAATCCAGAGCCGAAGAG 

TTCTGATTTGATCTGATGTGATAGGCAAATGGGAAACTGCTTTGTAAACAGGGCCATGAT 

GTGAGGAAATGGTATTCTCAGAAAGACTGACCTGGCCACAGTGGTGTGCAAGACAGGCTG 

CAAGGGAGAGAAAGAATAGTCTGGAAGGCTGGCTGGGGAGGCCAACCCAAGCTAGGTTGC 
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CAAGGAGTAATGAGGGTGGCCTGGATGTTAATGCANAGGGAGGGAGAGGAGCGGAAGGTG 
GCCCANGGGATGAGTCTAAGAAAACCCCCGGCTGGCAGTGCTGAGGGAGGCAGAAGCCCG 
CGCTGGTCAGGTGGCAGGTGTGGGGGCCAATGTACCT 
Sequence 4273 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTCACAAAA I 1 1 1 I I I AAGTAAAAATTAGGGTA 

GTGGGAAAAMAAAAAATTCTTCCCGTTGGCTTCATGGGGTAAGATCCTTCTCATTATTC 

AGGTCTCAGCTTAAATATCACTTCCTCAAAGGAATCTTCCTGGTCACTTTATCTAATGTG 

CTTATAGCCTCAGATGGCMTAACTTTCCACTTTCTTCCCCTAATTTTCTTTATAGCACT 

TACCAGTTGTGAMTGCTCTTGCCTATTTAGAATTTAAGCTCTACAGTAGCAAAGATGTA 

TGTTNGCCACCATATTTCTGGAGACTGAAATGGGTTA 

Sequence 4274 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTATCAGAACAAATACATAAAATAACTTCCCATA 

GAGAACAGGATATAGCAATAATAGCTCCTTAGATACTCAGTGGTTCTGACTCCAATCAAG 

GTCTTGTTGATATTATATAGTAAAAATAAAACCAAAAATAAATATTATTCAAGTGGCTCT 

TCTAAGCATGTGMTCATGMGCACTGAMTATGTATTTTAATGATGATCTTATTTATTC 

CCATTTTTGCCCTTAGTTAACATTTACTGGTGCTCACCTAGGATTGGCTATTCTGAGGGA 

TTGCATAGAAACCAAGCTCCACTTGCTGTCCTTGGGGAGGTTATAACTGAATGCAGCTCT 

TTATTTGGACTAAAGTGTCAGGATATGCATTAGATTCTCTCCTGAACCAAAAACACAACA 

GTCATTATCTGTGAACCATMTTTAAAAATCTTTCTAGAATAACAACAGCAGACTCCACT 

CTTGTTTGTCTAAAAGAGCCCTACTGGGTATGGATCATTCTGATGACAGATTTATACAAA 

ATGATTCAAACCAGTAACTTANTAAAATTG 

Sequence 4275 

CCCT TAGCG TGGTCGCGGCCGAGGTACTAGGACCACAGGCATAAGCCAGCACAACCGGCC 

TAAAATTTTCTAGAAAAGTAGATCTTATGTTACTTCTTACCACAAATAGTAACAGTGGGG 

GNNGGAAGAAAANCTTTNGGGGAGGGNGAAAAAGANATGGTNTATGGGCNCTTGATGNGT 

GGTGGATGGTTTCACAGGTGTATACTTAACACCAAATTTCATCAAAT 

Sequence 4276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTCTCTGTTGCTAAACAGAGAATAATA 

TAATTAATAAATGGTAAAAGGAA I I i i I i I AATTTTAC I MM I CTATTATG AATTTCCA 

CTTCTAATGATAGTGCATTGTCAAGTCAGGAGGATAAGGGTATCTTTGAGTCACGAAACT 

CMCATCMTTAAAAAGMTTTATTTCTTMTCTTCTCTGMGTCAGGAGGTTCTATTTA 

GTGAAGTTCATGTCCTATCACATTTCAAAGAAATAAGTCTTACATGTGGAAAATATTCAA 

GCATATATGTATATATTCAGCTTTGAACTCCCAAAGAGCTGGCTGGAAATTATATTAATA 

GTAACTCCCAGCTGGGAGTCACTGGTAAGCTGGCTTCCAATTATTTAACACAATCGGATA 

AAATGCGCAGTCCTACCTGCCCTAGCTTTGCTTGATGTGGGTGCAAATAAAGTCTAGTTT 

CAAACTAACATATCACCATAGGAAATTGGCTTGNGGGTCTACTGATTGCTCAGAAAAAAA 

MATTCTCTGAAACTTGCTTGATTAAAAATTCTGTCTCTGGAAATGGACTCCTGCATTAA 

CTGGATTCACTTTAGGGATNGGTGGAAAGGAGAAGTCTTCANATATTTATTAGAATCCCT 

TTTGCCAAMTACCCCGMTGGTTTTGGTTTCTAGMNMTNCAGCCTCAAACCTTTTAA 

ACACCCGGGGTCAGGCAAAAAAAAAAAAAAAAAAAAGTC 

Sequence 4277 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTCCGGCTGGGGCACTACCACGAGCCCAGA 

TGTGACCTTTCCCTCTGACCTCATGTGCGTGGATGTCAAGCTCATCTCCCCCCAGGACTG 

CACGAAGGTTTACAAGGACTTACTGGAAAATTCCATGCTGTGCGCTGGCATCCCCGACTC 

CAAGAAAAACGCCTGCGATGGTGACTCAGGGGGACCGTTGGTGTGCAGAGGTACACTTGG 

MGA GGGCCAAGTGGGCMCTTGAGAGGTTAMCTGCATGGTTTGAGTTTTGATTTGAGG 

TTTTACGTGTTGGCATGCATTCAGGGGCTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCG 

GGTAGGAGGGAAGAATCCACCTGAGCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGC 

ACAAGTGTGTTTATGGGMGTTGTGCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGT 

CGAGTGTTTCTAGAGGAAGGTCATAGACTAATAGTCTAATAAGTCTATGACCTTTANTCA 

TACTAGTGCACATGCCTGAGCCCACTCCCTGTGAACCCCCAAAATTTGAGACAGGTCTTA 
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AATTAATTTAA 
Sequence 4278 

CCCTTTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCTTTAC 

CTTGTT CTCAA TTTTAGGAAGACATAGATTTTTGTGTAGATGGCCTGCATCCTATGAGGA 

CTCTTCAT TTTATC CCTGGTTTTGTGAGGGCTTTTAATCATGACTCMTGTTGGGTT^ 

CTMGTGCTTTTTCTA TTMGA TGATCATATGCATTTTTCTTTTTAGTCCACTAATATGG 

TAMGTTCATTTATTGATTTTTGMTGTTAMTCMCTTTATCTTCCTGCAATAAAGTAC 

AACTTTAATGCTATATGAATTTTGCCATTTTGCTAACACTGGTATGCTCCGGGCATCCAC 

CATCCCACTGGMTTATTTATTCCGTTCATATTMTTTTTGTTACAAAATCTAACTGACG 

GAGGAGCTTCTGGGTATTTAGGTCCCATTCTACTTTCAGGCTATATATTCTGTTTTCAAT 

AATTNGTCCTTGGGTGGCCCAATAATCGTGCCTGTCCACCTTNGAAGGTGTCATAATCTT 

CAATCATCTTTCAAGGCCCCAGCTAACTGGNCCTGATTGNMTCTTTTCAAAATATCTTG 

TTGMAATMATTTCCTNCTTTTAAAAATTACCAGGAAAAAA 

Sequence 4279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGTCAACAGTGAACCTTATTAGATTCAGG 

GTGTCATCGMCTTATAGCANGNTTAAANTCAATCAGTAGGAATGTCA7TTTAAAAAGTA 

AAATAGTGGGACGGTTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGACTGAGG 

TGGGTGGATCATTTGAGGTCAGGATTTCGAAACCCGCCTGGCCAACATGGTGAAACCTCA 

CCTCAACTAAAAATACAAAAATCAGCCAGGCATGCTGGAGGGCACCTTGTAGTCCCAGCT 

ATTTGGGAGGCTGAGGTAGGAGAATCGCTTGATCCCAGGGGGCGGAGGTTGCACTGAGCT 

GAGATCACACCACTGCACTCCAGCCTGGGCAACACAGCAAGACGCTATCTCAAACAAAAA 

MGG MGTCAAA TAGAGCTTTAMCCTGMTCATTTACATCTTTACTTTATAAAATGTAA 

AACTACTTTTTTACCCAAGACTTAAMTATAGMTTATGTMCTTCTACTTTAAACAAAA 

TGAAAAATGTTTTGAGTTTCAAACCAGTATATTATCTACCTTGGTAGACAGCATTTTTAT 

TTAACACTGCCACTGGGTTAGTA 

Sequence 4280 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGMGGGGCTTTCTCGTGT 

GGATAGCTGTTCAATTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 

ATTTGGTCG TCTT GCTCCA(XTCATTTCCTGACATAGAATTTTTGGTTGGAGATACTT^ 

CAACTGGAATTTTGAATGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 

TATCTGATGCCTGTTTATCTTAATTTGGGTTTCACCAAAAGCTATGCTTAGTANATGACG 

AGCTGAGAAMGGACTTGGGTGCMGTMTTCATTTGGGAATTGACCTCGGAAATTAGGG 

GCAGGTAAGACATAAGGATGAGAAAAGTCAATAAGGAAGGATATTATTGAAAAAGTTACT 

CCTGTGGGCAACTGCACTCAGTCCTGCTGGGACCCTTTCAGACCNATGAAACACACCTTA 

AAATTGTTCNCATGCANGATCAAGGGAAACTGGGATGTCTGTCTNCCAATTACTGCCCTT 

TTGTTGCTTGAGGGT 

Sequence 4281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGTCTACACAGGTAGAATGGCCTTA 

CATC ACTGTTCA GACACC7TGGCCTCATTGTATAGGAAAATCTTMCTCTGTTTTTTTGT 

TTTCGI Nil I I MTTCTTGTCAGTCMAGAMTAGCTTCCCTGGTTTMTACTGCTTTT 

CTTCATAGACTGAAACAMTMTACAGCTTTCCTTTTAGTCCTTGTTCAGCCACACAACA 

CAAACCAGTATGGCCTTTGGCATTTTACTGCMGCTTTCCATTCGATTATTMTGTTTCC 

GGTGCCCATGATCAAGCATGGAGMGACCTATAATTMTTGACTTTTCCTTTCCTTTAGG 

TGCAGTCGCTTTCAATCTGAAATCAAA 

Sequence 4282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATATTAGCATGTGGCAATGATGATTGCAG 

MTTCACATATTTGCTCMCAAAATGATCAGTTTCAGAAAGTCTTTCTCTCTGTGGACAT 

GAGGATTGGATTAGAGGAATGGMTGGGCAGCCTTTGGTAGAGATCTTTTCCTAGCAAGC 

TGTTCACAAGATTGCCTGATAAGAATATGGAAGCTGTATATAAAGTCAACATC7TTAGAA 

ACTCAGGATGACGATAACATAAGACTGAAAGAAAATACTTTTACCATAGAAAATGAAAGT 

GTTAAAATAGCATTTGCTGTTACTCTGGAGACAGTGCTAGCCGGTCATGAAAACTGGGTA 
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AATGCAGTTCACTGGCAACCTGTGTTTTACAAAGATGGTGTCCTACAGCAGCCAGTGAGA 
TTATTATCTGCTTCCATGGATAAAACCATGATTCTCTGGGCTCCAGATGAAGAGTCAGGA 
GTTTGGCTAGMCAGGTTCGAGTAGGTGAMGTAGGTGGGAATACTTTGGGATTT 
Sequence 4283 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGMGGGGCTTTCTCGTGT 
GGATAGCTGTTCMTTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 
ATTTGGTCGTCTTGCTCCACCTCATTTCCTGAC^ 

CMCTGGMTTTTGMTGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 
TATCTGATGCCTGTTTATCTTMTTTGGGTTTCACCAAAAGCTATGCTTAGTAGAT 
Sequence 4284 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAATAAGGCTGTCAAATGATTTAGT 

ATAGATTMTGACATCTTTTTTAGAMTATTAAAGTGAGTATTCCTCATTATGTCATCAT 

TTCTGATMTTAGAGTGCTAATTTGMTGTTAGATMTGTTTCCACATCTATACCTATTT 

CTTTCTAGGGCACTTCTGGCCCTGGGGCTTGGGGATGGCCTTTAGGCCACAGTAGTGTCT 

GTGTTMGTTCACTAAATGTGTATTTAATGAGAAACATTCCTATGTAAAAATGTGTGTAT 

GTGMCGTATGCATACATTTTTATTGTGCACCTGTACACTAGGTAATAAAACTGATTCAT 

ACAGTCTMTGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTA 

TGACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGGTCATTGAAATGTT 

TTCMTCATTGCCTTCCCATTGATCCTTCTAACATGCNGNTGGACATCACACCTAATATT 

CAANAGGGMTGGGCCAAGGTATGANGGGAAGGAMTTAAAAMTTAAATTAATTAAAAT 

TGAATGGCCCCAAT 

Sequence 4285 

GATATCTGCAGAATTCGCCCTTAGCNNNGNCCCGNCCGACGTNCTCAAANNCCNGAATNN 

CCMTNGCCTGCTTTNGATGATGNNTACAGGAANATGCTGNCTGAGCTGAACACATTTGC 

CCMTNTCANGNGTGCACAGAAAACCGAGAATATNNANMTTCCAAATTTNTTTCTTAGG 

AGCNNGAATATAATGCGGACCTAAAGGNGGNNAGTNGNNGGGNAAGGGGTNNTGNGCTGT 

CCATCAGGATTATAAGGTGTTCCTTGACTTACTGCTCGGTTGGACTGGTCTATCATGGGC 

TGCACTATTCTTCTCCGGGCATTAATAAACCAATTGTTCACTTGAAGGATGGTGAGTCCC 

CGTGTCTTGTGCCMCTGCTTTTTCTGTTCTTCANAMGGGTMGGGTGTGTTAGATGC^ 

GGAACAGCCACGCCGTCATGATATTTTGGGGCTACTT 

Sequence 4286 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCGCAGACAGCTCACTGGAGCCTCGACC 

TCCTGGGCTCAAGTGATCCTCCCGCCTCAGCCTTCGAGTAGCTGGGACCACACACATGTG 

CCACCATGCCGGCTACGTTTTTGTAGAGATGGGGTCTTGCCTTGTTGCCCAGGGTTTCAT 

CAGCTGTTGAGTGCGTCGGGGTGAGAGGCGCCTGCTGTTCTCGTTGTAAGAGGGAAGTAG 

TTCCTGACAGAGCCCATCTTACCCTGACACAGGCCTCCTTTTCTTTTCCTTGTTTTAGCC 

ATTGCACCTTTGTCATAGAAGCGTTGAAGTCTTTGCCATCAGATGTGGAAGAGCCGAGAC 

CGCCAGGCCCGATGCATATGGTTTCTGGATACCCTCATCAAATTTCGAGCTCATAGGGTA 

AGTTMGCGGAAMGTAAAGTCTATGATAMCATTTTATTCTTMTTGTTTCCAAGTATA 

TTATTTGTCTGTMTTCTTAGATGMGTTCTGATGAMAGMGAAAATGGATATGTCTTG 

TCCAMGTCTTTACTGTCAACTGGGMGMTTCATTCTTGGTACAAAAATGATGTCCGTT 

TTTGANGGMTTTAMGTATTTTMAATTGCTTCTAGGCTAAMTTAT^ 

MTAAMTMCTGGTTTAMCATTNATTTGGAGTTTAANAAAAAAACCTTAAAGGCAAAA 

AACAACCCCGAAAAAAAAAAAAAAAAAAAA 

Sequence 4287 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGAATACAGAGGTGATGGGCAGGAMATTCCCGGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGMGAAAACTGAGAGAGAGGGTTMCATAGATCAAATATTAGAGAMATTTTA 

TTGAGGAGG GGACA TTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCTGCATAGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 
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TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGTTCCAGCTACTAGGTACACTGCCA 

TGTTATAGTAAATTATCAATAACTAMGGTGTCMCATTGTATTTAAGCCATCTTTCTAT 

CTCTCANGGCCCCCAGTGGAGTCTCTTACATAGTAGTATGTGCTCAGACTGTAATCAATT 

TCAAATGAAATT 

Sequence 4288 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGCAATTATGTAA 

GAGTGTTCAAATAGTTAMTAGTGAATCAGATTGCATTTGAACATTAAGAGTGTGGTAGC 

TAGCTAMTAGAGGAATAGCTGGGTCCTTTCTTGTGAAMGTGAGTTTTTGATAATCCGT 

GAGTCCTAGTCGTA GGTA ATGCAAAATGAGGTAGCGAGGAGCCTTATTTAGATGAGTTAT 

AAMTCCACAAATTAT7TTGAATATMCACACTTGGTTTCAGTGCCCMTATTTCACTTG 

TTCAAGAANGGAAAAAGTATCTCTATGAATCTAAGAAGCAGATNGACTGACACCAAACTC 

TTCAATGTGATCCAAAATNGACACTTAAAATACAGAATCTTCTCAGGTCCCAACGTAGTA 

TACCTGCAGTGCCTGAATATGGCCCTGTAGTACCTGCCCG 

Sequence 4289 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I 11 1 I I I I I I I I I I II i I I I 1 GG AACTTAG 

AT CCTT CTAAAAGTAAAGGMGTTTTATTGCANTGACGGGGTTTGAGTTGGGAGAMTAA 

CATTTTMACGTGTATTCAMGGCAAGATGTAGAAGGTAAAGGAATGAAAACAAATTTGG 

AGGCCTGCCTACTA GGCC ATCTTAAATAAGAATCGATTCCAGCCTAGCACCCAGCTAGTA 

ACTTACGGACGGTCTTTTGTCCATATTTTGGCCAGTTATTCACAGCACTGTTGAGGGCAA 

TMTMTCCTTTCAATCCACAAGTAATTAAAAAACATGTATCTTAAGCCTGGTGCAAGTG 

GCTTACACCTGTAAACCCTGCACTTTGGGAGGCTTAGGTNGGCAAAACACCTGAGGTCAG 

GAGTTTGAGACCAACCTGGCCAACATTGANGAAACCCCATCTTTNCTTAAAATACNAAAA 

ATTTGCTGGGTGTGGNGGCACCTGCCCTGTAATNCCAACTTCCCCGGAGTCTTANGGANG 

ANAMTTCTTGNACCCTGMGCAAAAGGCTTTCATNAACCCCAAAAAACCCCACTTGGAC 

TTCAACCTNGGGGACAAAAGGGGGAACTCCCTNTTAAAAAAAA 

Sequence 4290 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATCTGTTAA ACTGA CAATGCCACTGTAAATTMTTGTAACCTATTrrCAAAGAAGATTT 

CAGAGAGCCCTTTTAAAMTATTMGACATAGTTGCTAMCAAAAGCACTTATTGGATTC 

AAGTANGCTATTTMTGACACCAATATTTGATCTTTGTGTCCAGGGTCCCATGAGCCTAC 

GTGGCATATTGCAAATATMTAAMCCCTCCTTTTCTCTCCCCAGCCATTACAACACAAG 

CTAGCATGGAGTTTCGACGGAAAGGGGCACCAAATGTNCACAGACACCATGGTTTCCAAT 

CCTATGTTTGATGCAAGTGAATTTNCTGATAACTATGAAGCAGGAAGAGCTGAGGCTTGT 

GGGACACTGTGTANGGA TTTTTT GTAGCAAGAAGACTGGAGAAGAGATTCTGCCAGCTTA 

TTTATCCAGGTCTTGGAATTTTTGTTTGTTTTTTNCATTTATATAG 

GCCATTGGNTGGNTGGGCCGACTGAACCCGATGAGTGATGTTTGGT 

Sequence 4291 

GATATCTG CAGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTA I IHIIIMI 

minim l GTTTCCCTNAGGGGTTATATGTTTCTAACMTCAATGGCATTTTANATTTG 

ATGAAATAGGGTATAAATATAATCCANATTAATAATGCTTGTCTATGGCTGGTGATTGAA 

GTTGCCTAACACACTGAGTATAAAACTTTCAACTGGCCATCATGGGTCCACACAGTAGAA 

TCCCMCTACACTTMCAGTCTTCTCTCTCACTCGCTACCATTTTTCTACTCCTGCTGNG 

AGCMTAMCTATTCACMTGCCCTGAACATTGACTCCATCTACTTGCCTTANAAGTTTC 

TNATGGTCTGTTTCTGCTAGGACTCATTATCCTCACACTGCTCTAGATTTTGCTCTAGAG 

TCTTTATTTATCCT 

Sequence 4292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTGTCATTATTTAGCATGTATTAAGCACC 

CCACAGCACATGCGGTGCACAAGGAAAGCATAGTTCCAACCCCATGCTACAACAAGGCAG 

GACACAGAAACTGGGCCCCCTGACATTCAGTAACTACACTGGCAGAAAAAAAAATGTGAA 

AATGAAGA AAAG GGAAACAAGATGAGTGGGGTGGGTTGAGGATACTTCANCATTCAGCTC 

CTCTGAGCTTTTGCCAAAGACGATTAGGACAGACAGCTGTGCCACCTGGGCTGNGCCTTC 
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CTTGCCC 

Sequence 4293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGACATNTTTGTGGTTTTATACACACACA 

CATATATATATTTAACATAAGCTGTCTAAAATAAGTCACAAAACTTGCAGATTANAAAAG 

GMGCACATTTTGGCTGTTTTGGTGTCAGCATCTTAATTAAGTAGAAAATATTATGGACC 

TA TAAAT TGAACTTGCGACTGTTCACTCACTAGAGAGAACAATTTCCAGGGAGTTAGAAT 

AGTTTTTCCTGAAGGA GAGTCA AATAAATTTGGGAAATAAGGGTGCTCTTGTAMACAGT 

MTAGATTTAGCTTTTATTTTTTAATGATAAGAACATTAAATGTCTTCTAAGTCAGAATC 

AGAGTATATCTTTGNTAACTGAGCTCACCAAGACAAAAGTGATAATAACACATAACTGTG 

GmTTTGGTAGThn-MTCMmACMTGTTTNATTGTCATGTTAGTTGATTTTCTGNCN 

^ATTTGNA TTTTCA CNTATNCTGGTNATAGGAGACTTTTAAAAATCTATGANTTAAAAT 

MNGTGGNGTTTTTCCCCCNTAGGGGCTTTTGAAGTACCAGTGGAACTTTTTTGCTTACC 

CTCATCCACCAGAATGGGATNAANAATAGAATTTGACTGNNGTGCTTTTTCCAGGNGGAG 

GAATTTNNAATATTCNGGAACNAGGAANGGCCANTAACTTCCACCNNGNTTGAAATCCNC 

TGGGTTTACAAAAAAANACCCTTNGCNCTGGANAAAAAAAAAAA 

Sequence 4294 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGATTAGAAGTCCGTCTTCCGTCTCATAGGGA 

AGTGTTAGAGATGGATAATGTTTCTGTGTAGCAGAAGTAGTCATTATGTCCCCTTAAATT 

CGGTCACCTTTTGACCTGGCAGGTAATAANCTTTNTTTAGTGGAGCAGTCTGTTGATGGA 

GTATACTTTCGGAGAAGCTCATGGTGGGGGAAACCTGGAATTTATCTAAATATTTCATTT 

CTTTGATAAATTACATTAAAAAATTAATAAGAGTATCTATTTGGTGAAATCATTTTCCTC 

CACCGTGACCAAATGAGAMTTTAGTGAAAGATTTAAAATCATTTTTTCTGACTTTTTTC 

CACATTAGTTTGGGGAAG 

Sequence 4295 

AGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTNCTCTTACATTAATGTTTGCGTTCT 

AATTACAAAGTTAGCTATTAGATCCTCATCAGATGGCTCCCAGGATGATTGAGAAAGGAA 

TTGGTTTCTGGGAGTTGTTATATATTCAGAAGAATGTTTGAAAATCGGGGAAATCCAAAA 

GGTATTCAATATACTTTATTTTAAAGTGGTAATTCCCAGCCTTGAATGAGTAATGTAAAT 

ATTATGCAAATAATATGCATCACACAGAAACCAGCACTTTATCTATGCACCTTATCTCGC 

TCCAGGCTTGCTTGGATTGCCCGACACTTTACTTGAGTGTTTTGATGTGTGTAGTAAGAG 

GAGGMAGTAGATGTTCATTTACCCTTGTGMTTTTGTGGGTAGGGGTTTAAAATTCTAA 

NGCATGT GATTGC ATGGGTGTGGGGGTTGGAATATNAAANTATTAACCCANTCATGGTTT 

TATTTGGGTTTTTAACCNGGAAAAAAACCCCANAAAAAAAA 

Sequence 4296 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACGATAATTAAAGAGT 

AMGTTGTGCTCAACGCTGTTTACTTCTMTTATTTCCTGATTCACAAATTAATTnTGC 

AATTCCAACTTCAAGAATACTTGGACTATTGGATTCAATCCATAGTAATCTGCAAAAGAA 

GAGAAGCAGAATTATACCTAGAAGTCTACTAATGGGACAGTTAGTCACCCACCTACATTT 

GAGATTCCTGACATTCAGACAACTGACTTGTAACTGACTTATAACTGACTTGTAATNCAC 

TGCTACTATATCAAACCGACANTGAATTGGAATTGAAAAACCAAAGAGTGCTACATTACC 

ACCACTGGTATCCTAAAAGCCAGCCACCTTTTTTTGCACCAGTCTTTAANAAACCAAATT 

ACCACAACATCTCAGAGTTCTTTCAGCTATCCTGGAAGTAACCAAGAAGCATGCATGTAT 
CCCGGTA 

Sequence 4297 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTTAATGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CAATCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGGGTCTGGAAATCT 

CMCCACTCTCCCTTCGATTTGCCTCACTTCATCAAACAAGCTGTTCATTTCACCAATTA 

GTCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTT 
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TGCCATCTCCCCACG TTCC CMTTCAGGTTGTGTTTCMCCAMATTTTTTTCTGGACGT 
TCTTCAGTGGCAGGGTTTTCTTCAGAGTCTTTTTGAAGGACTCTGTGAMCTTTCTCANA 
AGMGGGGGATTCTCTTGGCCTTTGGTATTTGGGTTCTGGTTCCAAGCTTAAAATAAATC 
TTT 

Sequence 4298 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTTTCACAGCAACCAGCTTAGTGCTATCATTGA 

CTTGGTCTGTTCCACTTTGGGGATGAAGATTGTAATAAGCCAAGCTCCTTGAGCAGGATG 

MGACAATCTTCACACAGGAMTTTTTACTGAGCAGGTTGTCACAGCATGGTGGCTGGGC 

CCAGGCAATTTCCTGCAACCAGAGGTCCAAGAGACCAGCACAGATGTTATCAGGCATCTT 

CCGACCTGGGGAAGGGGACCTGAGTGTTTGCACCTGTTTTGTTATCCATGGGAAGTATCT 

ATCAGCACACCCATCCCAGGGCTGTTAGAATGAAATGAGGAAATGCTTGTAAGGCACTCA 

GCACTTTCTTAACACATTATACATCCCCAGTCACTGACTATTTGTTATTTATTAATGAAG 

CATGTGGGGAGGCTGTGACCTTGTGCTTGGCCTTC 

Sequence 4299 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I < I I 1 1 I I I 1 1 I I I I I I I I AGACAAAGGGTAT 
CTTTAGTTTCTTCAGTATAAAACAG 

GCATATATAMTACGTATAAAGCAGACTTGCTTTAAAATGTTCTGAATCTGAAAATTTTA 

GTATGTTTGTATTATAAAACTTTGAGTATAAAATATTGMGGATACACACCTGAGATTTT 

TCTCATAGGTATATCCTTGTMGGTCAGGTCTATGAGATCTTTTTAATGAAAGTTAATAG 

CTAMTAACAC ATGCCCTNA GGCMAGAATAATTAGCCNGTTCTTGAATTATTTCTGCTG 

TAGTTCAAAGC I I I 1 1 1 I I I NGATTACTNGTTNNAATAMTCCACTATTTTTGCAAATTA 

TAACMTCTTGGGAAAAANCCAAACACCAGTGANTACCANTTGGCCTTTNAATTGGNGAA 

ATNATATTTTCNTTANCTTAAGCAMATAGTTCCTTTGTTAAANGGGTAAATGGGGANTA 

AATTTATTNANGGCCTNANAANGNTNNNTNGCCGGCCTAAAATTNAAAANAATNTNTTGG 

GNTTGGNAAGNTCCACTTNCNTAANATTATTTCNTTAAAAAAANAAAAAGGAAATTNTTC 

TTTTGGNTCCCCCGAAGATCCCATGAANTTTTAAACC 1 1 I I I I I I A 

Sequence 4300 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCNCGAGGTACACAAGTCACGATTAT 
ACAGTTTANTGAGTAAACACTGATCACACCCATATAAACCACTGCCCAGGCCAATAAGTA 
AMTATTACMGCMCCCMAAAAMCTCTAGGCCTCTACCTTTAGAATGCGTTTGCAGT 
ATTT AAG ACT ATTGT AG NTCC AAAATTACTAAAA 
Sequence 4301 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCAGGAAGCTGTTCGTGAAGGATCTCCAGCA 

AACTGGAAAAGAAAAGAGAAGTTGCCTCAGGTTACGAGGTCTTGGCACAATTATATGTGT 

MTGTMGTAACCCTCATTCTCTTTACAAAMTGTTACAGGCTTTTTGCATGACTATTAA 

AAAAG TTATATATA GGCTGTAMTCCTTGANTAAMTATGGGCACTTTATATTTTCAAGC 

TCTTTAJ II I I I I IATTACTAMTACATTTTGAANATTAAATANAACATGATCTCANGGT 

CAC ACTC TATATTTTTTAATGATATTTTACTMCCAAAAAMCTTTTCTNGNGAAMGCA 

TGCTTTTCATACTTNGCCCAMCMATCTNTACMMTTACTACATACTCACTTTGGATT 

ACTATGGTNAGACCTGGAAMGGMTTTTNNTTTTATACTATTCTTAAACCA l II I < ING 

NCTTAMAAAAATGGTTTTTAAGGTTTTNTAAMNCCCT 

TTCTATTCCCCAACATCAATTCANCAATATTCAAAAAAANTTNI I I I I I I I ICAAAACAA 
AGGMCCCCTTAAMAATTCTNTTTTNCTNAMACCCATCTNTTAAACATTTNGCTTACT 
NATTGGGGAAAAAAG 
Sequence 4302 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCMGCATTMCTGTTCTTCATTTTCCTGCCT 

TT TATGG GCATCAGTTTTGATTGATTCCTTGGCTTTCGGAAAAAAAAAGGAAAAAAAAAA 

ACTTTTTAAAGCTTACATMAATTAMTTCATCTTTTNGGTGTATAGTT^ 

CAAATNCATATMTCATGTMCCATTNCCAAAATATACAATTTAATTACTCCCAAAACCT 

CC CACAT GA CCCTT TAAAGTTCMCTCCCMGCAGCCACAMTCTCTTTTCTGTTCCCCA 

MGTTTTGCCTTTTCAAGAATGTCACATAMTGGAATCCAAMTACATAGCTGCTTGNTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

243/599 



GGGCTCTT 
Sequence 4303 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGMGAGCTCAAGTTCACATAACGAGGTTTTC 

CTGCCGGGATCACGTGGCCCTCGGCGAAGGAAATCCAAACAACATTTTGTGGAAAAAAAC 

MGCTCACTTTGGGATTACCCACCCCGAAAACGGACTCTTATCTTCAACTTCACAATAAA 

AAAAGAGGGGA ATCTC ATCCAGAACTGGTCATTTTGAGAGTAAATTCTCTCCCACGTGAT 

GGATTCAMACCTT1TGGAGCCAGTAMCTTAGTTCCATTTCACAGGTGCACATAAAGAC 

CTTCCTGCCCACCTCCTATGGACATGTCCAGGGATACAGGACAAGAGTGGGGTTAGAATG 

G GTAGA GTCCACCACTCTTACTGGAAAGAGCTTGAGATTTATCACCTGCTAATGTGAGGN 

CATTTTCAMTCCAMGGAGAGGGTTTTATGTTAAATGNTGG^GCCCTTAGACCTATTN 

CAAATNCCAACTGGN AI I I 1 I 1 I I 

Sequence 4304 

CGAGGTACAGTTACCTCCAGTCTCTGTGTATCTGGAAATGCACTTACATGCTATTCAAGT 

TCCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATCCATGGGGACTGAGACAG 

AGCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACACTGATCCATGGTCACAG 

TTTGGAATGTGCTGAGAAGCTTCCATCTACAATCAAGTTTCTCAGTAAGAAGTCCCCGCA 

GAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGCNAATTCCAGCA 

CACTGGCGG 

Sequence 4305 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 
GTCTTCCATGTTCAAGTTTTATGM 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACMCACCATTTTGAATGGTGTTTCTCCATC 

TTTTTCAMTATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAA TGAG TATGTGTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTAAGTTTTCTTTTGAGGTAACCGGGTAAATCATGCAGTTAAATGACAATGCTGTGTGA 

ATGCACTGCTAGCTAACTGGCCTTCATCAACTCATGAGGGTATTTCTCTTCCTGGCATCT 

CTTAAAAGATGTCAACTAGCAGCAGAGCAGAGGAAGAATAGAGTGGTTAAGAGAATGGCC 

TCCGGTGCTAGACTGMTTTGACTTCCAGCTCTAGAGTTTACTAGTGGTGGCACTTT 

Sequence 4306 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCTTAATATCGTTAAGAGATGGCAGCCAAG 

GGTAAAACTGAGTCTTCTTGGGCTGACTATGATGAAAATGCCAAGTGTAATCTGAGCACA 

GCCCTGMCTTGGGCTGGTAGCCCTTCTGTCCACTTTATCTACTGGGAACTCTTGGGACA 

CCCTG CAGAA GGAGCTCGGGCTGGAAGCAGAAACAACCCATCTGAGCTAAGAGAAAGAAT 

TTMCCTTTTTAAAGGCAGCCTGTTATGCCTGACAGAATAMCTTACCTTTCCTCACTAA 

MCTGTCTATCCTTCACATTCCANGMTCCCTTCTAAAAAACATATTCCATGCCCTTTTT 

CAAGAGAATCCAGCCAATCATTTCAGCTCAGACATCTCTCCCATGTAAATGCTGGAAGCT 

ATCCTCCAAGCCTTTCCTTTTTCTAT 

Sequence 4307 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTCTTTGAAAGTATCTTAACTG 

GTTCTTTTCCCCTTATGTCACACCCAAGCAGAAGAGGTCAGTAGCACTGGCTCCCTGGTA 

GATATAATGGGTTTAAGGTCAGTCTAGGAATATTCATTCAAGGAGGATAAGATAAAGCGG 

AAATTAGAGAATGTAAACACAAGATGCTGTAAAGAAACATATTGGCCACTAATATAGCTA 

CTACATTTATCATGCTTTCAMTTATTAGAAAMTTGACTTGCTTTCTTGCTAGGCTCAT 

TGAGAAAATGTTGAAATGATA 

Sequence 4308 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACTAAGATTCCACGAACAACTGAAC 

TAGCAAAGACAACTCAGGCGCCACACAGATTTTATACTACTGTGAGGCCCAGAACATCTG 

ACAAGCCACACATCAGACCTGTTCTGAATAGGACAACTACAAGACCTACTAGGCCCAAAC 

CCAGTGGGATGCCCAGTGGGAATGGAGTGGGAACAGGGGTCAAGCAAGCACCCAGGCCAT 

CAGGTGCTGATAGAAATGTATCAAGTGGACTCTACCCACCCCACTAAAAAGCCAGGGACT 

CGCCGCCACCCTTGCCACCCAGACCTACACACCCACGAAGAAAACCTTTACCACCAAATA 
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ATGTCACTGGAAAGCCAGGAAGTGCAGGAATCATTTCATCAGGCCCAATAACTACACCAC 
CCCTGAGGTCAACACCCAGGCCTACTGGAACTCCCTTGGAGAGAATAGAGACAGATNTAA 
AACAACCAACAGTTCCTGCCTCTGGAGAAGAACTGGAAAATATAACTGACTTTAGCTCA 
Sequence 4309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGAGGAAACTGAGGCACAGAAAGAGATT 

ATGTAACATGTCCAGAGTTACACAGCTAGTGAGTGCAGCACTAGGATTTGAACCTGGGTA 

GTCTAGCTCCAAMCCTATGCTTTTAACCACTCTTCTGCATTGCCAAAGCAGAAAGAATT 

TAMGGAATAAGACATATTTACATTGTCCTCAGMTATCTTTTTTGACTGTCACAGCATT 

GGMCTGTMTATATTCTCTCCATTCATTTCTGTGTTCATTATTTTGTAAGAATTATAGT 

GGCTCCATATGTMGTTAGAGTGCTAGGCCTTGTTCGGCAGACAAAAAGAATCAACAGTC 

AGGAGCCCGGCCAAAAGAGTGCAGAGTCTTTAAGAGGGAAAGTGAGAGCTATTCAGAAAT 

GCAAAGTAGAAGTCAGTATGAGTTAACAAAAGTAAACTAGATAGAAGTTCACTAGTAGAA 

MAGTATTCATGAGTCAAGAAGGCTTACTAGMGTGTGGMTTATMTTGGATTTTAAAT 

AATGTTATATTTAAATATGTGAATGGTATATTTAA 

Sequence 4310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I 1 1 I I I I I 1 1 I I I I I 1 1 AGAATATAAGATT 

TGACCATATATTAGTCATGTTMCTTGTTTTTCTTTAATGAAGCGCATTACAGTAAGAGT 

CAATNTATGCTT ACAC ATAGTTACAGCTCTGACAAATTANATATCTAATNGGGGTCATAT 

CTCTGAAAAGCATTTTAAAACCAGGGGCAAATAGCCTGTGTATCAACATGGCAAGCACCC 

TTTGTCCCAAGATAGGTAAGTCAGTTGGTAAAT 

Sequence 4311 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTTAATTGTCCTCCATCTGAGTGGACTGAA 

GGAGACTCACATACTAGGCTACTGGCAAT7TGGCCAGCACAACAGGTGCACCAGGTTCCT 

CCTAAGGTGGAAAAATTTGGGTCAAAATTAATGATAAATGAAAAAAAAAGAGATAATACC 

TGAATGCAAAGTGTGGAATATATGGACACTGTTGAAGGGAATATCCAGCACTATATCAAG 

TGCCTTGAGAGTTCCTCAGAGCAAGAGMTAATGTTTTCTCTCAGCTTAAATTCCAGATG 

TTCAGAGGGGGACCGTAATACTTTTGCTMCGTTTGCACCAATTCTGAAATCTTACTAAG 

TANAAAGGCMCCAGCATCCCTAAGTGCCATCTCTTCAGGGGACACATTTCTTCCATGTT 

GGGCTAAAGAAAAAGGGAACAATTCCTGATGAAGTAAGCAGGACTCI I I I I II II ICTTT 

CCAATGCCAAACATTTTAATAGGNAGTCCAMTATACCGTTATTAAGAAATATNGTTAAA 

TATCACGTANTAAAAATTGGGTTTACCACATTAGAATGATTCTNNTGAAAATAAAAACCC 

CAAATTCACCCCATTGGCCNATACCCCCTGCAGGTCCAAAATACCCCCCCCCNNTTCCCN 

CCAAATTNCAAACCCCNTTTTTAAAAAAAA 

Sequence 4312 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGTGTATTTTTATTCTATGGGATTGAAAGATTT 

TTTAGGGCCAGGMTTATGTCTTACCTGATTCCATATCTCATTTCTATCATTGATTTTCA 

TTTTGCTCMGTAACCAACTCAMTTGGCTTGAAAATMCTMAACAACTMGGATTTTG 

ACATTAGT GGGT TCTTTGCAACCTGGTATGGGACCTGTAAATGTTTGAGAAATGAAAGTA 

ATGCCTTATTTTCCMGAAGTTTGCATTATGCTCACAGGTT^ 

TAGGAAAACTA CATC TCAGACCCAACTATCTTATGGAGGGCTTATCCCCATAACCTGATG 

ACCGTMGTCATTTTTAGCAGCCCTTTCTTTGTTAAGGACCATGGTCATGTCACTATTAA 

TCAGAATTCATTCTTGNTATTCTCTTTAGGACCTTAGGCAAATGCATAAAATAGATGAAA 

ATATGTCTTTGACAGTCCCACTGCCGTAAAGAAAAA 

Sequence 4313 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTGGAACCTGTNNCTATACAAGAGAAGGTT 

TTGACCTGTMGCCAAACANTTCTTTTTTGTTAATCGNNATGGAGTATMTTGTTTCATT 

TGAMCTGTCAGTTTCTTCAAGTCACTTCTCTGAAAAAAATTGTGATAGATTGATAGCCT 

GCCAGAAMTAGTMTTTCTAAGGTGCTGCCATCCACACTTACTTATTGTGAAATATGAA 

AATCCAGAGTGGTTTGTATGAGAGGGGGAATACTGGCTCTAAGCTTTCTACAGAAAACAG 

GAAATTCATGCTGTTGTTGACATMTTTTAMGGAMCTTTTAACAAGAAAATTCATGAG 

GGATACAATCAAACATAGTTAATCTCTTGAGTGCTAATCATTTGAGTATAGTCCACATCA 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

245/599 



G GMGTT TTATGAGGTTGAAAACTTTACTTTGAMTATTTMTTGGGAGACTAGACCATT 

TCTT1TTCCAAAGTCATTCTGATTTATTGNCCTANTAAATGTATGTGTATGCATATATAC 

TGATGGATTGACTGAATGGTGTGTGTGTGTGTGTGCCCCGTGTAAATCTGTTTTCATANG 

GAACATACATTGGATGGCTCCCANTCTATTTTATACTAAAACCTAA 

Sequence 4314 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCNAGCGGCCGCCCGGGCN 

GGNNCANATGCTGGCATGTNCTGCCTGGGGCCANCTGAGTGTACCCTGTCACGGNCTTGC 

mCTCTTCCTCTGAGGTTACAGNTCCTANTGAGCCATGGNGAAGAGGGTNTTTNACACT 

GANCCCTCACTGTTTATGGCAACTGCCTCGAACAGTCATTGATTTCAAGCTTGCCTACAG 

GCACNAATGTATCCCAGMAGCCMGGATTNTGTTMTGTTTACAGGCCTTTGTAGATCC 

NCACAGGANAGCTNAAATAGTAATCCTGAAAATGACAGTAGGGGTGACCCCTTACCCACT 

CTGGGGCTNAAACCTATGGCTCAGGAGGCTTTTGGTGGCTGCCACANAATTAAGAATAAA 

ATGGGAAAGGTCAAGTNTAAAAGTCAAGAATATATTTCACTGA 

Sequence 4315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGACATGCGCAGACAAATAAAGATGAAAA 

ACMACACATCTTCTTTACCAAAGAGTCAGAAAMCCATTTTTAAGAAAAGCAAAATTCT 

GAGTAAGGTAGAAAAATTCCTCACATGGGTTAATAAACCAATGGATGAAGAAGCATCACA 

GGAATCATCTTCTCATGACAATGTGCACGACGCTTCCACAAGTAGTGATTCAGAGGAACA 

AGACATGTCTGTTAAAAAAGGTGATGACCTACTGGAGACTAATAATCCAGAACCTGAAAA 

GTGTCAGAGCGTATCTTCAGCTGGTGAACTTGAAACAGAAAACTATGAAAGAGACAGCTT 

GCTAGCAACTGTTCCAGATGAGCAGGGATTGTGTTACTCAAGAAGTGCCAGACTCCCGCC 

AGGCAGAAACTGAAGCTGAAGTGAAAAAAAAAAAAAAAAAAAA 

Sequence 4316 

CGCCAGTGTGATGGGA TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

) M I » I I I 1 1 1 1 I » I I 1 I I GGCTATATACCCAGAAGTGAAAGTGTTGGATCATATGATAT 

GTTACTTTTTCAAATAAGAACAAGTATAAAACAGCAAAGTAGAAATGAGAATAAATATTA 

TTAAMTTACGTTGTCTCCTGCTTCTTACACCTMCTTGCACACACTAGATTTTCAGTGG 

CTGGATAAAAGGTGGTTTAGCTGAAGACAGCAAAATCTCATTCCCGCCATTACTGAAGAG 

C TCTTC ACTATGTCTTTTACGTCATACACACTTGAACCATGGAAACTATCAAAACAATAA 

AATTTTAAMACAAAATGAAGTMTTTTTTTCCTTTTTACTAT^ 

TAGGAATAAGGCAACAAAAGCATATAAAGTATAAAGATCAGAAAGGAAGAAATAAAACCG 

GAGCATTTACAGATAATTTAACTATTTACATAGAAATCCCCANAGAATCTAAAAATAAAG 

AAGAATAAATTTAGCAGAGTCACAAGATGCAAGGTTCATATGCAAAAATCAACTGTATTC 

TTATAGACTAGCCAGGGATAATCAAAMTAAMTTTTTT 

Sequence 4317 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAACAACTCTCAGCAGAATAAGGAGAAG 
GTGTATATCATAGCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCA 
ATGAGAGM TACT ATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTGATGTCATT 
GCAGGACMTTTTATGGACACACTCACAGAGACAGCATTATGGTTCTTTCAGATAAAAAA 

GGMGTCCAGTAAATTCTTTGTTTGTGGCTCCTGCTGTTACACCAGTGAAGAGTG 
Sequence 4318 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II H M I I I I I ) I ll I I I I I H I I NCCAGGAA 

CCATGTTTMCATAGGGTTCATAAGCCAGTAAATTCACGCAGGCCTTTGCACTTGCTATG 

CANACCTAGGGTAAACGTTCAGGCCTGCAATTAGCTCACCATAGTGGAACTGATNTGTAT 

TANACCTCCTTAGNGGGGAAATCACAATTGAAATTTGTATATATTGACACACTGACAANA 

GTCTGGCGCCTGAGGAAAGAGATTCATGGATGGCATGTGCTGATTACAANAAGAAAAATA 

ATGACCTCTGACTTGCTGTTCGTCTCCAAATATTCTACATAATAAATGATTAGCAGCCTT 

AGAAATAATCTCAGCCTTTTCTTTAAAATGTCTAA 

Sequence 4319 

CCCTTANCAGCGGCCGNNCCGACGGGCNCAGANCTCCNATGGGTGAAACCANTGACATAG 
AGACTGTCCCTGTCCAGTGAGTANGGGCCCANCTCAGNGATGCTGAGGGTCAGCTGGCTC 
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AANTCCAAATNCANCTGCTCTNTGTCCANCCCACGGCCTGNGGGGTCATGGCNGCGGGTG 

CAGATNGCACTNCACTCCNGAGGCTTNCCCATCTTTATNTGGCCTGAGCAANGTCAAGCC 

TGCNACCAGGAATACAGANGGCCAACACTGGTGCTCTTGAACAAAGGCTTGAGCACACGC 

TGCAGAACACTCTNCGTGATGTTGAACTTCCTGGAGCCAGNGTGACCCATGTTCTCCTCA 

TACTGTAAGNTANTGATGNTGAAGTTTATTGTGAATGGNATCACGAGAGGGCCGGTGGCT 

TGTAGTTTCAGGGAGGGAAGGTGGGATCCCAGAGGTTCCCAGGTTCAACTATGGAGGTCC 

CAGGAGTGCTGGNGGTTGGTATGGN 

Sequence 4320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATACTGTAGAACTCCAGTCAAACTTCAGTGC 

ACTGCTTTCTTACAGGAAGACAACTCAGAACACACAGCCATAATCTGCTTTGGTGTCAGT 

CACATCACAGTGGTTATACATTTGTCCTGMTGGTGATTCATTCCTTTCCATCTAACTTC 

CTTGTGACAMTAGCATTTACTATTGAAATAGTCTTAAAATAGGGAAAAGAGTGAAAGTT 

ACTCTTATGCATGGGAGTGGGCTTAAAGGGTTGACTTCCACCAGCTGAGTACCTGCCC 

Sequence 4321 

CC CTTAGC GTGGTCGCGGCCGAGGTACTGAACATGGTTGTCTCTTAAAGATGTGAAGATT 
TTCTTTTTGTCGATTCTGCTTTGCTmGTTCTCTTCCTTTAGA 

TTTGGC AAGTA GGAACTTGTGCATCACCTTGACATAAATTAACTGAGTAGCTCACGGGTG 

GGTGGATTTTTATAGGGGACATATTTGAAMCAMGGTTGCAGCTGCTTTTCATAGCTAC 

MAGAATTTATCATCTCATTGAAAAAMTTCTACTTCTACACTMTTTATCTATTCTGTA 

ATTTATTCATTAATTCATTCATTACCTACTAAATACC I I i I I I I I I GTTCAAGGAACTAT 

GCTGGACACACGATGATATATCTTATTTTCCTTCTCATCCTACCAAACCTGGAGATGGAA 

CGCTTAAAGCTTCTAGCTGACMCACAATCCTTTTATTAGGMCTTMCTTTGCTCCCTA 

ACTCTTTGATACACTGAAACTGGAAGGAGTTCCTTTGTTTATTACCAGGGTTTATTATTA 

TGGGAGTCTGGGTATGACTCTGGACTTTTAATTACCACCTGTCCTGTGTCTCAAAAAAAA 

TTAACC 

Sequence 4322 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I 1 1 I I II I I I II I I I I I I I I I I CTNGTTAG 

ATTCTACCATATTGGTCTTGAACATTAAGACCCAGTAACGAAGGACACAGAACATCCAGT 

CTTTCCACMCCTNTANAGAGTTAAGGGTTMGCATGTGTGATGCCCTCGAAGCAGTTTT 

CCTGAACCTGCTGANAGTGAAATGTGAGGAGGAAGCACCCTGTCCCTTTGGTATTAAAAC 

TCTGTAGGGGAAGGGAGAAGGTGGAAACTGCTAANAGAATTTGGGGGACTGCCTAAGCAN 

AAGTGATTCTTGTCTCAAATCCTAATGTCCAGCTCAAANAAAGGGCACATTTCTAGGANA 

AGCAGGGTCTTGAAGTGAGGGAGGCGATGGTGAATG 

Sequence 4323 

CCCTTAGCGTGTCGCGGCCGAGGTACTGCATGCCTCCTTGCAGAGTGTTGTGCACAAGGA 

AGAAAGCCTGGGGCC CAAGAG ACAGAAAGTTGGATTCCTGGGATGATTTGCACATCAACT 

GCTCMCTGTGGATTGTTTTTTACTTTO 

GCTGTTACGMTTTACAGCAGCATTTGTACCTTCTCAGAMAGMTGTTTGCAATGTTGG 

CCCTCTGTCCAGCCACAGTAGTAGTGGGTCTAAGGTTGTAATTCAGCCTGATGACTCCTG 

TTGTTAGGAGTTTCACAAGTGTGTGGTTTTTCTTATAGTAGGTATTTAGAMTTTGCT 

GGTMCCAGGCCCTGAGCCCTCMCCAAAGGGTAACTTTGTTTTATTAACCTTAGGGCCT 

ATCTTMCTGTAAMGGGCATCTACTTTTGGTGTCCCAAGATCACATTTTNCTGCCNCAA 

AGCATTTGTANGGGGGACTTAAAAAAAAAAA 

Sequence 4324 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCACTTAATGGGCMGTTTATGMCTTTTAA 

CTGTCTTCATGGACTGGATTTCGGATCATCATCTTAGCAAAGTGAAACATGAAGAACCTG 

GAATGGATGGT AAAAA ACCACAACTCAAATTTGCTTCCCAGAGAAATGATATTCAGGAGA 

AGTGTGTAMGCTTTTGCCTCTAATGACAGAGCAGCTACAGTGGATGCCATTTGTGAATA 

TCAMCTTCACGAGCCTTTTGTAAAATTTATATATTGGTCCCTAAGGCAGCTAGATGCTG 

GAGCACAGCACTCGACTATGACATCMCATTGAGGAGATTGGGTGMGACATTTTTAAAG 

GAGTGGTAACTAAAGGAATTCAGGATAATTCTCCACAGCATTCTGTGGAGAATAAACCAA 
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AGACAGCTGCTTTCTTTMGAGCTCCMTTTGCCATTGAGATTTTTATCAACCNTMTTG 
TTCTCAMCAGTCACTCAAAGCTGATTACCTGGCTCAAGCATTTGATTCTNTTTGGTTGG 
ACTTGAAGGNCNGAANAANGGAAAAACCC 
Sequence 4325 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAAGCTTGGACCGCATCCTATCTCGC 

CGACTCACACAAGGCAGGTGGGTGAGGAAATCCAAGAGTTTGCCATAGGAGAAANATTCC 

AGNTGTAMNCNAATTCTNTGNCTNCATTNNNGGGGCNCTTNTTTATTNAACNATTTTNT 

TGGACCCNATTAGAATANCCNAACAAGNTTTNAATANACTCTTTGGGTAGGCCTCAANAA 

ATAMGTNGGATCNAACCATMTANGTGTAACNTTNCTTTTCNNNNANCNCCCCAAAAAA 

ACTAT TGGNCNCCTACCCNAANATMNCTCNCCCTTTCTTTANTCTAAAGATAAGTGGTT 

TTTTTGTGTNGTGGATTGNTAACCNCNAAAAACCNTTTCTMTTNTCNTTGGTGGTAACC 

CTTTCTMGGAAACCNATTTAMTTTGTAAATMGNAAANAMGNGCCCTTCCTTTAAAT 

TT 

Sequence 4326 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAANNATNAAATNAAANGNANAACCGAGGGAGGAAGCTTAATTGTATTANTTCAAG 

GATTCTNTAANGGACATGAACTAATTAGAATATTATATNCACACACAAACACACACACAC 

ACACATATATATNCATAAATTTAAAGGGAGTTTATTAAGGAGTATTAACTNACACAATCA 

CAAGGTCCCACAACAGGCCCGGG 

Sequence 4327 

CCCTTAG CGTG GTCGCGGCCGAGGTAC I 1 HI I I I I I I I I II H I I I I 1 GGNGCTAAGTA 

NTANCCATT TTAAGCCA AAATAAAGTCCAAATTTCTTGTANACTGATNTGCATACCTGAT 

C ATTATATCA I I I I I I I I CCCANAGTTTTCTTAAAACTCAAATATTGAATACCTAATCTT 

TCTMGCTAAAAGGTTGGAATTNTGGGGMCCCGTTTATAAAMTGAAAAGGGGTNTTAA 

TNACATCMCATGCTGGCCATMGGNAMAMCATTCACMTTTTCCCCCTCATMTTTA 

TGAACNTTTTATNCACANGGATNGAAAACCT 

Sequence 4328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCAGCAGGCCCAGAGGCCACCAGAGGGCA 

GAGGGCTTNTGTAACANNTCAAGCCTCTGGCTGACCCAGGGACTGGCTGCTTCACACTTG 

CCCCCATGGCTCCGAAGTGGTAGGAGACAGGTTCCCTCACACCGGAGGCAGATTCCAGCT 

CCAGCTATGCCCGCACACCTGGGTCTGAGCCACAGTCTCCACCTCTCTCCTCCAACCTCT 

GCATCATTMTACTGCTCTGGGGTCTGAGAAMTACCTGCTTTTTCAGGCAGAGGTCACA 

CACAGCCACATGACACACACGCCAAACCCTGACAGTGTTGCCCACGCAACCACTTCAAAT 

CCCGTGGCACATACACCACAGTTCACTTGACTCTGATATGACAGCATAATACACA 

Sequence 4329 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAATATAAAATAATACATATGAAGCCACAAT 

ATTC AATTA CAGTTCAMCTAGAMTTACTAACTACATGTAGCTGCTTCATTTTTCGTTT 

TGCATTTTGGCCCCTAATTCATTATTTACAACTGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAMCTTTGTAT GTTTTG TGGAGGGTGCACMTTTCTTCTMTATATCTTCAGGTGT 

TTTAAMTTTAATTTGTTTTTAATCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

MCAATTTTATTCTTTCTCCTAMGATTGTGATTTTATTATTCCMGATCTTATGCT^ 

ATTACTTANCAAGAAGGCATGATTATGCANAATACAGGGAAATGAAGAAGAAAAGAGCGG 

GAA TATAC GAAAATGAAGCTTCCTTAACAGAGTTCATGGTGGAGATGGTAGACACTGGTG 

GAGTTTTTATCCAAGACTTAMACTTAGGAAACGCCTATGATGCCCACTTTAACTGGAAG 

TAATGGAGACATCTGGATTCCAAATTCACATTTTAA 

Sequence 4330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTTCCTTGTAGTTCTTTTCCTTCAGAGA 
TGAGTAGGGAAATGGAGATCAGCACATACCATTTGTAATTATACATGTTATAAAACATTA 
TTTCCMAGCCATATGTTACAATMCTTATGTCAGATTTCTTACATTTCTATTCAC7TTT 
GATGAGCCCATCTTTATCCAAATCCTTATATTTTCTAAAGAGAATAAATAAGTGGTTACT 
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TCAGAGTATTCTTAGGTTATTGGCAAGTATCCCTCTTCTTGCATATATGTCTTCAAAATA 

AmCAAACCATTATTCATATATATCTGNTTTATGCTTTTGGGGGCTTTCT 

TATCTGNGCCTATTTATTGAACTACTTATTATACAGATTGAGCATCCCTAATTAGAAAAT 

NCAAAATGCTCCA 

Sequence 4331 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTATACTTAAA 
AAMTAGTAGTTTCATT ACTTCCTT TAGACTTTTCCAACCTTTCCTCTTTCTAAATGTGT 
CCAATATAGTTACAGTA I I I I I I I I AAGTTTTAATATGTAAAA ATTTCAAACAC AC AG AG 
AGAAATAATAGCGCAATGAACTACCATATACCAACTACCTAGATTGAAGTTATTATTATC 
TCATATTTACTTAATTGCTTTCTTTTCT^ 

CTGTTTCTCCCCTTTTCTCCTTTTTCTCTCTTTATATTTTGGTGNTGGTGGTG 
Sequence 4332 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTCTGAACATCAACACATACCCAATGAAGA 

AMCTTGTMTGTTTTCATCAACATAAAATGGGTGACATTTGTATGTGAGGCTGCATCCT 

ATTAAGAGTTCAGAGACTCCAGATCCATAGCAATGAAGTCGCCTCTAGGGACAGGTTCTT 

CCATTMGTGGTAAGAAAAAAGTAGCTTTTGTTGCTTTTAAAAGGTTATTTMCACTTGG 

ATATTTCTAGCACCGTCAATTCTGAGGAACTCTACATATTTCAAAGCAAGTGGCTTTTGA 

TCCTATGAATAGGTTCACTTCTAATTCAGCATCCTTCAGAAGAGCCCATTACTGGCTCTA 

GAMGCTGTCAATGT CCAG AGCAACACATTATTACTCTGTAAACTCAGTGATTTAGGTGG 

AGAMTAATATCCACATTTTAAGTAACAAAAACCCCGAGGCAGCTTAAATGACTTNTTCA 

AGCGACCTGGTGACTCTAGGACATTTATCTTCACTGCTGGTGCTTAAAATCCATCANAAA 

ATAGCT CTNG A CAGTG GAATAAACATCCCCACCATGGAATGAGCCCAGGAGACCTGCANA 

GCCCCCTTTTAATTTTAAGMCCCCATGTGTNCCCCACCCCCCCCCNCTTCCTTCCCC 

Sequence 4333 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCCCCTCGGAATGGTAGGCAGCTGCCATTT 

AGAACTCTGTGATGAATAAAGAAAAATCTATATGGAAACAGAAATACTATAGAAATATTA 

TACCTCTTCNAGGCNAA AAAAA AAAAAGGTGGGGGGTNGAATTTGGATGGGCCAAAAATG 

GCCACCCCGT ATTAA AATTTTTGGGGGGGTTCCMGGGGGAAGGAAAACCACCTTTTGGT 

TTC TTGG AAMTTTTANCCMCCAAGGGMANAAAATTGGTNTTTNTTCCMT^ 

NCCTTTTCCAAAACC I I I I I I I I 1 1 I AAAANTTCCANCCAAGGGAANAAACCCAATTGGG 

CCAACCTTAMTTTMTTGGGCCAAAAANAAAACCNAAAANGGTTGGTTTGGAACCCANG 

GNMANTTCCMTTTGGGGGGGMTTNANAAAAAAAGNTTNANTTT7TTTMN 

GGAMAAAMGGGGGTTNCCTTAAAAAAAAATTTANTTTNCAATTTCCAAAAAAAGGGTT 

NCCTTAACCCCCAATTTCCTTTAACCTCCCCAMATTAMTTTTNTTTTAA 

Sequence 4334 

CCCTTTCGACGGCCGCCCGGGCAGGTACTTAGTGCTAACAGAAGCAGTGAAAAACCCCGG 

TGGGCAAGCAGGAAGAGTGAAGCTGAGCAGCCTAAGAGGATCTTTCATGGGCAATGATGT 

GTCAMTTTAGGATCAMTACCTATAMCATMGTAAMTGTTTACTTCTTMGTTTTAT 

TAAAAATTACAACTTGGCTGGGTGCGGTAGCTCACGA ) I II I I I U I I I I II I A GCTCAT 

CAGCTATTGTTAGTGTTAGTGTATTTTATGTGTGGTCCAAGACMTTCTTCTTNCATTGG 

GGACCAGGGAAGCCAAAAGATTGGACACCCCTGTCTAGGGCAAGGATTCCAAMGTATGT 

TCTGTATAAAACTTGCATAGAGATTCCAGGAACACTTGTTCAAATGCAAATTNCTGGTCC 

AGATNTCAMGATCAAGCTCTGCACGTTTGGGACATTTTTAACAAGCAACCCTCATGATT 

TTTATGATNCTTAAGTTTGACAATTTCTAGGGCCTTNGNCTTCAAAATNGCACATGCATA 

CCCTTTGAGMCCACACCAACATTTTCCCATGGGGGGTAAGGGATACATGCCTNAGCTTT 

ATTGGAAACCCANTTMAGANNGCCCATTTCCTTATNNGTTGGCCTAAAAAATGTGCCTT 

GNNTGAGGCCCCTTNANMNTACCCATTNCTTTTTACCCTCCTTTAAAAAACANGCTTAC 

TCCTTATTCTTCCAAAAAAAAAAA 

Sequence 4335 

CCCTTTCGAGCGGCCGCCGGCAGGTACAAAAAAAACCTAAAAATTGTTTCAGGAATGTAG 
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AGAAATATCCAACTTAAATAGCGAAAAAGTGCACCATACCCGCGTACGCGGGAATGAAAC 

AGATTTATATACAGAGAAGTGTTATTTATAATCACAAAAAGAAAATAGAAAATATGCCAA 

GTGTTATGGGAGTGTTTAATTATMTTTGTAGAGACAATGAAATATTTGACTACCAATTA 

AMTGATATTTAAGGATTTTTATGATATGGGAMTATTTGTGACATATGCTAAGCCAAAT 

GCAGGATACAAA 

Sequence 4336 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTGCAAAAAGTCGACTGTGACTGTGTAGCA 

TTATGTTCTGTAGMTTTTTTTCAAGTAGCATMTTTATTTATTGGTGTGAAAACAGCCA 

AAGGTTCCGATATCCTCACAAATCATTTATGCCAAACATCTGAGGGCAAAATTTAGCCGG 

TGTTATTTACTAGATTCTTCCCTTTGAACTCACAGACTCAAGAGACAGACCAAGAGTTCT 

TATATACTCACCACAGCGGACCMTCCMGTGGCATTTTTAGGAAAGGTTGCAGCATTTA 

ATGCCATGTGGTACCGTCTGTTCGTCAAGTGGGTGGCAAGGGAATATCCAAGCTGGCATT 

TTGGATATGATGGGCCTTTTACTTTCCTGAGTGACATGCCACATGTCAAGAAATACTGCT 

CCCCCCCCCCCACTCCCATCACATTTACGTGMCMTTTTCATTTAGTTATTTCCCGTTC 

CATATGGTGTTAAAACAGTCGTATTAMTAAAGATTATTTCTAGTTTTCAAGTGGTA 

Sequence 4337 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTNTAAAATTCTAAGTNTCTANGATTAAAA 

GTCCAAAMTAATCATTCMTTTTTAAAMGTAATTTTATGACCTTCATAAGGGAGAGAC 

CTCTAACCTCCCGCAGTTGAGCAAATACACTCTGAGAGACATTANGGACTGTGGCAAAAA 

GCAGGCAATCCATGTGTGTCACTTAAGCCTTGAGCACAGTTCANTAGGCAACAAACCAGN 

AACTGTCCTGGCAGATAAAACAGACTGTGCANGGCATNGTCATCGGGATGGGAAGGGCAT 

TATTA 

Sequence 4338 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC 1 1 I I I II I 1 » 1 11 I I I I I I I I 1 I I GGCAGATT 

CCTTGTCATGAAATAGTTTTGTATTTTMTTAGATTCATGGCATTTTTATTACTTATGM 

AGTMGTTGTGGTTCATGTGTTCAGCACTATTCTGTTTTGTTTTTCAGCGTTCCAACATT 

CCAG AGCCTTCCTGAAGAGATCCTCAGCAAGCTTGCTGATGTCCTTGAAGAGGTAATTGT 

TTTTAGCCTTTGAACTTTTTGAGATGGGATCCAGCCTGCTTGGCTGGCTTCTTTCACAGC 

TGTGTGATGAGGAATCACAMCTGCAGAGATCTTTAAAAAATTTCTAAGCTCTGGGATGA 

GCTATATATTTGGCTTCGTATAGAAAGCAGCTTATCATGTCTGACATTTATATGCAGAAA 

GGTGCAMTCAACCTMTTATAGAGGGAGACAMCTTTTTGTTGTGATAAATCCATGTTA 

CTTTGACTTACTAGMTAGGMCTGGCATATTTCTCTTATTTAACTAGTGTAAAAGTAAA 

ATTGNAGTTATCACCACTCTGAMCTTCAGATTACAATTTACAACTANGGATTAGTAGNT 

GGGGCACATATTTTTATTCCCTATMGTIvrrGTTTGGMCACATMTTTTNTGNCTGA 

GNGGAAAGCCCCCTTTTANTTGN 1 1 I I I I I I NAACCCCCAANCTTTNGTTTTGNGAAAAN 

AGGNGAAACNCCCC 

Sequence 4339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAATGGGAGGAAATAAGGTAAAAAAAAAAGA 

TATGACATACAGAAAAGAAATAAATAATAAAAAAAGTAAAGTAAGTCTTTCTATATTAGT 

MTTACTTTCATGATAAATGGGTTAMTTCCCCAATCAAAAGTCATACATTTGCAGAATG 

MTTAAMMTGGATTAMTTATACGCAGTTTGCTAGAGGATMTTTTGATCTAAMGAT 

GAGTGGGTTGAAAAAAATAAATAATGATATAACATGCAAATAGTAAACAAAAGAGAGCAG 

GGGCGGCTATACTTATTTTAGACAAAATAAACTCTAAATCAAAAACTGGTATAAGAACCA 

MGMMATATTATACTTTGATAAAAGAGTCAAATCCCAAAAAGGTATTAAAATTATTAA 

CATATATNCNCCAAAACTCAGAGCTTGGAAATGTATGAANGGAACATTGGCNTTATGAAA 

CATNGAAATTCACAGCTCCCAGTAAGTCANAAACTTCATTATCTCATTTGCCATAGTGGA 

TTAMCCACCNGACTTACNTTTATTAGGNAATNGAGGACTCCGCCGANATAATTGAGTTT 

7TAAACCAT 

Sequence 4340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCACCACGTCCAGCTMTTTTTGTATTT 
TTAGTAGAGATGGGGTTTCAGCATGTTGGCCAGGCTGGTCTCAACTCCTGATCTCAGGTG 
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ATCCGCCCACCTNAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCAGC 

CTCAGAATGGTTTCTTTTAACTGCTTTTAGTAMGTGCAAGAAGAGAGAMCTATTTACA 

CAGATGGMTTTATMTTTMAAATAAGCAGMTATAAAGGTTAGTGATTTATTAAAACT 

ACATGTCTTATCTGTTGCCAGCATCATGTAGGCACAACTCAAAAATGGGACATGAACAAG 

AGCATAAGCTTCAAGAGAGCGTTTGAACAACTACAGATGATCACTACACACTCAGTAGAT 

TTTAMCCGTGTTCTTCTCATTGGTCATTTATTTTGGGGATTGMTTGMGCATTTCC 

TCTTG AATACTTTCAAGTTCC AATG GG CAG CAA AAATATTACTTGG ATTTTGGGGTTCCC 

MCCTACAMATTCTMCCCATTTTTCMGGTGACAGAAAAAAACCATTTGTACCCCGGC 

ATTG GGAAAMATTTCCTTGAGGCCTTTMCMCCACATAGAAMANGGGCTTTGATTCT 

TTTTCCAAMCTTTTAGCCCTAGGGTCTTTTATTGACNGGGGATAGTAMTGGAMTTGG 

NAAATTTTAGATGAAAAG 

Sequence 4341 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCTGCAGAAAGCAGAAGACTATATGA 

AAACAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAAACCAT 

G CTTGG AAGCAGATAAACCAGTTGAAGACATACTGACGTATGAGGAATTTCATCCTTTCT 

TGTTT TCTC MCATTCACMTGTCCATATATAGMTTTGMTCATTTGACAAGGCGGTGG 

ATGAATTTTATTCCMGATAGAAGGCCAGAAMTTGACTTAAMGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTT 

Sequence 4342 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCACAACAAAGAATTATCTGGCCCC 

AAAGGACAATAATGCTCAGATTGAGAAACCCTTGGCTATCAGGTAAACACAGGCTCTGGA 

ACTAGATTTCCTGGGTTGTAAGCTGCATAATATTGGAAGCTCTGTTTGGATGGACACGTG 

GGGGTGATCTGGGACATAGAAACCTGGAAMGCTGATGAAAGCTGATTTTCCCTTGAAGA 

AG AC ATTTGG AATGAAG CAATGTG ACCTTTAATCACCCTCAG ACCTC I I I I I GTTCTTGT 

TCCANGACATTCTGGGTTTTAAGCCAGATGATACCAAAATGACCCCAGAACCAGAAGATG 

GCAGAGCCACAAAAGTGAAAAATCTTGGGTCTCTGAATCATAGCTTGGAGGAGGGCTTNC 

TGGAAAACCATCCAACAGAGACATNCGCATTAAACTTTGTGTNAACAAAAAATAAATCTT 

TCTTGTGGTAGGCCACTGAGATTTAAATTGCTTCAGCAGCTTACCGATCTGCCAATCAAC 

ANANMCTTCTTCAGTGCTTTTAAGTGGTTTACAGACCCCTTAATTNTTAAATGGTNGGA 

ACTTTTGGACCCAAAAAACCTTTCACTGGMTGATGCCAACCAATCTTGGTTGNGGGAGT 

CAM CCTGA AMGTTNGGMTNCCTAAAATGGCCTCCAACCTTTANTTCTATTACANAGC 

TTTGATTTTACCGGTCGGTTTAGGMNCNTNTTTCT^ 

TAATTTNATGAAAACCNAAAGGCCTTAAAAAAAAAT 

Sequence 4343 

TGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGCCCATCACAAATGTAAAAG 

CACAMCATACTTGTTTTTGTTTCTGACCTCATGGTTGCAGGAAGCTGGCTGAGAACAGG 

AGAGAATGGCTTGGGGGAAAAAAAAGCTCTTTCAAGTTGGCCACCCCAAATCACCCAGAT 

GGGTGTC CAGG CAAATCAGGGCCTCTAGACACTTGCTCTTCTTTTCCTCTTCTACTTGGC 

TGGTATTGTTTTGAGAGGTGAATTTCTAGGAGGGCMGATTTTTGTGTGTGTGTGAAACA 

AGAGAAAGGTTATCTGCTTAACCTAGCTCCCTGAGGAACTTAATCAAGTCACTCCCATTC 

TGGCATTTGGGTGGGTCCAGGCAGCACCCAAGAGTCCAGGACCTNACCAGGTCCAGCTCA 

ATGACAGACTTTGTATGGGAAGAACTGGGAAGGAGAAAAAAAGTAAGCATGGATTCCTGT 

TTATTTTGCCC 

Sequence 4344 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CTCCCTATTCCTTTGATAAGCCATTGCAMGCCTGTCTAAAACAAAGCTATTTGCTTCAT 

TAGCTAAGACTACGACTATTTTTCAACATGTCTGAGGAACGAGACCAGGCTTCTCTACTT 

TTCAAAACTCCTCAGGTGATTCTTAGCAACCAGATTAGCATCAGTCCTTAGAACAACCTC 

AGACACCCACTAACACATGCCCTAGAGAGGCTAAGTAACCCGAAGGTCACAGAACCACAG 

AGTTAATTAACAACGACAACAAATCACCCTTGGTGTTCCTGATTTCCGTCAAATAGCCCG 

CCTTGCTGAGTCAGCACAAGAAAAGATTTCATAACAAGGTAAAGTCGTCTTAGTAATGCC 
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Sequence 4345 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAGTGGAGTCATCAAGTTTATCAACC 

AACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATA 

TTCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGA 

GGATGCGCTCAACCAACTCTTCCGAAACAAGCAGCATCAAGAGTTATTT7TCTGACTGTC 

AAGTTTCAACATTCAGGTCTGTCCCAACCGGCACCACAC 

Sequence 4346 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTCTTTCCCAGGCCGCACCATTTCTG 

TCACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAA 

GAGTTCCAAGTTGAAGGGAAA CAAAGA AGTGTTTGATGGTGCCAGAGAGGGGCTGCTCTC 

CAGAAGGCTAAAATTTMTTTCTTTTTTCCTCTGAGTTCTGTACGCGGGTATGGTAGTTT 

TACATT ACTTA CTGGACATTGTGGGTGATAGATTTTAAAGTTTATCTCCCACTAAAGAAT 

GTTGMTTTTGTCAAGATTGGCAGATCATCTTGATCCTATGGATGCTAGGTTTTAGGACA 

CGTTAGGGTGGGCCTACTTCTGTTCTGCCCTTAGTCCGATGACACAAATCTTANTCATGG 

GATAGGGCTCTTATTCCCAAGATGTGACCCTTCTAGGGGTTCAA 

Sequence 4347 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGATATTCCAATGCCTTTAGTTAGCTCAG 

GAGTAGAGCATGGTAACCTGAGAGAGCTGGCACTTGCAAGAATGAAAGACCTCGGAATAC 

AGTTGTCCANGATGTTAAG AAACC ANAATAAAGTTTGGAANTCCCAANNAAATTTNATCA 

CMAAAGTNACCCAGGGGGT7TTAATNGTATACCACTTTAAGNATTTTGGGGGGGAAATG 

GCAAAAAGGGGAAAGGGGTTGACTTGTTTAGAATTTCCTTTGGAAATGTCTGTGCACATT 

ACAACCGTCCCACGGAGCCAAAATTTCCTTCCAAACTGATGAGCAAGCTCTTTGATTCTT 

GANGTCATGATGTTATTTTTCCTTCTTAATTT 

Sequence 4348 

CCCTTTCGAGCGGCCCGCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGMTACAGAGGTGATGGGCAGGAAAATTCCCTGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGAAGAAAACTGAGAGAGAGGGTTAACATAGATCAAATATTAGAGAAAATTTTA 

TTGAGGAGG GGACA TTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCTGCATAGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 

TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGGTCCAGCTACTAGGCACACTGCCA 

TGTTATAGTAAATTATCAATAACTAAAGGTGTCAACATTGTATTTAAGCCATCTTTCTAT 

CTCTCAGGGCCC CCAGTG GAGNCTCTTACATAGTAGTATGGTGCTCAGACTGTAATCAAT 

TTCAAATGAMTTATTTTTACTGATGTAGAAACTCATCGGATTAGCTGNTTATTTT 

Sequence 4349 

CCCTTAGCGTGGTCGCGGCCCG AGGT ACGAGGTTATCTGTGTTGTGCTTAAAAGGNNTCT 

CTACATAGACCGGAMAAANGACTTTTGTGAAATTGTTATANNNTAACATTTATCATTCA 

GAGAAAATATTCTGTAMTGTTGATTTAATGTAATAGTTTCCCTTAAAATAGAATTTATA 

GAGMTTTGAAAAGMMCCACAAGTTAATTCACTTTTTAAAAAACTTCATGTCATCTGA 

ATACTTMGCTGCTTTGTTTGGAMGTGTCTTTTTAAAGAAAATAGTTAATAAAATTACA 

AGTA AGAT AATTGTCACAAAATAAAAATCTTAGGTGGCCCAGNTGTGTATTACAGAGATT 

TGGGTTTTMCAGTTATACAAGTTATTTAAGGTGGGAAACCATTAATATTAAATTTTAAT 

TAAAGAAAAAATTTTNGCCACCNAAAAAATCTNNCCTTTCACTTAAGAATATAAAAATGG 

TATTAGCTGGACCCCCAGCCAGGTTGGCNACTGGNGGATNACNATGGTTTTNCCC 
Sequence 4350 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 
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TAACCTCTATCCCTMTGGTGTTTAAATTTTGGTAMGAAAAATTCA 

TTCCMGMATG GTAA GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 

GTCTCTGATGTCTTTTGTGTGAGACAAGATTTTAGGAMTAAATAAGTGGTGCANGGAAT 

TGTGAGATTACATTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATMTCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAG 

Sequence 4351 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTAAAAATGTAACTTATAAACACAGGGA 

AAAACAAAAGGTAGACCTTTCCACAGATTGCTAGACTACTTTATGCATGAAAAAAGTCTG 

TTTCACTGATATGAAATGTTAATGCACTATTTAA I I I I I I I CTCTTTGTTGCTTCAAAAT 

GAGGTTGGTTTAAGATAATAATAGGACATCTGCAGATAAGTCATCCTCTACATGAAGGTG 

ACAGACTGTTGGCAGTTTCAAAATAATCAAGAAGAGAAATATCCTTAGCAAAGAGATGAC 

TTTGGGGATCATTTGAGGAATACTAACTCTGTTGCATTAATGCTTCAAAAAATCATCAAA 

TGATTCATGGGGGCCCGATTTGCATTTGAAMATGTTTGAAATTAGAGTCTCATTTGTTT 

CANGMTGCAGCTACCTGAGTTTTTTGTCTTGGCAAAAGTCACAAAGCCCATATACTCCA 

TTGTGTGTCTATATTTGCCAATTAATTCTAAACTTCTANGAAATATGCCCTCTCTTAAAG 
GAGAA I Mil 

Sequence 4352 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAGGATCCCCAAGCCCTTCAGGCCCGAGATCA 

GAGCC AGATCAGCCTTAAGTCACCTCCCATCCAAGAACTTGGCCTAAAAATACTCCCCTA 

TTTTTNAMCCCCTTNANNGMCNGGGATTCTTGNANTTATTTAAAATGGCCTTCCCCCT 

TGGGGNMGGNAAAAGGGGNTTGGCNTTTTTCCCCCCNCTCCCNCTTAAGGANGGGTTGG 

CCNCNCMT TTTTC CCAATTAACCCCCCNTGGNGTGNATGAAANCTTGGTNANNGNAAGT 

MG NNCNANTTTTNG NGTCTTTG NN AMGGNCN ACTCMG ATTTTCCCCCTTTTTTNCCC 

CCAATTNCCCCAATTTCTCCCCCCTAAAACCCTTCCTCCAAAAATTAAAAATNTCCCCTC 

CCCCCMCNTTNCCACTTTCGNGCNAMGGGGNTTNCTTTTCTAAGGGTTNGGTATCTAA 

NTNGGCClvriTGGNTTCCNTTTTGGNGNGNGNCCAAGGNGGGGNTTNGNAAAAAAN 

Sequence 4353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCCACTCAGAAGACCTTCACCAGATA 

CTGAGCCTTGATTTTGGACTTCTCAGCCTCCAGAACTGTGAGAAAATAMTTTCAGTTTT 

TATAAATTGCACAGGCTGTGATATTCTGTTTCAACAACACAAAATGGGACTAAAACAGCC 

TCTTAAAGCTCAACGTCCCTGGTGGGTGGTCAGCCTTGTGCTGTTTGGCCCTGCAAAGCC 

AGTTAGTTCACTAATGCCATGAATGGGACAGAAAGTAAAGATCAAGATGCCCTTGGGAAT 

TTGTMGC TTTGGT GCTTTTTTCTGCCTCTTGAGAGMACACCTCTCTGAGTTAACAATA 

TMNCTCTCTTTTTAACACTTTAAMTMTTATTACTGGGCGGGTGAAGMTTT^ 

GATTCTAAMCATCGGGATTTGAGACTTTCTTMCTGGMATCCAGAGGTMGTTTT 

Sequence 4354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTATATTAACGAACTTTATAAACCAGCAAA 

ATATGCMTAGGAAAATGATTTAMAGATTATGGTAMTATTTTTAGTAGGTTAATAAAG 

AGGTTGAGAATGAATTCTGAGAACCCCTGACTATTAGATTATGAGTTGCCTCTAGCTCCC 

TTGATCAAAGA GAAAC AGGCTTTCATGTGCATACTTGGCATAATCCCTGGAGAGAAGTAT 

ATT AAG AAAA TGTTTTG A AATG CTTCTTTTT AATT A AAAA AAC AC ACCCG CGTACTTCC A 

CTGCTGTTn*AMTTTCCCAATGTATGGAATCTGGAGATCAATTCTCAGAAACCTCTACA 

MTGTTCA GATTA TGAGAAAATACTGCACAGCCTTGAAACAACAATAAACATTTGATCTC 

TCACACMTTTTTGTGCATCAGAAATCTACGAGCAGCTTACCTGGGTGATTCTGCCTTAA 

GGTCTCTCATATGTTGCATTT 

Sequence 4355 

GCTCCAGCNGTCCGCCNGGTGCCGACGGTGTATCTGGATATATTCACNNTTAGCCNTGGN 

TCGCGGCCGAGGTACCGCGGGAGAGCAGCACGTAGCAGGCCCCCGTGGAGGATCCACACA 

GTGGCTGAACACTGGGAAGGAACTGGCGCTTGGAGTCTGGACATCTAAAAGTTGGTAAAG 

TGACTGTGTCAGGAATTGGTGGGTTCTTGGTCTCACTGACTTCAAGAATGAGGCCGCGGC 

CCCTCGCGCTCCATTGGGTTAGAGTCTCCCCGAGCGAGCTGGTCTCGGCAAGTGGCGTCC 
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ATTCNTGGAGGCTCGAATCCAGGTCAAAGGGTTGCTGGAGCGACGGTTGGAATGGAAAAC 

TAGCTGGAAAGACACCCAAGCACTCTTAAAGCAATCCCCGTGTTCTGGAGGCTGGGAATG 

CCCAAGGTCAAGATGCTTGACAMATGATGANAGCTTTTTGCTGCATCCTCACATGGAAG 

MGGTGNMGGGCANGGAGAGAATAAACTMTGCTAGGAMTGCCTTTTTTAAAANGGGA 

CTTAGTCCCCATTANCAAAGAAGCATGTCCTTATGGCNTAAATCATCTCATAAAAGCACC 

CACCTCTTTAATTTCTCAAAAAAANAAAA 

Sequence 4356 

AGMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTCTTGCCCAGGATTTGCACTCCACTGAG 

MTCCMCTATAATTGCCAACATTTTCCACTTCTGTTGTTTMTTATTTCAAAATTCAAG 

T MCTAT AGGCATCCTGAMCAGTATGCATTCCCTTATATTGCTTCGAAATCTCATATCA 

CCTTTTTGACTACATTTAGAAGGCACGAAGTTTGGACCTGGAAGCACAGGTCTACTCCTC 

TTCCATGGGAGACCAATAGCAAATGGAATCCAATGGAGCAGCTTCGACTATCACTTGGAA 

GCCCTCTGTGAGCCACTMCCCACCCTTCTTCTTTGTGGCTTCTTTTTGAGCTTTAGATT 

TGT CCAGC TAAAATCCTGTGTATCTTTAMGCTTANCTCAMTGCCATTTTCCAATGTAA 

AGCTTTTTGCCCACTGGTGNMCCAGAMTGATGTNACTTATGACATAACCCCACTTTTG 

GACAAAAGTTGTATTCAAACCCCTTGCCTTTTTC^ 

ATTGGCCTTCCCCGACACCTMTGCAAGTGGCTTTGGTAAAATNTTTGCTTAAAGGCACC 
CC AM ANATTGCTTTG G AG NCC AAAACCTTGTNTN CTTTGG NAN GTNTT ATTAAAAAACA 
ACCCCNCCCI I I I I ANGGGGAAAAMTTTTTTTAMCCAANTTTTTTTAAAAACCGGGGC 
TAGGGTCCCT7TGGGCNGGATTTTTNCTTGGCCNGGCTTCTNNAAAMNTTTT 
Sequence 4357 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATCCCTCAGTGAGAATCAAGGTGTGTGCCTT 

GGTTTGGAAAGGAGGGAGTTGACACTGTGGAAGGCATAGGAATCTGAGAGGCAACTGTGA 

GCTGCAAGACTCCCTGCAACTCTCTGGGCTTCAGTGTTCTCACCTGTAAAATGAGGATGT 

GCCMTTAGATGATGTCTGTTMCTCMCAAAAMTTACAAGATATAATTTTAGAAAAGG 

AGAGGCGGAGACAGGACTTTATTTCTCCTAAATGGTTGCAGCCTGCCAAGTGGCCAGCCC 

ACAGGCTGGGAAGCATGCCTCTGGCCAAGGCCCAGAGACAGGCACTTTGAAAGAGGAAGA 

ACTTTATACTGAACAGGCTGGCTCTCTGCACTTCTCTTCCTAGAGAATCTCCTGGCTGGC 

TCAGCCGACTTCAGCTCTCTGCTCAAAAGTCATTTCCTCTGAAAAGTCTTCCCTGCTGA 

Sequence 4358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCTAAAGAAAGCCATGAGGATGATAATCC 

ACTTTGATACT TCCAATCT GCTGGTCTTGCTGAACTCTTTGGATCATGGATATCATAAGT 

TCG ACAAAATA I I I 11 I I I GTAGAAGCACAAATGTGAAGTGTCACTCGTTCTGAGACTTC 

CTCCTCTGTGAAA TTCCA CAATCTCTTTCTATTTATAGACTTTTCCACAGCAAACATTAG 

TCTACGCAGGGCATTTTGAAMTCATTTGCCAGTTCTAAAGTAGTAATAATAAATACTCC 

AAG AACTAA A AGTCCCCCTG GTAGCATTCTG 

Sequence 4359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 M I I I I I I I I H I I \ GNCATGCA 

TG CATC CACNCTGGCTTTATCCTGACTTATGAATCCAGCAAGGCCCACAGAGGAACATCT 

GGTTTTGACATTAATTTCTTCTACTCTGCAGGATGGTTGGGTTTTTMCTCATTGGGGGC 

CTTTGGCTANACCTTGAATTTCCTGGNGCAACTTGACAGAGGTGAGAGGGCTTGAGGGAG 

TTMATMAACTATGTGCTGCCCTTGAAAGGACTTGCAAATGCTTTATATATTAAACAAA 

GAAACTCCAC 

Sequence 4360 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTTGAGAGATATCAAAGAAAGTCCAATATC 

CGTTCTTCCCCATCACTCTACAGTGTATCTAGTAATAATTATTTGTCTTAATCATAAGGA 

CAMTMTGMAATTATATTTCAMTTTCTMGCTTTTGTGGTTAAAAAAAGCTTCTAGA 

AACTATTGTTTCTCCTCCCATGCAGTTATMTATGCTTMCTTTCTTTAAGATGGGTGTT 

TGGTAGTATCATTTACAATATATTTA 1 I I 1 1 GTTTTTTAAGCATG i T 1 1 I ATATTTGTTT 

MGGTGGATAGGCATGTAGACCTGCTAGMGTTGCCCAGGAAACTGATGGGTTTTCAGGA 

AGTGACCTAAAAGAGATGTGTCGAGATGCTGCCCTCCTCTGTGTTAGAGAATATGTTAAT 
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TCTACAT CAGA AGAMGGTATGTTATTTTGACTTGATTTTTAACACTTGTCAAAAATCTT 

TTANAGCTTITAAGGTAGMrrCTTTTATTTTGCCTTTATATTANAAACACCCGCTTATGA 

MATAMAGGTAAATTTGGGATTATCACCCCCCTGCMCCTTTATTTATTGGCCATTTTT 

TCCAAAGCAGAATTCTGAAAAATGAAGGANGGGCANMTTGGTGGGGAAGGGTCTTANAA 

TGGAAAGGANAAAAAAAGGN 

Sequence 4361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACACAATATAGAGCAAAGAATAAAGAAAC 

AAAAAAAAAGGTAAAAAAAGA CAAAG AAAATGTAAATCTTGATAGTTGAAAGACAAATTC 

AGCTCAMTTCTCCTCTGTGGTTTTTCTCTTCCACTTGTCCATATTCACGGACAAAGAGG 

CTACTGGGAGAAGTTCATGCTGCCGCTGAGTTAAAAGGAAGATGGCGGCATTGATTCAAG 

GTAGGGAATCATGAATATCCTGTAAAGGAACCACCATTGTAGCANGACGAGCTGCATACA 

AAACCCCTCAGACACCGAGTTGTAGAAGGAAGGGCTTTATTCAGCTGGGGGCATCAGCAA 

GCTACTGTCTTAAAATCTGAGCTCC 

Sequence 4362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTT CATTG CACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAMTAMTGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

TTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAAATATAAGATGACTCCCAAGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTTTGTAAGATGTGAATAATGT 

TCCAAATCAGTTGGCCTTAAGAAAGAAGGATGATCCTGGATGGGCCAGATCTTATCAGNT 

GAGTNCTTAAAGGGGAACAAGCACCCTTCCTGACAAAAGAGAATCAAAAGCATGGAAG 

Sequence 4363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTACATAACATGTCTTAACCCATTTATAA 

ATAT MGTT MTTTCTTTAGAAAACCAGAGGCAACTTCTCTGTTAAGGACTAGACATTTC 

ACAACTTTTACAAGGTATGGTGTAMTGCTCACATTTGTTTTCAAAGATTTCAGATAGCA 

TCTAAAATGAACAATATTAAGATTCCACTTCCACTGACCAGTTTATTAAGGAAAGGGGAA 

AGCATTTAMTCCTGGTCAGCATATTAMTTATTAACTTAAAATCCAGCAGTTTTATCAT 

ATTTCAGTGATTCGAGTAAAATTTATAGTTNCCAAAAATGCAAATCAAGTAGCAGTACAA 

TAATATTAGGGGACTTTGATACCCCACTTTCAACAATGGACAGATTATCTAGACAGAAAA 

CAATAAGGAAACATTGGACTTGAACTTCTGTTTAGACCAAGCCGGACCAGACNGGACATA 

TAAAGGAAGATTCTATCAAAACAGCATCAGCATACACATTTTTCTTAAGGTGGCACGTGG 

AACATTCTCCATGATAGAATCATATCNTTAGATGATGATACCAGGTGATAACNAATTTAA 

GMGAMGGMGTC ANTT TCAAGTATTTTTTCCTTCCAGGGGGGNTAAAACNNGGAAATN 

MTCNCAGGAGGMTTTTGGGAAATAAATTGGNGGNAATTTAAACCNACCGGGGCAAAAA 

AAAAATTGGAAATT 

Sequence 4364 

CGCCAGTGTGAT GGGA TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACC 

TAGCTTTTATTCATTTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTC 

TTATGMCTCTTTGTTCTAATAAATAAGCATATCCAGGTTTTTCATAAATAAATGAGGAG 

TCTATAA ATTCT TACTAGTTTTAATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTG 

TGTGAGCTTTTGGAMATGTTTTCATTTCCTTTATGTTTGAATGTTCCTTCCAGGTCTTT 

GAAAATATACATTCTGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAACCCATATAC 

TTTCCATGCTGGGCACAGCAGGTGTGGTAGGTAGAAATATAAAGATGACTCCCAAGATTT 

TTGCACCCTGGCATACACATATGCTTTTCCAG 

Sequence 4365 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTG I I I I I I I IG I I H I I I GTTTTTGTC 

AGACAAGGACTTCAGGGGGCTCATAGAGCAGAGATGTCACTGTAGAAGAAGCAGGCTGCC 

ATATCATTCTCTCCTCATCCAGCTCCAAATAGTAACATAGCCTATGGGGACTGACTGACT 
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TTAGAACAGAGCATGAAGGAATTCATGCCTAMGTTATTGTTGAAAACAGCAGAGATTAT 
AGTAGTGAACATTAGAGAATTACATATTANTAGCAGCTAGAAAGAAAAAAGACCAGCCAG 
ACATTTCAGAGAGAGACCTGTGGAAAGAGT 
Sequence 4366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I U I I 1 1 I I I I I I I I I I » 1 1 1 I CTGGATTAT 

ATCTAAATTTMTATTGAANACAGCACTTAGCATTTCTCTGGCCTAATCTTATTTTCCAT 

GATAAATGTGTGCATTTGCCTCAATTACCTTAGGAATTACTAGAGATTGCTTCAAAGTTT 

TTTCCTGCACTTTMTGTTCTGCCTTCTTTTGCTCATTATTGNGATCACATACAATTT^ 

TAGCTCTATTGCTTGGAGAGATTTCACAAAAAAAATTTTAATAAATGTCATGTGCAATAT 

ATTTGGCATGAATTGCCTNATGAATTTGAAATTCCANAA 

Sequence 4367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACT 

GGGMTACAGAGGTGATGGGCAGGMMTTCCCTGATTTTATAGAGCTTAAATTCTTGTA 

GGAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTG 

TTTGCAGTGMGAAMCTGAGAGAGAGGGTTMCATAGATCAAATATTAGAGAAMTTTT 

ATTGAGGAGGGGACATTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATG 

TTGGGATACACTTTTATATGGCTGCATA 

Sequence 4368 

CCCTTTCGAGCGGCCCGCCCGGCAGGTACGCGGGTGAATGAAGCCTTAGCAAGTCTGTCC 

AGAGCTCCCCTGGTGCCGCCTGGCATGCTGCTGATAGTTTGAATGTCTTCACAAGAAATG 

GTATCAGAAACCTCCTGTCATATCAGCATGGGTCTCTTGCTTCCTGCAGGAAGGGCGATA 

TCCTGGGAGGCACAGAGGTGGAGCCCGAGAGACGCAGTGTTCCAGCGCTGCTCGGCTCAG 

G ACTGGGT CTTTTCTTCCGTATCCTCMGCAGCTTCTTTGACTTACTACTTCTTTTTGTT 

TGTTTTTTTCTTCATTGGGCTTTMGCGTTGCTTCTCTTTAGTGTATGTGTGACTGMGC 

CM ACAC MCATTGCTTTCCCTTTGCCTGCAAATAATCTTGTTGCCCAAGCCCATCTCTG 

CCATTTTCAAGTGACAGCTGGCTGGCCAATGAGCCTGAGCACTGGGAATGCCCAGCAGGG 

CACATCTAGGGGGCTGCTTTATATTITGGAGCTAGCAGGTCTCTTTTCTANGGCTTTCCA 

GGAMG AATTANAATTAAMCATTGGATGGATTTTGGGTGTTCATTTC \ MM 1 CCATCA 

CTGGGCCTTTATTTTCTTGGGGCTTCANTTAAAAGCNGAAAACNGATTATGGTNGAAACA 

TTTATAGCATGCTTTCCAAGAANTTAAAGA I I I I I ATTAATTTT 

Sequence 4369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGGGGACGGAGGAGCTAGGGACTAACT 

GTTGCTCTTGGTGGGCTTGGCAGGGACTAGGCTGAAGATGTGTCTTCTCCCCGCCACCTA 

CTTGTATTGMCACCCACANTTCTTCCCTTMCCAGCCTGGGGGTTTTGTTGAAGGGAAN 

TATTGAAAAAMGAAGCCCCTAATTTTCGNATNAGCCNTAAGNAAAGNGGGNAAATTAAT 

TGGAAATAGNGTTANGGAAAAGCTNGAACCTTTNCCANAGGGGNTCCAACCGGAAGGGGT 

TTCTCCCCCTTCNCCCAACCACTTCCTTGTTTCCACCAAGNGGCCTTTTCCTTTTGGACC 

ATMCCGGTTAAGTTTTTGGGGMGGCCNTMTTTTTTCCTTTTCCNCCCCCCCCAAGTC 

CCAMAAAGGNCCCCATGGAAAGNAAGNCCTTTTTTGGTTCNCCCCCGGGGGCNCCTTNC 

CCTTGGGGGAACCCAACCAATTAAGGGGGCCCCCMTTTTTAATTCCCCCTTGGTTNAAT 

TTTCCCCCI 1 1 I I I GGGGGCCTTT 

Sequence 4370 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGATTTCTCAGAGCTCTCTTATCAAGAG 

TAAGGAGTGAGATTGCANAAGGGGCAGTAATGTCAATACCAAGTTATTGGAAACTACTTA 

ACCAGCCA CTGCA TTACATACTGGAGCCCGTCTAGGACACTTGCCCTTGGAAATGGtGGA 

AAGACTTTGTTTTATTTCTATTTCATCAACAGMCTTTTGTAGCATTGMTCTAAGCAA^ 

GGATAACATCATATTATMTGGAAAGTTATTTTTMCTACMCTGTTATTGNTAAATTTA 

GMGAAAATATTGTCTTTGMGTTTCAGTCCAAMCTCTMGGAGAACMGGTTTTTACT 

GCCATCGGTMTCCTGTGAGAAATTTGACACTCCAGATCTTATTTGAGACAGATAAGTCT 

ATGATAAATTTATGTATGAGACTTAAMTATTCTTGGATATTCTCAGGTTGGTCTCACAA 

ATTCTGCATAGATTAAGTTGN I I I I I I I I II I I ATGAGAACCCTTTCTTTATCAAAAAGG 
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ATTGGA 
Sequence 4371 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTGCTTACAACAGAATCTACAAGGACAACAAC 

TCACCGTGTTTTTCAATTCAGATTTTTAAGTTATGAATTCAAATCTACTAAATAAATATC 

AGAAACAAACAAAAACAGATAAAGCTATAGCTCACTGCATTTTAGAACCTGAGTGATGTC 

ATGGTTCTCTAGAGCTTTCATTCCACAGGAGAGTTCTTGTCTCTAGGGCCTCGCACACTA 

TGCACAGGTGAAGGGACGAAGTGTAGCCCCACAGGGTAGAATTCATGATCAGAGGACAGG 

GAAATACTGNTTTATTCATTNNT 

Sequence 4372 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 I 1 1 1 1 1 1 1 1 I 1 1 I I I I I GAATTTANAAG 

T7TCTTACMGCAGTAAAAAGGTCCAAMTGCTTTATAGGTAGGTTTCTACATAAATTTC 

ATAGTTTACATTATGGCATAAGGGCAAAAAACTTCTCATAAAAGATATTAGGTAAGTAAG 

GCTACCATCAGTTAAATCTGCTTCTACACACATTAACTTACTTATCTTCTCTCACCTGAA 

GCAC ATTNTTGCAACTCACG CMCAGGGATTTACTTTCTTCCTTTTAAATTTTCTACCTT 

TAAGNTTTTC I I I 1 1 1 1 I I I ICTTACCTTTCAMTTTTTAAGGTNAGCCCCTGGATTTTT 

ACCAATT 

Sequence 4373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

AAGTCAAACATTTTMGTGTAGCTCTTGGTGCACTTTAAAAAAATTATTAAATTGAAGCT 

GTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATTAA 

ATTCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGG 

ACTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGGTGATACATAAAGC 

AGTGAGTGCTATTTGTAAGATATATTTATATTTAAAGTCTTCATACAGTTATTAACTAGC 

TCCAATATTACTGAAATGATTTCTCCAAATATCCTATATTNAATTATCATGCTGGCAAAA 

TNTATTATAACTTTGGG 

Sequence 4374 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCAAAATGCTGAAGTTTCCTGTGAGGGTCT 

ACAACCATACCACCGTATGAATAATCTCAATCACAGCATTTTAGGGCTGGAAAGACCGTT 

CTCCATCCAACCTCTCATTTCAGATGAGCGGAGACTCAAATCTCTCACAGGGTTCCATAG 

CTAGTTGGAACCAGAAATCCAGCAGAAATACTGTAAGCAAGCTTGTCCAAGATGTGGGTC 

CAGGACA GCT TTGAATGTG GCTCAACACAAATTCACAAACTTTCTTAAAACGCTATGAGA 

I 1 1 1 1 1 I IGCAAI 1 1 1 1 I I 1 1 1 I IAGCTCATCAGCTATCGTTAGTGTCCGTGTATTTTAC 

GTGTGGCCCAAGACAGTTCTTCTTGTTCCAGTGTGGCCCAAGGAAAGCCAAAAGATTGGA 

CACTCCTGGAGGTGCCAGCACAGTATCTAACACTACCTCAATACTT 

Sequence 4375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCAGTCAACCCTAAACAGTGGACTCAACT 
TCAAAGACGTTCTCAAGGAGAAGGCAGACCTGGGGGAGGACGAGGAAGAAACGAACGTGA 
TAGTTCTCAGCTACCCCCAGTACCTCGGCCGCGCCACGCTAAGGG 
Sequence 4376 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCAGCCAACCTGACCTGGAATGCGGATTTT 

CAAGGGATCTCTTTATTCAGTGGTGTCAGGACCCTAAAAACTCAATCATTCTAACCTACA 

GMCTACTCCTGGGACTTTAGCACGTTTCCTAATTGATAATCCTTCTGAAAAAATTACAG 

AAATAGAGTTGAGGAAACGTGTGAAGCTTGAAGGGAAAGAACTTGAAGAATACTTGGAAA 

AAGAGAAACTAAAGAAAGAAGCTGCCAAAAAGCTTGAGCAGTCAAAAGAGGCAGATATAG 

ATTCCAGTGATGAGAGTGATATTGAGGAAGATATTGACCAGCCATCAGCTCATAAGACGA 

AGCATGACTTGATGATGAMGGTGMGGCAGTCCGTAMGGAAGTTTTTTCAAACAGGCA 

AAAAAGTCCTATCCTATGTTTCCTGCCCCAAAAAGAAAGAATTAAA 

Sequence 4377 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 
TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 
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TGTTAAAAAAAAAANNNNNNANANNNAGGTTGAATAAATAGATCAGTGATATCCAGACCC 

TGGGATTTCGTGGCTCAATTAAAAACTGTGGGGCTACCATACATAGTATCTGACTGCTTA 

TTTTGTCAAGTAAAGACATATACAGGCATACCTTG I I I I I I I I GCATTTCACTTTGTTGT 

ACATATCAGTATGATTAACGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTC 

GTTTCATTTGTTGAAACATATAATTCAAAA 

Sequence 4378 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I M 1 I I I I I I I 1 > 1 1 I I I I 1 1 II I I I NCAC 

AG CANTCA AAANAACCACAANGGAGCAGTAGTTTNTAAGCTTCCATGTAGGNGAANACAA 

MATTTITATAMTTTGATGMTACTTATATCCCMCTGTTCAAMTNTCMNATNTTTA 

ANAAAACTTGTAGGACTACAGTTMCTATTCTTTCCTCCAAATTTTTNTTTA^ 

GAGNCCAAAAATAAAAA ANTTA AAAAATTNCCATNGNTCCTATNTAAATCATAANAATAA 

MNNNGGCCMGANAANTTTTTMGGACCCCCTNTTNNTCCNMGCCMGAAATTTTNCC 

CACATTGGGCATTATCAATAATGAGAACNTTCNTGANATCCTATNANCTTGNGNGGCCCT 

GTCTCATAAANACAGTAAAGCCACACAAATAAGGGTTTCCACTCCCTGGGCCTGAGCTNT 

GAAACCCAGCC AANACAN AATCCNAAACAGCCANAGAGCTTCNTTTCTGANGGCAGNTGA 

ANTGMCATACNTTTTT^ 

CCCCCMANNTTTTGGGTGTTAAAACTT7TAAAAAAAA 
Sequence 4379 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATATTGTGTATATCATCTGGGATATTTTAAAGGACAATTTATCTACCTATTAAGTGTCA 

CTGGGTTCTAAACAATGAAACTTGTTATCTGGATAGCAAAAAACACTAAGTTGTAAAGCC 

ACMGCTTCAATTACTTTAAAMAATGAAAMGCCAGTGTAAAAATTCACACTTTGAAAG 

AAAAAAGTTCACAGTGATACCTGGGAGCATCACTTGCTCTGTTTTAGGATTTCCCTTAGG 

AAGTGGCAAGCGTCTAAAACCTCATTTAAAAACAAAATGAGCTAAGATGCTGTCTTTCTC 

TGCAGTTTCTGT 

Sequence 4380 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I I I I M 11 ) I I I I I GTTATCTAAATGG 

GAGAT TTAGTCCTGGTGCCTGAATTTGAGGGTCTCTCACACTGCTCATCTCAACAATCAA 

TTTTTACTGCTGTANAANATAATAATGGTAATAACACTATAAAAAAAAACTACCATGACC 

TATMGTTATTAGTCTTTTAAMATAACTGTAGTGTATNCAGCTTCTTCATTTCCTGAAG 

TAGAANANAAGCTGATAGTTGGAGCCTCTGAAGCTGTTCATATATCTCCTGAATGCATGC 

AAGAGGTTGATTTGCTCACAAAGGA 

Sequence 4381 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGTTTCTTGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATCTCTGTCCTGATCCGAATCTCTGCAAAGCACTGGCAAAGTGTCATAAGGA 

AAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGATTCTGAAAC 

CTTAAMGAGTGTATGGTGTGCTCAGATATGMGAGAGATACTCTTTTTGGTCCATGTGG 

ACATATTGCTACCTGTTCTTTATGTTCTCCACNTGTCAANAAATGCCTCATCTGTAAANA 

ACAA GTTCAAT CCANGACAAAAATTGAAAAATGTGTGGTATGCTCTTACAAAAAANCAAC 

TNTTC TTTTTT CAACCCTTTTGCCACATTTTTTCTTNTAMGAC 

AAAAAi I I I I ICCANTNTCCAACCANTANTTTAACCMAMNNCCTTTCATTATTTNCTT 
TNNMGGAAMATTCANAAMTTCCCCTTATTATNTNCAMTTNNMTTTTCCANTTTTC 
CAAANGNCCAGNTTNTTCCCATTTCATTCAAATTTCCAAAATTTCACAC 
Sequence 4382 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I II I I I I I I I I 1 I I I I I I I GGTAAAAAATAT 

TCTTCTTGGTMCTTGTTATTTTTGMCCAGTTTATTTCCCAGAAMTGCCTTTT^ 

TGTGCTTCTTAGAAGGAGAAATTGCTACACATCGGTAGGTATGCGTAGATCTGCATCAAA 

CTTTATTCAGATTATCTCAGGCTAMCAACTTTCCTTTATCCTACTTCTCCTTAATmC 

CTTCMTTGTCTTTMTTTTGGGCTAAAATGTTTAAGTATAGAAGGATCTAGATACATTT 

TTGACAATGTGAACTAAAATCAAACCTAAAATTTCAAGCTTGTAGTGACACATCAAGACC 
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MATATMTTTAACCCACTGAAGAAAGTGACCTGACCTCAAAGATTTTGGCCTAATTTCG 

AGTGACCTGGCCTGCAAAAAAGCATGACTTTAAATACT 

Sequence 4383 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTATATTATTCAAATAAGAAATCAAAAG 

AGAAATTGGAAAGTTCATTGAGCTGAAAATGAAAACACGATTATCAAGAATCAGGGAGTT 

GCAGCTAATGTATGCTTGGAGGCAAATTTAAGCACTAAGATCCTATATTATAACAAAAAA 

GAAAGGTCTCAAATCAGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGAGAAGAGCAA 

ATTAAACACAATGTAAGCAGATAAAGAAAATAATAAAAAGAACAGAAATCAATGAAAGAA 

AAAAGGGAAAATTATAAGAAAAATCCAAGAAAGTAAATGCTAATCATTTTAAACAATCAA 

TTAAATTGTTAGACTTCTAGTCAGCTGATCAAANNANAAAAAAANANNNNNNNNNGGTCC 

TCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAA 

TTGCTATGTGTCTGGGTT 

Sequence 4384 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATATAGACAAGA 

C TTAAC AGTGCATACTCTTAACTGGGACACATGCTGCCTCTTAACTGTGAGCAAAGGGNC 

AATTTTCCGACATCTAAAATAAGGACTGAAGTTTTCACCAAAAGTAAGAATTAATGAGAT 

GGCTAGGGTAAGACT GAMC TNCAAGATTATTCACTCAATATCCATCCTCCCTTTATCTT 

GGCMTAGMCCTATATTTTTCAAAAGTTTTCCCTACGGATAGAAGGTGGTCAGAAGAGG 

ATGTMGCMGAATTCACTTGGGTANGGANTTCCTGGAAGAAGGCCCTTTTGAAACTCTT 

TGGCTTTCATTCTGGCGGGGAAGTOAAACTTCATGGGCTGGAGCAACCACAGCCATTTTG 

TACC 

Sequence 4385 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTAATTTTATCCATTTTATATATTAGATATCT 

GAGGCTTCCAGAAATAAGTGATTTGCTCAAAATCAGCACTCAAACCAAGACTCCGTGGCC 

CTAAAGCCCAGGCTCTTGCAATATAAGTATCATGGTTATTGAAAGCACGGAGAGTCATGT 

TTMGTTAGGTTTATGATTTCCAGAAAATATTGGATTTAAATGATTCCTTCAATGAGGGG 

GCAGGCATGAGATAGA 

Sequence 4386 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAATTCCAAGCAGCAAAGGAACAGGGCAG 

CACCCAGTGTAACTGATAAGGTAATTCATGCCACACAAGACGCATTAGGTGAACCTGGTG 

GTGCC CTCTGC CTGTAGGGGAACAAGAGAAAACTATCCCCAGAATCAGCCACCTCAGCCC 

CTAGTAI I 1 1 1 ICTATCAATGCCTTGTATCAGCCTCAAAGCAGCCTGTTCAAGTTAACTC 

CCTGTTGAACTCCAGGGCCTATACCTCTCTTGGCTGAATAGATATAAGAACATCCTTGCC 

TGATGGGTTCATATTCCTCTTCAATTCTGCTGTCTAAAAGAA 

Sequence 4387 

NCCTTACCGTGGCCGCGGCCGAGGTACNACTAAAGGCAACTGGCATGGACTCAAATATTT 

TGGGGMGAAAAAGACTAMAGTTCTMGGMGAAAATTGCGGACCTTTGATAGTTTTGA 

MTAGTTNTNAAAMGGANNAGTTNGTTANMAMCCTTGNTTTNAGGGACAGNTTTTTG 

MTNTMTTGGGMCCTAATTTNAGGAATTGAAATTACCTTCTGGGGGTTTCCTNGAANT 

AAANTTGGGNTTANTTAAACGGGGGAGGCAAANGTTAAAAAAGGTTAATTNTTTTTAAGG 

GGGGGATTTCCCCAAAAANTTAMTTTTMCCGGTCCCCTTTGACCAAGATCCTTTTTTT 

NTTTTCCNCCAAAAAAATTANAGTTCTTCCAATTTGNNGGNGGNGNGNAAAGNGGG 

Sequence 4388 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCTTTGTCACATAACGTGACTGAAAATGA 

CTCTTGCAGACCTCACTATTTTATTTTCAACTCACAGGTAACTAAATATGCTTATTTTCT 

CAAAAGAAGAGTTTAGGGAAGAAAAGAGGGAAGCTATTCACTCCCAGGGTAAAGGGAGGA 

G GATA ATANGTGCTTTATAGAAAACATGTGATTAGCTAATTATTGAGGACTGTGAAGAAA 

GTTTTGGTTTACATCTGAAAATAGATTGAGAATTGAGATAATCGTATGGTGCTAATAATT 

GACACATTCAGAAGTGAGGATATTGATCATACTTNATGAACAGAATTAGAAGGAATGGGA 

AGCTMTTCACAAAGGAAACTTAGGCTTTGATTCTAAGATTNGTTTACATAAAATATATG 

CTGCNNGAAATGTGACAGCATGAGTTCGNTACATCANAATTAAGTANGATTTTTTACGTN 
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TTCTTNCAGACTGTCTATGCCTGTGCCCAANTCTGAATCCTTTT 
Sequence 4389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAA 

GTCTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACA 

ATATCCCAAAATAATAAAAGCTCAGAACTAAAACTTTAGGAAGTATAGGAGAAAGGAAGA 

ATGGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAG 

AMGGCTATTAAAATGGACCGAGTTGTAGTCCTATCCCTGACATTTTATGTCCTTGGTTA 

ATGTGCTTAGCCATCTTGTGCTTCAAGAAATGTCCTCCTATCTGTTCAAACCTGTAATTT 

1TGMGGTTTAAACCATGATTTTTCTGATMTCTTCAMCTGCTCACATCTCCTTTGTTA 

GAACTAGTA TCTTANA AATGCNAAAAACGATTAGNTTTTGAAATCACATTGCTCCTAAAA 

AGAACTAAMTTTTTTNGANTTATCTC 

Sequence 4390 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTCCTTATGAGG 

GCTTTCTTCCTCAGTGTTCTCTTTAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTT 

TGGGTGTGCCCTCAGAGCCTGCAACAAGTGTATTTGGATATACTCTATTTGTAAAGTTTA 

GGCCTCTAAGAAGGCCACAATGAAGCAACTAAAAATCTGATGATTAAGGGAGTCAATCAA 

GCTGATGCCATTTTTAGTTTAAAAATGMGCAGAGCTCTAAACTCATAGATGGGTTTTCT 

TACTGGGAAGAAGATTGGCTCTCTGAAGACAGCTTCCAATGAGGAATGTATTGAACAATG 

GCAGCACTGTCTGGCCACCCACAAACTGTTACAGATGACCCAGTTACACTGTTGCATAGG 

AACCCAAGTGGAAAGAAGACAGAGTCCATGTCTGTCCATGGCTTCAGCTACAGAAAGGAT 

AGTATGGGAACATTACAANGGGGG 

Sequence 4391 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 

ATGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 

MCAACTTAAGACACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 

CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTCCTMTTATTTTAAAGTCGATTA 

CAAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGT 

AGAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAG 

GATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAA 

ATTACATATGGGAAAGGGGGAAA 

Sequence 4392 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGTCTCAGTTATACAAGTGGCAAGAAG 

AGGACAGTGGACCAGCTCCTGGGACCTTCCAAAACATTGGCTTTGACATCTGCCAAGATG 

ATGATTCCATCCACCTGGAGTCCATCTATAGTAATTTCCAGCCCTCCCTGAGACACATAG 

ACCCTGAAACAAAGATCCGAATTCAGAGGCCTCAGGTAATGACGACATCATTTTAAGGCA 

TGGAGCTGANAAGTCTGGGAGTGAGGAGATCCCAGTCCGGCTAAGCTTGGTGGAGCATTT 

TCCCATTGAGAGCCTTCCATGGGAAACTCAAT 

Sequence 4393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGTCAGGAGTTAACCTGTGTTCAATGCTTC 

ATCATTGCTTGTTTACCTACCAGCATTTTAGGAAGGATTAGTTTATCATCAAGGCCTTGT 

TTGGAGTGGGAGTAAGGGGGTGATTTGTTCTGATCTCAGGAAGGAAAAGTGAGCAGGATC 

TGGATAGCTCCAAGGAGCTCAAAAGCCTATGTGTGAGCACCATGGCTGGGGACGGCTCAA 

GGGTAAAGGCCACTTCGGGGCACAATCCAATGGACACCAAAAGGATAGGTAAGGAACACG 

AGCTTGCTTCCTTCATAGATTAGCCTGGGCCCMGCCCAGCCTACTTTGACAGTCTTTTA 

TTCTATTCATAAAGGAGGTCTTATGCAGGMAACTAAGACTCTTATCTAGCAGCTTTCTT 

TTCTTAAGCTMGAAMAGGAATGTCATAAAMAGGTGAMCATTACTTTTGGTGAGCTC 

TGCTATTTTTTTTTTTTA 

Sequence 4394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCCTCTTCCTTTCTCCGCCATCGTGGNGT 

GTTCTTGACTCCGCTGCTCGCCATGTCTTCTCACAAGACTTTCAGGATTAAGCGATTCCT 

GGCCAAGAAACAAAAGCAAAATCGTCCCATTCCCCAGTGGATTCGGATGAAAACTGGAAA 
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TAAAATCAGGTACAAGAACCAGTTGGCAGTATGTAAATTCAGAGCTTTGTGGAACAGAGT 

TTCAAAGTAAGGCTGCCGTCCGAAGGCACGAAGTGTCCATAGTCCTTTTAAGCTTGTAAC 

AAGATGAGTGAAAATTGGACTCCTGCCTTCAGATTCCAGTTGTTTGAGTTGCTGTGAGGT 

TTGGAGGAAATATGCTCTCAACATAATAAAAGCCACTATCACTGGCACTGTTGCAACAAA 

NATGTAGGGTTGTAAAACTGCGACAACTGCTATNGCTCCANTCACAATTAATAACA 

Sequence 4395 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTTTTACAGGGTATACAACGTCCAATAATT 

TCCCTTCATCAACATGCCATGATTTATCAGCCTTGAAAAGTATCTCAAAGGCTTAGAAAA 

CTTTATTCATTTATTCATTCATTCATTTATTCTGTGGATGATCATTGAAAGCCTATTGCA 

TGCCAAGAAATATACTA GAAAT AAAGGATCATCAAAATAGTCATATAATCCCTCTTCCCA 

GGCCAGAAAGCTTACAGTTTTACATCCGGATGAGAATAGAAGGAATCAACTCATTTAGCA 

GATGGAGAAGAGGCCC AGAAA AATTACATAATAATCGATGTTACTATTGCATTCTTCATG 

ACCTACCACACCTTGAATTTTTCCTTTTCTCCTAACAACATAATTTTCCACCATATAACC 

TACAGTATTGGGAGATTTCTGGGCATACAAGACTTCACTAACTCATATCTTAGCTGGTAT 

AGGGAAT 

Sequence 4396 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTATTTTGAATGGTTTCCCACTTTCAAATGG 

GAAMCCGACTGTCTTTCTTCCCTTCCCCAGTTATTATCCAGCTTTGTATTGCAAACAAT 

GACTCTCCTGTTGTTCTCATTGAAGCGTGGGTTAAAGTGGAAGGCAACATCATTCCCTCT 

TTGGAAATCTAAAGCAATTCTGTTTGCATTGGGCTTCACCGTGCCCAGAATTGTTATCAG 

CATGCGAGGCACCACTCCCCCAGGCAAAGGCAGGTTATAAGGCACAATCAGTGGCCCCCC 

GCG TACCC AGCACCACCTAGGAAGTATTTTTGCCACAAAATCAGACCTCCAGATCTAACT 

ACCATTTTATAGGAAAGATAAGTTCAGAGAACCATGTCAAATGACACCTCGGGATTTCAA 

CCAGCAACGTTCAAATGTGCTAAACTCTGTAGATGGAAAGAGACTTACAGACATTTCAAA 

TAAATGCAATATATGGGCCTTGCTTGAATCTAATACAAACAATTCAACTACCAAAACAGC 

CAMCATTTGGTGGGACAATGGGGAGATGCTTGGAATTCCGATTGGTTANTTTAAGGGTG 

TTTAGAAATATTTATNGGCCAAATGGATGTAATGCTCCGGAAATTGCTTTAAAATGAATC 

CAGGA C I 1 1 I 1 1 I 1 1 1 I I I 1 1 

Sequence 4397 

GGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCAGCTATTT 

TATAGACTATCCCTCMTTGGGATrTGTCTGATGTTTTTCTTATAACTATACTGGGATTA 

TAGGTTTGGGAGGGGAAAACTACAGAGATAAAGCACCTCTTTCATATCAAGGGTACACTC 

TATGATGGTCACGTNACNNTNAANTCACCTGGCAGACNTANTTCTCATAATGTATCTCCT 

TTGTCAAGCANCACATGACTGTATAATATTTTACCTAAGAAAGAATTCTTCGGTGAAAAT 

ACCAATGCTGTAGAATTACTGTANTCAATTTTTAGGTTCAA 

Sequence 4398 

GCATTGCTTTTTACATTACAATTCCAGATCAATATAAGCACCTGGAGAAGAACCCTGACA 

CATGTAGCCCAAGCTA AAGAA GTAGTATTTTTCATTAAGATACTATCATAAAATAAAGTG 

ATTACAGCTACTCCACATTTTAAAAGCAACATGTTTTTATAAGAAAATTGTTATAAATGA 

AAMCGTGACTTCTTGAAGACAGTTTTGAATGTCTAAAAATGTTGTTATCACTACTGAGA 

GGAAACTTGCCTATGAAAAATATTATAATGAGTTTGTGGAAAAAAGTTAACAGGTTAAAT 

ATTTTAAGCCATTTAACTATAGCATAATATTAGTCATCTGAGCACTTTCAGTATCACTCT 

TATTTTATTAMTTTATCCCATTTATTAATAGAAACTAGGGCCCTGATTGGCCAGGTTCT 

GTTATTTACTAATGGGGTCAAG 

Sequence 4399 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTAGTAACATAGTCTGTTGGGTAATACT 

GCCGCTGGTGGAACTGGAAGCCTGGGAACGGCTTATTAACTGTGCAGGTGTAGGAGAAGT 

GGAGAGGTTGATAGACGTTTGGGACATACTTGACTGCTGTGTGACACTTCCTGTGGGAGA 

TGTAGATGGTCTTCCACTGGACAAACTTGCCTGAACAGCAGCAAGGCTCTGAAGCTGGGA 

GCTGCTTAAATGCTGCTGCTGAAGAGCTGCAGTATGCAGCATCAAGTGCTGTTGTTGGGC 
TGC 
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Sequence 4400 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTTTTQCCTAGGGCCAGCTTGAGATATAACT 

GTTTGTATAAGGTTTGTATAAGGTTGCAGTGAGCCGAGATCATGCAGAGAACCCTAAATG 

CAGAGTAATTATCACTTATAGACATTCATCATTACTATATCAACTCTGTGACGAGGGGAA 

TMTGTGCTATTTACATTAAATGTGCAGTTTATAAATCAAAAAATGGATTTCAGTAGAGT 

AAAGTCGGGTAGAATGAGAGATATAT7TACCAAAAAATCAAAAACAAAAAAGAGTCCTAT 

TCAGCCCTGGAGTCTAGGTTCCAATCATTTCTAGGATACAGATATTCAATATACAATATA 

GTTCTTGCTGTGCTAMAGMTAGMTTATTGGAGACGACCAGTATGTATTGNTTTTCAT 

AATATGACCTCTGCCAGAAAAATTGTGATCTTGCAAGTTTTAGTACCTGCCCGGGCGGCC 

GCTCGAAAGGG 

Sequence 4401 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCATGCACTGGGGTAAAGAAGATTCATCTG 

CTCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCA 

CCTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGC 

CAACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCT 

AGAGAAAAAGAACCAATCAGATGTGTATATATAGAAAGAGAGAATTATTTTAGGGAATTA 

GCTCACATCATTATGCAGGCTGGTCAATCAAAAATCTGTGGAGTGGGCTAGCAGGCTNGA 

GACCCAGGGAAAGGCTAAATTGCAGTTTANATCAGAAGGTCATCTACTGGCAGAATTCCC 

TCATCTTCCAGGAAGGTGGATCTTTTTC 

Sequence 4402 

CCTTTCGAGCGGCCCGCCGGGCAGGTCCTGCTTTGCATTTCATTTGCTCTGTNTTTCAGA 

ACTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTAAT 

ATCAATTCTAATTTAATACATAAATGACTTGTTCAAATCTTACTTAGACTCCATGTAAGG 

GGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTGGAC 

CACACTACANCAA7TGGAAGCTACTTATCATATTTCCTAAGATAAAGGTTTGTTGGATCC 

TMTATGGGMGGATTTAAAAGAGATTTAAAAAGGTAGGACAGCTNAATTTAAAATCCCA 

AAATTCTCAACCAAGTTTGATCTCATTNGGCAGATGGTNGATGATCTTGAATGACTGTGA 

GCCTAGAAAGGTNGAAAGTAATTTCTTTATTGGAGAAAATAAAGACCTTGGNTCCTAAGG 

AAAAAGGGCTA 

Sequence 4403 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGATCAGAACCTTGAAAGTCAGTGAGGACT 

AGGGGAATAGGAAGTAGTATTTGGGCTGACTTGAAGTTGAGGGGAAGGACATCTACAGTT 

GAGGGAAATGGTATGGGCAGAGTCGTGGTCAGTGGTTAGGAAATGGTGTATGGTGTATAT 

GGGGTAGTCCGAAGATCCACTGGGATAAAATAGAAAGCAGCAAATGTGCATCTGACAATT 

TTGGAGMCCTTTGGATATCTAACTGTATMTTTATTATTCATTTATTATTATTTTTTGA 

GATAGGGTCTTGCTTT 

Sequence 4404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTCGGCTTTTTGTCTGAATTTATTTGG 

AAGTCACTGGMGGTMGATAGGGTGTGATCTGATTTACAGTTTTTAACATTTGGAATAA 

TCCCGMCTTTCAGAATCATTACTAATATTTTAATAAAAGTAAGTTGCCAAATTGATGCC 

CCATCACTCCTGAATACTTTAGTGTGTACACCACAATGGCTGAGCACTTCCTGACGTTGC 

TGGTAGTGCCTGCCATCAAGAAAGATTATGGTTCCCAGGAAGACTTCACTCAAGTGTGGA 

ACACCACCATGAAAGGGCTCAAGTGCTGTGGCTTCACCAACTATACGGATTTTGAGGACT 

CACCCTACTTTCAAAGAGAACAGTNCCTTTCCC 

Sequence 4405 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGCATTATACCTCTAGGCGTCATCAGAAA 

TTTGTGCTTAATATTGNNCACTNACATTCCNTGAACAACGNTNCCTACTNANATCCCTAG 

ACTAACAACATGAAGTCTTAGGGGTATAGTCTATAATCATTACAACACAGGAAGAAAATA 

CCTGGTATTCCATTAAGCGGNATAAACATTACTTTAGCATAGTGATTGCAGCTTNCAAAT 

ACACCTGACTCANATTTTGAATATTATAGTAAGCAAATTAAGTACCTGGGAAGAGTATTT 

TGAAACCTTCATCAATGGAAAAGTGGTT 
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Sequence 4406 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCTGCCTCCTATACCTAGCTGGTCTCCTCT 

CTGTTGCTCAATGTTACCACAGCAGGCTTTCTAGAAGCACTCTGACAGTGTTACTCCCTA 

ATATCCTTCAGT GACT TCAGGAACTTTCAGGAGAAAGCCAAACTCCTCTGTTTGGTGTAC 

TCAGGATTATTGTT TTGTAGGCM GGTGATTGTCTTCGTGTTTATTATTCATTTGTGGTA 

AGTTCACCT TGGA CTTTTTATTTTGGGTAAACATCACATACATCATCATTAATCAGGCTT 

TGGGGCTCCTTTTCCCCATT ATTCMT GTCTCTCTGCTCTTTTTTTAAATTATTATTATA 

CTTAMTTTTAGGGTACTTNNTTTTTTNTTNNNNNNNNNNNNNNNNAATCAAAGCNCATT 

TTAATCATTTANTTTTAAAAGGGG 

Sequence 4407 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTTCTAGCATGGCATATTTTTCAC 

ATATCTAG TATGA MTTATATMGTATTCTAAATTTATATCTTGTAGCTTTATCAAAGGG 

TGAAMTTATTTTGTTCATACATATTTTTGTAGCACTGACAGATTTCCATCCTAGTCACT 

ACCTTCATGCATAGGTTTAGCAGTATAGTGGCGCCACTGTTTTGAATCTCATAATTTATA 

CAAGTCATATTAATATATTTCCATTAAAAAATCAAGTTGTACCTCGGCCGCGACCACGCT 

AAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnAGCCGGAAGCATAAAGnnnnnnnnnnnnnnnnnnnnnnnnnnnNGA 

nnnnnnnnnnnnnnnnnnnnnnnAGCGCTCACTGCCCCGCTTTTCCAGTCGGGAAACCTN 

TCGNGCCCGCCTGCATTAATGGAATCGGCCAACNCGCCGGGGAACGCCCTTTGGCTAGGC 

NGGGCNNTTGTNCACT TGGTTNNNA GCTGACNTANNGNGCCCTTCGANTNNCNCGNCNNG 

GGNNCAMCNGGNNTNTTTTlvrrTTTNTTCCCTTTTTTTCTCCCCCCCCCCNTCCTTCCCC 

CCCCCCCCCCTNTCTCCCTTTTTTNCCCCCNTTTNCCTNNNCCCCCCCCCCC 
Sequence 4408 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACACAGTTTTAAAGAAATATGAGATTTGCAAGA 

MTTTCCAGGTTTCCTTTTGGGTACTGGCAACGTGGCTCTTTTCACCCTGAAAACTGAGA 

AAACTGCCAGTGCATTCACAACATACACAGCCTCTTCTAACCATGGGGGGAAAAAGGCTG 

GGAGATGCGGTAGTAACAGAAAGTTGGTAGTCCTAGGAAGTTATCATTCAACAAGGGTTT 

TTGCTGAAAGATAAATCAGCCCCTCTGAGGAGTTTTATGACTCAAACTGCTCTAAAGCCC 
CCAAGGCCC 

Sequence 4409 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCTCCATATATATTTGTTAAATATCCAC 

TAGGTTCCAGGAGCTATGCCAGACACCAGGGGAGTGTGTGATGAGCAAAAGCAGTCATGC 

TCCCTACCCTTGTTGAGCTTACCAAAAAAAAAAAGAAAACAGAGACATGAAACAAGCAAT 

CACAATCTGATGATGATAGTAAAGGGAACAAGCAAGGTGTCACAGGAGTGCAGCACAAGG 

GAATTTTACCCAGGCCAGGGTCTTTGATGAATTGCAGAGCANGGGATAAGTGCCAGAGAA 

GGGCATGATGTAGGTCAAAGACTGGACCCCTAAGAAGAACTGACTGGGGTGTTCCCTAGC 

CTTGTTTCAGTGTTTGCCCTCTATTCATCATTCCTCCAANTGCTCCAAGCTTCCCGNCCA 

AGACAGCTTGTNGGCAATGTACCCTGCC 

Sequence 4410 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGGCAAGAATCCAGGGCAACGTGGTTCCCT 

CGCTCACGGTCCCGGAAATGTCCAGGGAAGCAGGTCTGAGCCTGCTGCTGTTAGTGCATT 

CAGTCGCCTGCCTCAGTCTCTCTGTAGAGCCTGCCCGCGTACAGACTATTTAGTTGTTTG 

AGAAMCAGGGGCGTTTCCTAATTTGGTCTTTATCCTGCGACAACACTTTCAGCAGACTA 

GCCTCTCCTTATCTCACAGATCACAAGCACCCCTAGATAGTGTGATTCTGTCAGATAGCA 

TTTATGCAAAAATCTATGAAGTTAAAAGATCGTANGAAGCCAAATGAAATGTTACCTGCC 
C 

Sequence 441 1 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAATCAA 

TGGTTMTGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAAA 

ACAACTTAAGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTACC 
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ATATCTTGTTCTTATATTAMATGTTCTATCATTTTCCTMTTATTTTAAAGTCGATTAC 

AAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTA 

GAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGG 

ATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAA 

TTACATATGGAAAGGG 

Sequence 4412 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGAGGMGTTTCTGATCGTTACTGTTTTA 

TGGATGAGAAGACTAAACCTCAGAGAAGTTTATTCCTTATCCATGGTCACACAGCTAATA 

ATCAGCAGAATCAGGATACGGTCTCAGGTCTGTCTGACTCCTAAATCTGTGCTCTTAACC 

AGTCTTATGTGCTGACTCAATGAAATTAGTTGGGAATAGAATGAAATTCACTCAGCTACC 

CTCAGCCTTCTGGATGGTGAGCCTTCCTTCAAGGAAAACAGAACAACAAATCAAGATAGT 

MCTGACATCTCTCGGGAGAATTACTTTATATTACTACAAAGTAATATAAAGTGATAAAT 

CCTTATTCACATTTACTGTTTTCTCTTATTGGCTTCAAGTGTTGCATTTCCCCATAAACT 

AGAGGATTAATTTAGAAACATGAAGAACCTTGTCAGCCTTTGGCCMTTCCTTTTGTTTG 

TGAAGGAAACAAAAACAAAATTGGATAGGAAAAAAAAAAACCCNAAAAAAAAAAAAAGAA 
AA 

Sequence 4413 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACCTGCTTTGCATTTCATTTGCTCTGTTTTTCA 

GAACTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTA 

ATATCAATtCTAATTTAATACATAAATGACTTGTTCAAATACTTACTTAGACTCCATGTA 

AGGGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTAG 

ACCACACTACAACAATTGGGAAGCTACTTATCATATTTNCTAAGATAAAGTTTTGTCTGG 

ATCCTAATATGGGGAANGGATTTAAAAGAGANTTAAAAAGGTGGACAGCTAATTTAAAAT 

CCCAAAATTCTCAACCAAGTTGATCTCATTGGCAGAATGGTAGATGATCTGAATGACTGT 

GAGCCTANAAAAGGTGNAAGTTATTTCTTTATTGAGAAAATAAAGACATGGTTCCTTAAN 

GGAAAAGG 

Sequence 4414 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGCTTCTGCATAGCAAAAGCCCCCCACAATT 

ACAGGTAAATAAATGCTACCCTTCCCAGCAAGGGCCAGGAAGTGCAGGAAAATATCAAGT 

TGCCTGAGGATCTGAATGCAATAGAAAAAGTTCTGAAAGTCAAAGGTCTTGCAATAGAAC 

ATTCAAGAGGTGAAGCCTTATGATTCATCAACTTGGGTTCACTCAGTGGTCAAACCAAAA 

AAAAAAAAAAAAAAAA AAAGT ACTTN N 1 1 1 1 1 1 1 1 1 1 1 1 [ 

Sequence 441 5 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAAACTACATGATAATTAAATATGAGAAAGG 

CMATTCTATTTCACTCGTTACGTTTGACCAAAACACGGTAAACAGCATTAGCTTGCCTT 

TTGCTCTCCCATACCACCTGTGAACTCTTCATCAGCATCAGACCAAAGATCCTTATGTAA 

ACTTGAAAACCGGAAGAACATTACCTTCAGAAACACAGAAATCTAAAAGCAAAACAGCTG 

TTGTGTATACAAGCAATTAAAATATGAAGGCTAAACCTTCTATAAACCTACAGAATGCCA 

TTTNTTAGATAGAACTTCTAACAGCCCTTACAAAATAGGAGGTCACCATAAAGTTAGGCA 

ACAAGTGTCACTGCTATATGTAAGGCGGACAGGAAGATATCTTGTTTTGGAACTGAATAT 

TCCTAACCTCATCCCTACAAGTATTTAAGGACACCTTTGATACTTGGCACTGCAGGAGAA 

TTCAATTTGGAAAGTAGAATAA 

Sequence 4416 

CCCTTAGC GTGGT CGCGGCCCGAGGTACTGTCATAAATATTGTTATCTTTTCTTGCACTC 
GATAAGACATTTTACACTACTGATACGGACAGAGGCTGTATCCCCTCAAAGTATTTGAAG 
AAACTACAAAAGGAGAGGACAAAAGGATGTGAATTGTAGGAAGAATGGGGAGAAGGGGTC 
ATTGGCAGTCATCTTGGGGACTGGCTATTGCCTCACAAAAGGATATGTGATTTGATTTTT 

GCCNAANAAAAAAANGANAAAAAAAAAGGTNCCTGCCCGGGCGGCCGCTCGAAAG 
Sequence 4417 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTTAGAGACACGGAGGATTAAAGACTCAA 
CGACTGAAAATTTGGGGACTAACATGTAACTATGTTAAGAAAGTAATTCTTGAAAAATTC 
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ACTTACCCGGGACAMGAAATGATGTTMTAAMCATTTGTTTTCCACTTNTCACCTCCA 

MGGCTATAGMGAAMCAMAGTTGTATAMTACAGATTTTCTTTAAAGCAAACCAAAT 

ATCCATATTACAAATCTGATATTTGCCAAACTGTCAGACAGCAATGAGTACCTGCCCGGG 

CGGCCGCTCAAAGGG 

Sequence 4418 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTGAMCATGGNCATTTTTAGCCCTTTTCCTTA 

GGMCCATGTCTTTATTTTCTCAATAMGAMTTACTTTCAACTTTCTAGGCTCACAGTC 

ATTCAGATCATCTAC CATCT GCCAATGAGATCAACTTGGTTGAGMTTTTGGGATTTTAA 

ATTAGCTGTCCTACCTTTTTAMTCTCTrTTAMTCCTTCCCATATTAGGATCCAACAAA 

ACTTTATCTTAGGAAATATGATAAGTAGCTTCCAATTGTTGTAGTGTGGTCTACAAATGT 

GATTTGATTCATCTTCCCCCACTCTMTTTTCTCCCCTTTTCTCCTCCCTTACATGGAGT 

CTMGTMGTATTTGMCAAGTCA7TTATGTATTAAATTAAGAACTGATATTAACTAAAT 

GTAGGMCATTCTGCTTATACCAGTTTTTCTCATGTCGTAAAGTGTAGTTCTGGAAAAGC 

AGAGCCAAATGAA 

Sequence 4419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCACNACAAATCNTGTACCGTATANNCTN 

CACATTCTTANANATANNGTNTGTGANCTNNAAAAANTGCCAGAGGACACGTTTNTGCTC 

NNCNNGNCCANTGATTATTNGCTGGNGATNGTGNCCANNGGNTCNTNCANTAACNNACNT 

TCGACTCCANAGGGTNNTNCACTCGATCNNNCTNAANAGGGATATCCAGCAGNTGANCGG 

TNCTNNTNNTCTNCAAGTACTCACACACTGTNGTNTAAGCTCNTNCATTTAGTNCGANCN 

GTNCC TCACA CNNNCTTGGGGCGATNTATGGNNTAATNTTTNNAATATANTTGNGTCCGA 

NNNGATTTTTCTCTTATTCNTNTNGANACTNTATGGNTAANTACATNTNATTNGAGCGTT 

NCTAGACACAANTANAGNNAATNCNTCNNAGNCTTTNNNATTGAATAGATAATNTATNGN 

TMTNGGATATGNTANTANNTGATThrTNGNGTATTTTTTTNTACNNNTCAN^^ 

NNCATACNMTCANTACANTTTTNCTATATTTATNATANTTFNATlvrrNANGTTANTNGTT 

CTTNC CCCCCCCCCCCNTNGNNCCCNNATTAGTATTTATTNNTTTTTTCCCCCCCCNCCC 

NTTTTNTTTCCCCCCCCCCCCCCCCNCCCCGNTTGTN i I I I I M I I I I I I I I CCTCCCCC 

CCCCTCTATTTN \ I I I I I I fCTCI I N 1 1 1 I I NCC I I I I I I II I I I I CNCCCCCCCCNCC 

Sequence 4420 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCACCACCACTGTATNGATGCTCATGAGCTCT 

GGCATGCCATGAAAGGGAGTAGGGCACTGATGAGAAATTGCCTCATTTGAAAATACTAGC 

CTCAMGAACAAATNGGAGGAAAATTTTTCCAAGATGCCGAGAAAGCCTACTGCTTTGGC 

AAATTACMGCAAATTAAACCCTTCCCAAAGANGGACCATTTTATTTTCAAGAAGAACCC 

TTCGGGGGGACCACTTTCAAGNAGGAATTACNTCTTCAATGGAAACNTTGGGTTCCAAGG 

GGGGAACCCAAGAAGAAGGGGAAAGGGGATTATTAACCGGGACCCCCNTGGCCGAATNGG 

GCCTGGCCTTCAAGGGNATTGGCCAAAATGGGGTTCCCCTTAATGGGGGGNAAAGGCCCC 

TTGGTTCCAGGCCAAGGAAAGGAACCGGGGGGGGGNAGGNCAANCAAAAAAA 

Sequence 4421 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 

MGCCCAGGATTMTGCAGGATTGCGACATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAMTGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAAGGGGAA 

Sequence 4422 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATGCACTGAGGTAAAGAAGATTCATCTGC 
TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 
CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGCC 
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AACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCTA 
GAGAAAAAGAACCAATCAGATGTGTATATATAGAAAGAGAGAATTATTTTAGGGAATTAG 
CTCACATCATTATGC 
Sequence 4423 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTNCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTTCTATGA 

AAAACAGAGGGAA 

Sequence 4424 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTTAGTCCATTCTCTAACTGCTGCTA 

GAATAGTCTTCTACTGTCTTCTTAATGATTATAGAATAAAATCCAAATTCTTTAGTGTGA 

TATGTAAGGACCTCAATGATTTCACACTTCCATGTCAGATAGCTTATGCTACTTTCTCTA 

CTGGAAATGCTCCCTC ACCTTG GCCTTCTAATAAGCATGTACI I I I I 1 1 1 I I I 1 1 I I 1 1 1 

TTCCCTTGGACCATAAATTTTTATTGGCAGGTCAAGANAAGAACCGGGGGTAAGGGTCCC 
TTC 

Sequence 4425 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 II I 1 1 1 1 I I 1 1 1 1 1 II 1 1 1 I I 1 1 1 CTGC 

TTNAMTCATGTTTATTGNGGGGCCAGGGGGTAGGGGANMTGTTATTTTTTTNTACTGA 

AATGCACCTTTAACTTTATAATATCTGGTAATGGNGAAACAAAATTCACTTNTAGTAACA 

AGACCTAAGCCACAAAATTTCANAGT 

Sequence 4426 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCCACCATACAGCCAAGCTTGCTAAAGG 

AAAACCCAGTTTAAGATTTCTCCAGGCCAAGAGGAGGAATGAGAGAAGGATTAATTTCCT 

CMGTTAACACTTTCCTTAGGTCCAAGGAATCAATGCCTTAAAGCACACTGAAGTTTAGA 

ACACTGTGGTGACAACAGACATTCCTACCTCTCCTGATTTCCACTGGATTAGCACCTTTG 

CTAATCTTCTCGAAGQCTTCCTTGGCTATAGAGCGTGCCAGTACCTCGGCCGCGACCACG 

CTAAGGGCGAATTCCA 

Sequence 4427 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCTCCCTTTACCTGTTTCCCTACTGGAAAGTG 

GGATAATACi 1 1 I I ACCTCATGGACTTGTCAGGAGGATTCATTAAAACGACTCGCATAAA 

GCCTATGCCACATGGTAGATGCCAATTCAGGGTCTCAAGAAAGAACAGCCCACAGGATTG 

ACACTGAACCTTAACAAAGTTAACAGGACCAAGGTGCAGAGAGGGTGCTAGGACAGCGAA 

GCCAAAGAGGACCCCTCAAACCCAACAAGAGCTGTGCGGCTCCCTGATTCCTCGCCAGTG 

TTGCTACCGCCCTTGGCTCTTCTTGCATGGCTGGCTCTTGAGACCCTGGAAGCTGATGGA 

GGCAACGTGAGAAGCACATGGACATCCGACCTTGAGCTTGAGAGGCAGAGGCCTGAGTTC 

TAGTTACAGCCCCAGCAGTACCTTCGGCCGCGACCACGCTAAGGG 

Sequence 4428 

GGTACNCTTGNNNTATCAANGNNANGNTCCAGCACNTCNNACANGAGCTTTTTATACCTA 

NCNNTNNTGGGAATAANAANNGATNCTATATGNNCNAAGCCCNTANCTTATNCNCTNGNN 

TTANTATGACNACNTTNANAATGANCACAGACTCTGNAANTGCTNCTNNCCTTTCAGCTG 

NGGCNANCGTNNGCATAANTANAGNAGTGCTGNNCATGGTGGNTTTGATNTACCNACNNT 

GGNGTATTNTNGATNTTTNATGAAGAANGGNAANTTCTAGNACANTGNNNGNNGNTNNNA 

ANNGNANCGNGCTCNGATACNAAACTAGCNGGNNTNGTGCGTCATAGCTNGGGCTGGCCA 

GGGCTTG ANTGG GAGTTGCAAAGGGATTTATTATACCATGATCTCTGCTTGTGCATATGT 

TTTGGAGATTTTCATAATCNAATGTGMNATTTTTGATTTTCATAATCANAAATCAATCA 

AAATATGAATGGTATAACG 

Sequence 4429 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTGGCAAAGGAATGAAAAAAGTT 

AGAAAGTTGTCTGTCTGTGGGTTAGGCTCTGCCTGCAAGATCTTACAATCTAGGTCAGAG 

GTTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGA 

CTATTGTAGAGTCTTACAT GAAGCT AMTTTGTTCATTTATATCACTTCTCTTTTATTAT 

GAGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTAAGA 

GTTAGATAGTAGTC I I I I I I 

Sequence 4430 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACATCCGGCTAATA I I I 1 I ICTTATTTT 
TTGTAGAGCAGGTGTCTCTCTCGTTGCCCAGGCTAGTCTCAGACTCATGACCTCAAAGAG 
TCCTCCCACCT CTGC CTCTCAAAGTGCTGGAATTATAGATGTGAGCCACTGTGCTGGACC 
AGTGAMGCTATTTTAAMTGTTTTTATAATTTTGTG 

GTCTGAATATTTGTGTACCAGCTCTGCTTCATTCCTGTCTGAAGAAGGGCAGATAGTTTG 
GCTGCTCCTGTGTTGTCACCTGCAATTCTCCCTTATCAGGGCCATTGGCCTCTCCCTTCT 
CTNTGTGAGGGATATTTTCTCTGACTTGTCAAATCCAACATCTTCCCAATTCCCTTCAAG 
ATCCAAATTGAAACATTCCAAACCTNNCAIsrTTAM 

ACTTTCCTAAAATMTATTNTGCTTA^^ITTCTTNCATMCCTCTGNNATTCACCTTTGTA 
TTTGGACCCACCCACATTATTGCTAAATANCCTAATCTTACCTGCTTGGAGNTTTGTCNA 
GTTATGNNrrNTTCACCTNGGAAAMCCAMAGAAAAAAATTGGTTTTTAAT 
Sequence 4431 

CCCTTTNGAGNGGNGCGCCCGGGCAGGTACCGCGGGGAGGNTGTGGGAGCGGATGGAGC 

GCTACAGTCAGCGCTTGGGGCTGGCCTCANCTTGTAGACCCGAGCCCTGCANAACAACCC 

CCCGTGGCNGCATGAGAGCAGAAGAMGGGGGCCTTTATGCCCTTTTGAGGGAAGCACAC 

ATTCNTGCMGGCCCGTGGAAACAMGGGAGGGMCTGTTTTGTTAGCCCTCGTCCAGNA 

CCGCCCCTAANACAAACAATGGAGGAAGGGAAAGGGCAAAGTTGACCTTGTCCAGGAGNC 

CACTTCTGTTCAAAAAAGGGGGGACCTTGAGGTCCCTTCAGGGGGCTTGTTTGAACTCCA 

AAAGCCTGACAAAGNCAGGGTGGGCATTTNTTTTCTTTCANGAGCCAGGGGCCAANGTGT 

TAMTTCTTGGGACCCAATGGNGGTGGATTTCTTGAGGACCAGGACCCAACCCAAACTTG 

AAGNGAAGCCANAGTTTACACCCCTGTTTAMCCCTGCCTTTTCAAAGGGGGACCGACTT 

CTTNTTAAGAATTGCTTTTGCTTACCTTTMlTTCAAAGTTTTGACCACC 

CCTTTTC 

Sequence 4432 

TTCTCTTTGGTGGCCTCAAGATGCCAGGATAGAANTTGAGGTANTGGGATGCCCCAATAG 

CTAT TGAC CCAGACCAGTTAACAGAAGCCACCNCATGAGGAAAATGAGCTCTACTCTCTC 

CTACTTTTGGATTTTATCCCATGCAGTGGCCACCAGATNGAATAGGTGAGGCACGTGTGG 

ATTCACAAAAGCATTGAGTTTATATGTACCTGCCCGGGCGGCCGCTCNAAGGGCTNAATT 

CCAGCNCACTGGCGGC 

Sequence 4433 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

MGCCCAGGATTMTGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAG 

Sequence 4434 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCTGGTCTGGCAAGTCCATGGGTGGGAAC 

MGCACTGTGCTGAGATGAGCTCCMTMCMCTTTTTAACTTGGAGCAGCAACGAATGC 

AACAAGCGCCAACACTTCCTGTGCAAGTACTAGCTTCATAAAGTATGGTGCCTGCAGTCT 

TAGATATATTTATGTTTATGTTTAAATACAGATATATTTAAAAGGCTACAAGCAACATCT 

ACCCGCTCCTTACAGCCTGGTCCAGTGAGGGGTATTCCCTCCTCTCAAAGTCCACCTCCA 

GGCTTCTTGTTCTACTTCAGGTACCTGCCCGGGCCGGCCCGNTNGAAAAA 

Sequence 4435 
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CCCtT AGCGT GGTCGCGGCCGAGGTACAGCTCTMTTTCAAATTTTATTGTTTCGTATTT 

CAGTAi I I I I AGGGGAGGMGGAGAGTCGTGATTG ATGCATCCCTTTTCTTCCTTGTTAA 

AAGCAAAAAGAACATTACTACCATGCAAGTGACTAGGGTGTTATATGGCGCTGTGGAATA 

AAAGTTAAGCCTCCTCCCACCCCAGCAAACCAGAATTTCTGGCATAAACATACCTTATAG 

AACAGATATATCAAATCTACTATGAMTATTTAGCATTCTGGATATCTTTAGAAGTTTAT 

TCTAGTCCTGGGCTGTTTATTTCACACATATTTAAATAACTAAAAGAGATATTTATAAAT 

TMATTATATTTATGGAACAATTACTTTACACATATTAAT 

Sequence 4436 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I II I I H I H I 1 I I I I I I I 1 I 1 CCCCTC 

TATGCCCTACMGGGAGTTCATCACTTCAGATTATTTTAAAGATGAATGTGGAGGCAGAG 

ACATTCCAAAGTGGGAGTTAGATAGCAAGTCAGTGGCAAGGCCCAGGGGTAGAGACCTGG 

GMGACCAGCTGCMTTTGTGCTGTTTAATACTAGCAGCCTCGAAGAGAGCAGACCCATT 

ACAGCTGCAGGCTTGTTCMTTATTCTMCTTTATCTTTAAATATTGCTAGAGCATCTCA 

TAAGCTAAAGTGCTTTAAT 

Sequence 4437 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 
ATGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 
MCAACTTMGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 
CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTC^ 

CAAAAATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTAG 

AATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGGA 

TATGGAGCAGAACTTCCTACTTNTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAAT 

TACCATATGGGAAAGGGGGAAAATAACTTTTGT 

Sequence 4438 

AGATA TCTGCA NAATTCGCCCTTTGAGCGGCCGCCCGGGCNGGTACAGTATATTTATCAG 

CCGANTTTTITNTTATCGTTCCAMTTACATTTGGGGTTTCGGNATA 

ACNANCCTTTTATGTTTATTGTAGTAGGGCCTTAGATTTGCNCCGAAAAGGCTAGGGTAA 

TANGTGT^GTTTACCTTACCACTTTTATTTT 

Sequence 4439 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGAACTACAGGCACATATCACTACAGGGG 

GCTATTTATTGTATTTTTAGTAAACAGTGTTCATCATGTTGGCCAGGCTGGTCTTGAACT 

CCTGACCTCAAATGATCTGCTTGCCTTGGCCTCCCAAAGTGCTGAGACCACAGGCGTGAA 

CCAC TGCACCAGACCAGATAGGATAATTTAGCCCTCTATAAAATTGAAAATTGGAGACCA 

TTTTCTCTTAG AACTTCAAACATTA I I I I I I GTCTTCTGGCCTCTATTGTGCTATTAAAA 

MTGTGTTATMTTTTAATTGTAAACCCATTGTAGATCATTGTTCCCACTTTAACTGATT 

TTAATATCTTATTCTCTTTATMGTATTTMGTTTCMTGATGTATCTATATTTTAAACA 

ACTTATAGGATATTTGCTTATCCTATAAGTrTTGATAAAATTCTTAGGTCTATGACATCT 

TT GMT MTCTTGTCAAATCTTATCTATTATCTCATTAGANATTTCTGCTTTCCATTCTT 

ACTTTTGGTTGGATACMCTTTCMTAAMTTATATATTMCATTTTTCCA 

TCATTTCACCCATCTCNTTTTCATMTAATMTTCAAATTGGCCTTCCCTTT 

Sequence 4440 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTTTTAAATTMGGAGTTTTAGTTATA 

ATGAAATTGATTTGTAGTCTGTTTTGCCGTAMCTTGTTTTCTTTAMTTGTTCTTACAG 

TGATATCTTACTATTTTTMCTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGTT 

MTCAGTCTTGTCCCTACMGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGAAC 

ATTTCTTGGCTGGGCGCTGCGGCTTGCGCCTGTNATCTCAGCACTTTGGGAGGCTGAAGG 

TGGGTGGATCACCTGAGGTTGGGAAGTTCGAGACCAGCCTGACNAAACATAGTGAAACCC 

CGTCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGTGGTGGGTGTCTGTAATCCCAG 

CTATTCGGGAGGCTGAGGCAGGAAAAATCGCTTGAACCCGGGAGGTGGAGGTTGCAATTG 

AGCTGANATCCTGCCACTGCACTCCAGTCTGGGTGGACAGNAGCAAGGACTCCATCTNCA 

AAAAAATAAAATNAATAGAAAGAAGANANGAGAGGGAAAAAA 
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Sequence 4441 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACANTGGATGGAACCCAAAAAGGCCACGTTACT 

CMATGTTTCAGAACAAACTTCTCGATTAAMGGAACTCTGATGMATTACAGCTTCTTT 

AGAAATGAATGCCAGTGAAAATATTATTCATCAAAGTCCGCAGGGAGCAGCCAGGAGCAC 

ACAGGAAACACAGCCGGAAATGCGCTTACAAAGACTTGGCGGGCACGTGGGCTCACGCCT 

GGAATCCTGGCACTTTGGGAGACTGAGGCAGGTGGACTGCTTCAGCCCAGGAGTTCAGAC 

CGGCCTAGGCAACACAAGCAAGACTCCATCCATCTCTACAAAAAATTAAAAAAG 

Sequence 4442 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTTCTTCTCTTCGTTTTCCTCCAGCTTCC 

GGATATGGCGCAGGACAGGCTGCAGATTCATATAGAGGCGGTGGCTGTTGCTCAGAAGTT 

GCAGGAGGTGTCTGGAGCGCATGGGGCACCCCGTGTAGTATATGAGCTTCCGGGCTGAAG 

GCAAGCCATCTGGCMAATCTCAAATTTCTTACCCACAMCACCMTTTTCCAACATTTG 

TCCAGGGGMATCATAMGTAATTGTTTCTCTTCATCTAAATTCTGAAAAATCTGTATTC 

CCCTCATGGTCAATCCAAGAGTCAGCGATGCTTCMTTTCCCTTTTATCCTTATACAATC 

TGTAGTMTGAACAGCGACGTCATCCAGTCGGACAGCCTCTTTGATATATTTAAGATGAG 

CTTCGGMGCTGTTAGTGCAAACTGATCTTTGTGCATGTTTGGAATGTGCTTCAAGATGT 

AAGTCCTTCC 

Sequence 4443 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCCCCGGATTGATAAATTCTGGGGTGCAT 

AACCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAAGCTTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGG 

GTCAGGGTGGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCT 

GAGGGAGATCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGG 

TCTGAGCAGGTGCTGAAGGACCCCCTCGGTGGNAGTTGAATGTAACCTGAAGCCCT 

Sequence 4444 

CCCTTGGCCGCCCGGGCAGGTACTCGCCCCGGAtTGATAAATTCTGGGGTGCATAGCCAT 

TGATGAAGAGGCCATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCATGGGTCA 

GCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGTCAGGGT 

GGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGAGGGAGA 

TCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTCAGGTGC 

TGAAGGACCCCCTCGGTGGAGTTGAATGTAGCTGAGCCCTTGCCCATATCTGGTGAATAC 

TGGAGATTGGAGATGGTGAAGTtGAGTGTGAGGGTCTTCAGGTGGTACCTCGGCCGCGAC 

CACGCTTAAGGG 

Sequence 4445 

CTTAGGGAGTCGACTCMGCTCTTTCTTTCTGTTCAAGAAAGGTGATGCCTATCCCTACA 

TGCACCAAAGATTAAAGTTCCAAGGTCCACAATGTAAGGCAGAATTCTCCCTGAGTGCTG 

TGACCCCAMCATTGGGGGTATCTTTACGTGCTTTGGTTCTCAAAGCTCATCTCCTTACC 

TGTTGTCACACCCCAGTGTTCCTGTGGAGATCAAAGTTTCAGGACTGGCAAAGTACCAGA 

AGTC TTTGATATGGGTCTCCGTAGTCTTCTTCCTACTGTTCTTTGTCCTCACCCTCTTCT 

TTTTCCTCAGACTCTGGCATCAGAACAAGCACAGGAAAGGAGTACAGACAAAGATTGACT 

TGCAACATCCAGAAGGAGCTGTAGAGCCAAAGAGCATTGTTGGACACCTGCAGAAGAGTT 

CCAGACCAGCTNCTGCCATCCAGGAAGAAATCTTGTGTGAGAAAAGATGGCCTGGGAGGG 

AGATAACTGAGGTCTCAGCATCTGATGCTACTGTGAANGTCACAAGGTCTTGCAGACAAT 

GTGGAGCTAGGCATACTGAGCCCACATCAGGGATGACCCCTCATACACTTGTATGCCGAA 

GGTGAAACCTGCTAGACTCAGMNGGCACAGACTACCTCTTCTTTCCTGTTTNCAAANGG 

AATTACAGGCACTTCTTAACCCCAGACCGGAAAAA 

Sequence 4446 

CCCTTAGCG TGGT CGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 
ATATCTTGCATTTTCGTCCTTATAGTCATCTATGCMTAGGACCTTTGCTTTACTGGCTG 
CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 
CGAGATTTAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCANTAAG 
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CAGTGGTAA 
Sequence 4447 

TCGCCCCGCGTCCGGAAATTTTGAAGAATATTAGAAAATATCTGAAACTGAATGAAAATA 

AAACACAACATATCAAAATTAGTGAAATAGAAATAAAGTAGTACTTAGTGGTAAGTTTAT 

MTTMTTTACTTACGTTAGAATTAATTACTTTTATTCGGAAAGAATAAAGGTCTCAAGT 

CAACACTTTAAGCTTTTGCTTTAAGAAATCTAAAAAAAAA 

Sequence 4448 

TAGGGAGTCGACCCNCGCGNCTCGGCCNGACCGGNNCGATGGCTCGCTCGGTGACCGTGA 

TCTTTCTGGTGCTTGTCTCTCTGGCCGTCGTGCTTGCCATTCAGAAAACTCCCCAAATTC 

AAGTGTACTCTCGCCATCCACCGGAGAATGGGAAGCCCAACTTCCTCAACTGCTACGTGT 

CTCAGTTCCACCCACCTCAGATAGAAATTGAGCTACTGAAGAATGGAAAGAAGATACCAA 

ATATCGAGATGTCAGATCTGTCCTTCAGCAAGGACTGGTCTTTCTACATCCTGGCTCACA 

CTGAATTCACACCCACCGAGACCGATGTATATGCTTGCAGAGTTAAACACCGTCACTCTG 

AAGGAGCCCAAAACCGTCACCTGGGACCGAGACATGTAATCAAGCTCTATGGAGCTCTGA 

ATCATCTGGACCAGTTTAACTCCAGATCCGGTTTCTAATATGCTATACAATTTATCCACA 

AAGTAAAGAATAGCAATGAGCACACCATCTTCTTCATATCTTACCTTAAATATTTTATGC 

ATGTTTT AAAAA AAATTGGAGACTAATATCCTAGATTTCCCGGAATAAATAAAAGCTTCA 

ATGAGTGTTTTGATCAAGAATAATTAAAAAAAAAAAAAAAA 

Sequence 4449 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAATGCGATCACTGTGGGAAGGCCTTCAGCA 

TAGGTTCCAACCTGAATGTGCACGGGCGGATCCACACCGGGGAGAAGCCCTACGAATGCC 

TTGTCTGCGGGAAAGTCTTCAGCGACCACTCATCCCTCAGGAGCCACGTGAAAACTCACC 

GGAGAGAGAAGCTCTTTGTGTCATCCGTGTGGAAAAGGCTCCAGTGAGCGCGCCTGCTTT 

AGAGACACAGGATGATTCAGACCGGAAACAGACCTCGTGGGTGTAAGAGGAAGCCTCTGT 

GAGCTCGCACCTTACTGGGTGCAAAAGAATCCACGGAACTTGGGAGAAGTCCAGTTCCTG 

TAAAAACTGGGAAGACGAGGCGTTCTCATCCCATAGGAGGTTTGTGAGAACTCACGCCGG 
GGGTGAAAATG 

Sequence 4450 " 

CCCTTTCG AGCG GCCGCCCGGGCAGGTACTCTGCTGAAATTCCCTATCTATACAAAAATG 

TMTTCACCTTTTCTACTGGATCCTTAAACATATTTATAAAAAGGATTTTACAATCCTTG 

TCTGTTAG TTTCAA CATATGGCTCATCTGTGGATCTGCTTCTATTGACTATTTTTTCCCT 

CAGTCTTATTTTTTCTGCTTCTTCCTGAGTCTTGTMCTTTTTATTTTATGCCAGATGTT 

GTGTGTAAAAGTGTGGCAATAGGTATATCCAGAAAAGGACATGTCCCTTCCGCTGTTAGG 
CTGCTAGGA 

Sequence 4451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGAGGTTGCAGTGAGCTGAGATGGA 

GCCATTGCACTCCAGCCTGGACAACAGGGCGAGACTCCATCTCAAAAAGAAAGAAAGGAA 

TGTCCCCACATCTCCTTTGTGATGACAGATTATGGAGGAATTGAGGGACATCCTCTGGGA 

ATTAGGGGTGATGCTTGCTATCTACACTGAGCATTACCGAGGCCCTGACAAGGAGCTTTT 

CACTGCGGGCATGAGAAATGCCATCTTACAGTAGGCACACTACCAATGGTGTGGCACACT 

GGCGTCTATCTTGAGTCCCTTCATAGGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGT 

GAGCCAAGATCGTGCCACTGCACTCCAGCCTGGACCACAGAGTGAGACTCCGTCT 
Sequence 4452 

CCCTTTCGAG CGGCCGCCC GGGCAGGTACCTACACTTGGAATAAGACACTGTTCTGAATT 

TGTGGCATAG I I II 1 1 I I I rC ATATTGACATTAATAGAGGCTTNTATNGGGGTTAGGCTA 

AAMTCTTTNGTAAMATTTTAAATGACNCTGCTGATTTTTATCCGTTAATTATCAGTTT 

ATAANCTAATAAAAACTTNGGCTNGATATTACATTCTAGNGGTTAAATTNGNCATAAAAG 

GMTATGTGCTGA GTTACT TATGTATNGNMTCTNGANATTNCNATTTTTTATTTGAAAA 

TTANACAMGTTGGTTTTTAATTTTTATTNCATTTTAATAATNGAGTTCAAATTAAATGG 

GAAGGCTAMTTNGMTTCTGTTTTTCTCTCAAAATACTGNTTTTCTATTATTTAAAGGC 

ATTCCTTGGAGGTCTAAATTGGGCATTTATAGGTGTTGATGAACCNCACCGNTTAAAGAA 
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TGATGACTCCCTTCTGTATAAAACTTTAATAGATTTT 
Sequence 4453 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAATCAGAGGATTAAAAATAATAAAAAAG 

CATAAAGGAAGTCCAAGTGACTTCTGGGACACCATCAAATGAACCAATTTGTGTGTATGG 

AAGTTCCAGAAGGAGGAAAGTGAGAGGGGCAGAAAGCATA7TTAAAGACATACTGGCTGA 

GGCCAGGTGTAGTGGCTCACACCTGTAATCCCAGCACTGTGGGAGGCCAAAGTGGACGGA 

TCACATGAACACAGGAGTTCGAGACCAGCCTGGCCAACATGGTAAAATCCCGTCTCTACT 
AA 

Sequence 4454 

CCCTTTCGAGCGG CCGCCCGGGCAGGTA C I 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 1 1 1 1 ICTT 
I H N 1 1 1 I 1 1 1 1 I | 1 1 1 | 1 1 | | | 1 1 1 I I I 1 1 1 I I 1 1 1 I I I 1 1 1 INTNT A I I 1 1 1 1 1 I I I 
1 1 1 I I I I NAAA AAANTTTTNTN AATTTTTNNTTGGNTTTTGGGNAAAAAATTNAANTTTT 
NAANAAAA ANN I I I I 1 1 1 1 1 1 AAAAAAAAAAAAAAAANGGTTNTTGGGGGGGATTTTTTT 
1 1 1 1 1 1 1 I NAAAAACCCCAAAAAAANAAANCCCTTNTTTNAAAAAAAAAAAAA 
Sequence 4455 

CCCTTAGCG TGGT CGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 

ATATCTTGCATmCGTCCTTATAGTCATCTATGCAATAGGACCTTTGCTTTACTGGCTG 

CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 

CGAGATTTAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCAGTAAG 

CAGTGGTAACAACGCAGAGACTTTNN 1 1 1 1 1 1 1 1 

Sequence 4456 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACCACACAGAACTGTTTCATCGTCCTAACTACT 

ACTACI I I I IGTTATTCTTTCTCCTCCTCCTCCTGCTTTTCTCCGTCTCCCCTTCTCCTT 

CTCCTTCTGCTTTCTTCTTC I 1 1 I I I I I AGGAAGGTCTTGTTATATTGCCCAGGCTGCTC 

TTAAAATCCCTGACTCAAACAACTCTCTCACCTCAGCCTCCCAACATGCTGAGATTATAG 

GTTTGAGCTATCMGCCTAGCTTGATTATMTCMTCTCTATMCTTTCTTTTTCTACAA 

TGCCATATAAGTGGATCATGTAATATGTAAGCCTTTTGGATCTTACTTCCTTCACTGAAG 

GAMTGCATGTCTGACTCA TGCA TACTGTGGCGTANATCMTMTTTGTTTTTTGTTGTT 

GTTGACAACTAGGATG CTATTT TATGGATGCACCACAGTTTATTCAACTGCTATAAAGCA 

TCTGGTTTATACCCAGCTTTTTGCAATTGAAAATAAAGTTAGCAATACACAGCCCCAAAA 

AGGTTTGCATTTCAAACA7TAGTTTTCACTTTG 

Sequence 4457 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAGTTTTGAGACTACCTAGTCAATTTTCT 

TTCTGTAGATATACAAGATCTATGAAGATCAGTGTTTCCTGGCTCTCCTCATCCACCTCC 

CTGTC CAATA TATTTATTCTGTTTTCACTGGTGCCTCCTCCTTTGCATAACCTGTGGACA 

CTAGTCTTTTCCAGGTTTCTACTCTAAATTATCTTTGCTTTTCTTCTATATCATTCTTTT 

TGAGTMGTTCATCTACTCCTATTCATTCATTTGCAAACTTAACAAAACTATTTATTGAG 

TGTCTACAATGTGCTAACACCATTCTAGATGCTGGGAATGGGGTGGTAACAAAACAAAGT 

TCTTTCCTTCATGGAGCTTATCTGCTAAAAGGAAGATAGACAAATAAGTNTATAATATAA 

TTTCAGGGGGTAAAAAATGGTATGAATGGGGCT 

Sequence 4458 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCTGMGACCCTCACACTCAACTTCACCA 

TCTCCAATCTCCAGTATTCACCAGATATGGGCAAGGGCTCAGCTACATTCAACTCCACCG 

AGGGGGTCCTTCAGCACCTGCTCAGACCCTTGTTCCAGAAGAGCAGCATGGGCCCCTTCT 

ACTCGGGTTGCCAACCGATCTCCCTCAGGCCTGAGAAGGATGGGGCAGCCACTGGTGTGG 

ACACCACCTGCACCTACCACCCTGACCCTGTGGGCCCCGGGCTGGACATACAGCAGCTTT 

ACTGGGAGCTGAGTCAGCTGACCCATGGTGTCACCCAACTGGGCTTCTATGTCCTGGACA 
Sequence 4459 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 1 1 1 I I 1 1 1 1 1 I 1 1 1 I I I I NGAGACGAAG 

TCTTGCTCTGTTGCCCANGCTGGACTGCAGTGGCACNATTTCNGCTCACTGCAANCTCCN 

CCTCCCNGATTCATNCCATTCTCCTNCCTCAACCTCCCAAATAACTANNACTACAAGCNC 
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CTACCACCACACCCAGCTMTTTm 

ACCAAAATANTCT CAATC TCCTAACCTTATAATCCACCCATCTTNACCTCCCAAAAACCA 

MAM TAAAMNCCTTTTNCCACCNCACCCAATCCCTAMTATATMNTATTTAACTTTC 

ATTTTCCTTMTAACTAATATCCTTTTATTT^ 

TCCCAACNTTTTCAAAAAAAACCCTTCTTAAAAATTTTMATTTCCNA I I I 1 1 I I I I NAT 

TCAMTAAAMCMTTTTN AAAAAAAMTTTACTTTTTTN NCCCAATNTTTTAAATTTTT 

TN ATAA MCNTAAAAAACTCAANTGATMNCTTTTCACTTTANTTAANATTCATTTTTTA 

ACTTTTNTCNNCNNAAANTTTTTTTC 

CCCCNTTNCCTTNCCCAAACNACCCTTTTAAAA 

Sequence 4460 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTTTrAMTTMGGAGTTTTAGTTATA 

ATGAMTTGATTTGTAGTCTGTTTTGCCGTAAACTTGTTTTTCTTT 

GTGATATCTTACTATTTTTAACTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGT 

TMTCMGTCTTGTCCCTACAAGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGA 

ACATTTCTTGGGCTGGGCGCTGCGGCTTGCGCCTGTAATCTCAGCACTTTGGGAGGCTGA 

GGTGGGTGGATCACCTGANGTTGGGAAGTTCGAAGACCAGCCTGACAAAACATAGTGAAA 

CCCCGTCTCTACTAAAAATACAAAAAT 

Sequence 4461 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTCTCTCACTGTGGGTCCCCTGTATTTCTTAT 

CTCCCACTCAAGATCAGTGTTTCTGAGGCTAAAATCCAAGCAAGTGTGGCCTAGAGGTAG 

GGGGCTTTCTTCTTCTACCCACCCTCCACTCACAGAGTCATGCTCTACGGTAGGCATGGC 

AGGCTGAGMTACAGGGGTCTCTCCTGCTCTCATTTCAGCTCACAGGGCAGAAGTTTTGC 

ACCAGATGAGGCAAGCCAAGACCAGAGGCTGCTGTCACTGTCTAGTCCCTAGCTTCAGAG 

CAGTGNGTTAGAGATTTTTTTCCCAGGGGAAGAG 

Sequence 4462 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCMGGAACAGAAAATTGTATTTTGA 

GTTTCCTTAGAGATTCCAGMCATTCTGCAGTAMTAMCAAGATCMGCTTATGTTTTA 

AAMATTATCAGAGAATTAGAAAATGTTACTGGAAAGAAAACCATTAAAAAAGTGTTAGA 

AAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAAAAAATGAGAAAACT 

CTGAGAGAAACATCAAAGAGAAACATCGAGATAGAGAGGCTAGAATTCCATCATGTGACT 

AATGCCGAACTTTGGAAAGATCAGAAAAAATAGAGACAAGAAACTAGTCAAAAAACTAAT 

TGACATTATTTCACMCATTTAACAACAAATATCAAATTGGGAGAACCTGACAAGTTCCT 

AGAATGATGGAAAMGTCCTATTTCTAAACACATTCATGAAATTTCAGACATTAAAGATA 

CAAAGATGGTCTTAAAGGTGATTGGGGAAAAAAATGCCAGTTTATGGATAAAGTGAACNG 

GAATCAGATTGGCANTAGAAAATGAAGCCGTGAGACAAAGANAAAATTGTATATTCTTGG 

CCAGCCATNCTAATCTGGGTAANGGTANACCCCAAAGTAA 

Sequence 4463 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCCTTGGGCTGCAGTAAGCATGTCAGGTGC 

CACATGGTTCTGCAGGACAACTGTGCGCAGTTGAGCACGTTGATCTAATAATAACATAAG 

CCCAGMCTACTATCATTAANAGCCTTTTCTGTGTGCMGCTTMGACTTTGGTTTGCTG 

CTGGAGTAAGACAGTGCCTGCAGCAGGATAGAGTATTGTGACAGGATACCACCACCATGG 

GGTTCGACGCACTTGCMCCAGCGATATTTATAAGTTTCTAAATTACT 

Sequence 4464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAGGTCAATAACTAATATTTAACA 

CATATTCATTCACAGATATGAATTGAGMCAAMTAGCACCAGAAATTTTCAAGAAGTGA 

AGAACAAATGTAGAGAAGCATAATGATAACAAATAGAAAAAAAAAGATGCCCCAAAAAAC 

AGMCTCMGGAACAGMAATTGTATTTTGAGTTTCCTTAGAGATTCCAGAACATTCTGC 

AGTAAATAAMCAAGATCMGCTTATGTTTTAAAAAATTATCAGAGAATTAGAAAATGTT 

ACTGGAAAGAAAACCATTAAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCANAAGAT 

AGAGCAAAAAAGTCAAAAAAAATGAGAAAACTCTGAGAGAAACATCAAAGAGAAACATCG 

AGATAGAGAGGCTAGAATTCCATCATGTGACTAATGCGAACTTTGGAAAGGATCAGAAAA 
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MTTGAGACCANGAMCTAGTCCAMMCTAATTGACATTATTTCACAACATTTACAACA 

AATATCAAATTGGGAGAACCTGGCCAGGTTCCTAGAATGATGGNAAAAGGTCTATTTCTT 

AMCCCATTCATGAMTTTCANAACNTTTAAGATCCAAGATNGNCTTAAAGGGGATTGGG 

GAAAAAMTGCCCGTTTTTGGATAAGTGGAACGGGAATAAGATGGCATTTNAAAATGAGG 

CCGGGGANAMAANAAATTGTTNTTTTGCCCAGNCATCCTMTCTGNGTMGG^^TACTN 

CCAAGTANAAAAAAAAAAAAAAAAA 

Sequence 4465 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGNNNCANAGACACCTATA 

CAMGNCATNTNTTNTCTNNNTCTATMCTMTATTTAACACATATTCATTCACAGATAT 

GMTTGAGMCAAMTAGCACCAGAAATTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAATG ATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAA 

ATTGTATTT TGAG TTTCCTTAGAGATTCCAGAACATTCTGCAGTAAATAAAACCAGGATC 

MGCTTATGTTTTAAAAAATTATCAGAGAATTAGAAAATGTTACTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 

AAAATGAGAAAACTCTGAGAGAAACATCAAAGAAGAAACATCGAGATNGGAGAGGCTAGA 

ATTCCATCTGTGACTTATGGCGACCTTNGGAAGGATCAGAAAAAATTGGGGNCAGAAACT 

TGTCCAAMCTAATTGCATTATTTCACACCTTTTACCACCAATNTTCAATTGGGGGAANC 

CGGCCAGTNCTTGMTGNTTGGAAGMGTCCTNTTTCTTAACACCTTCATGAAATTTCAG 

MCNTTTAAGATTCCAAAGTGGNCTTAAANGGGGTTNGGGGAAA 

Sequence 4466 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCATGGATGCATGAMTTTTAGACATGATTCT 

AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCANACTCTAGATAGACACGCTTTCCT 

TGMCTGAMTTTCCCCATAAAGAAMACCAGATTTGGAGTTCGTTCTTGAAATGTCCTC 

ACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGA 

AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGGATTGCCTGGTGTCCTACTACC 

ACTTTCCAGGATGGCTTCCTTTATGCCTGGATCCTC 

Sequence 4467 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGCAACAAAGACACCTATA 

CAAAGTCATAGGAGATCAAGGTCAATAACTAATATTTAACACATATTCATTCACAGATAT 

GAATTGAGAACAAMTAGCACCAGAAATTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAAT GATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAA 

ATTGTATTT TGAGT TTCCTTAGAGATTCCAGAACATTCTGCAGTAAATAAAACAAGATCA 

AGGCTTATGTTTTAAAAAMTTTCAGAGAATTNGAAAATGTTTCTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 

AAAATGA 

Sequence 4468 

CCCTTAGCGTNNTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAMTGAGGTATGGTGGACMTCTTGTTTATMCATCACCTGACCMGTTTTCTC 

CAAGAATTCCAACACCTTGTGGATCTCATGTTTTGGA I MINI I AATATCCTCGTAG AA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCCGCCMCAACTTTTNCGGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAG 

GATCAGGCATAAAGGAAGCCATC 

Sequence 4469 . 

CCCTTTCGA GCGG CCCGCCCGGGCAGGTACGMATATCGTATCAGGMTTGTTAMTTTT 

ATCAG CTGC TTTTCCAGCATCAGATGGTATATTTGACTTTTTGATCAATATCAATAAGCA 

TATTAATTTTATTATATTMTAGATTTCCCAGTATTGAATCACCCTGCATTCTTGGGTTA 

MTACTATTTGCCTGTGGTAGGTTGTTGMTGMTATGATCTTATAGTATTTGTTTATAC 

AATCATATATATGAGACAATGAATATTTATGCTCATGTACCTCGGCCGCGACCACGCTAA 
GGG 

Sequence 4470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATGTGGGTATGGGCAGCTGAGGAACTTA 
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ACTCMTGTTTTMTT7TATTMTTTGMTTTAGCCACATATGGCTAGCCAGTGGTTACC 
ATATTGGACAGAACAGATGTANACTANTAGAGTGTNAGTTTCAGTCATTTGAACCAT 
Sequence 4471 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTGTTCGGCTGTTTATTGTTGGMG 

GAGTTGGGATCTTCTGTAGCATCCTGCCTGAGATATATGAGAGGAAATACGGAAAMCAG 

GGM CTCAT TGCCATGCCATTCTTCAMTCTAMGGTCCCTAGGAAGCCCACCTTCTTTT 

TCTACTTTTCTGAGACTTCCTATACTTGTTTGTTTCGTTATATATGGTTTT^ 

TGGTTTTGTTATACCTCTTCAGGTAAAAGAGGGAGGACACGGGAGGAAGGGGATACTCCA 

TCTTGGCACAACTAGMGTCTCTMGTTGCTTTTTTGTAAATATAAAACTCTCAAATAAG 

AGAAATAATNAATGGTGGAAAT 

Sequence 4472 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTANAACAGTGCCTGGCCTGAAGTAAGCATTCA 

GTAAAAATTACCAATTGTTTATTATTATTTTMGGCANAAACATGGGCAGATMTTTTAT 

AATCTTGGGGCAGAGAAGGCCTTTCTAAGCATAACTCTNAACCTANTGACCACAAAAGAA 

AAGATTMTTATTTGATTTCATAAAMCTAAMGCTTTTACATGGCAAAATCTCCATGAT 

AAGAATCAATGAACAAATACCCAAGTGGGGGAGAATAATTGCAATATGNTTGACAGAAGG 

AGGATTGATATCATTAATATTTAGGGATCACTGAATAAGTCAACCAGNAAAAGAGATGAG 

NATNAAATTCAGT TTGM CAGMTNTTTTTCANAAAANANTANAAAACANAAANGTTCNA 

TTGAGGAGCCANGTTTTCAACC I I 1 1 I I I I GGGGCANAAGAAAATGNTATTGATTAAACC 

CTTTTT 

Sequence 4473 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAA 1 1 I I I I I I I I I II I I I I I I GTAGAGACAGG 

GTTTCCTCATGTTGGCCAGGATGTTCTCCAGCTCCTGGCCTCAAATTACCTGCCCGTCTC 

AGTCTCCCAAAGTGCTGGGATTACAGGTGTGAACCACTGTGCCCGGTCCAGTCCAGGAGC 

AAGTTCTAACCAGGATCAGGGGTCAAGGTCTGGGTTTGTCCATTATCATAGGCTAAGTCA 

GGGTCAGGGTTCAGCCAGGGATCAGGGCTCAGTTCAGGATTGGGGCTCAGCCAGGGTCAG 

GGCTCATCTTGGAGTCAGAGCTGAGCCTGGGGTCAGGCATCAGTCTAGGTTGGAGGTTGG 

GATTGGGACCTGGGGGTCTTGGTCCAGGATTGGAGGCTGTGTCTGGGATT 

Sequence 4474 

CCCTTAGCGTGGTCQCGGCCGAGGTACTTTGTAGAGATTGACTTCCTAAGCTACTTAAGA 
CMCCTGCACCACTAAGAAAAAMTGTAGMCCATTTGGAAAAATGAAATTTAGTAGTTC 
CMGTTTCAAAGAAAATGTCAACATTTTATTCCATTCAATAAAGAACAAAACCAATAGTG 
TTTTTATTACTTTCAT CTGA MCATTCCATGTmMTCTGAG 

TGGAGTTTGAACCCGTTTTGGTTGCATTTCATTTTTGGAGMCTTAATTMCGTGAGA^ 
GGGCMTTGAAATGCCAGGTGCAGTTTTCTGTTMTGTCATGCTGTTGTTTAGGTAATAA 
GAAAATATTAAG 
Sequence 4475 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I M I I I I I I I I I I I I CCTGTAGTT 

TATTCAAAGTTGAAAAAAMACATTCATTATTCTTTMTATTACATGAAAATCTTGTTCA 

ANAGTGMAAGCCCAAATTTTTATCC7TGCATTATTGCCATTTACTACTGGTTTTCTTCT 

GAGCCAGTCANATGTAANAGG CCTNT AACTGGATCCAAGCCACTTAATTACCANATCTAA 

TTTGATTCTGGACCCAGTTCAGTTTTTGGCATGACTTCCAMCNCAGTTTTGGATT 

Sequence 4476 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC \ II I I I I < I I I 1 1 I < I i I I I I ATTAAGAGAA 

AGCTTGTTTCTMGATCCTTTTGGGAGCAMGGCMGTMGTATTCATTAMTGTTTACC 

TTCTTGACTTTAATTCACTTCAGCAGATGATAACTCAGGNGGGATTATGTNATGACAGTG 

ATCTGACAAGGTCCTTGTTCAGGGNAGTTACTGACTTTT 

Sequence 4477 

CCCTTAGCG GCCG CCCGGGCAGGTA C I I I I I I I 1 1 I I I I 1 1 1 I I I I I \ GCTAGTTTAGTG 

TTTGCATTTATTTTAAAAATACNCAAMTAGMhnTTTTACATCAAAGTGTGATAACCTC 
ACTTACACATTGTTNNCATACTTACCT 
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Sequence 4478 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCCTGATCTCTCTTTTCCCCACATTTACAAA 

CGCCACAGTGAAGAACTTTGTTGCAAACACATGCAGGCTGTGAAAAGAACTCTGTGCCTA 

MGTCCTTTCATTTCTTTGCTGGAGTTTTTTTGAGGCAGATTCTAGMTTGCT 

AGGGCAAATGCCATGTAGTTTTGTTAGACGCTGCCAAATCCTCTTCCATGAGGCTGCAAT 

ATTCTGCATTCCATAGTGACGTATGAGAGTCCTTGTATCCCACAGCTTCATAAACAAAGC 

ATGA CGGCA CATCTGCACGTTTACCAATCACACAGGTGAGAAATCTTATCCTAGCTTCAC 

CTTTGTTTTTGGTTTGCATTTTTGTGACC^ 

ATGAACACATTCTACCCACAAGCTTCTTCCTGTGCCTTTGGAATCTGCTCCTACCAGTCT 

GCAGGCAACCACGGATCTG 

Sequence 4479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTGTTGGATGATGGATATTTTTGTATCCCTA 

TAMTATCCTTGATCTTTGTTCTGGGACACAGGTATTTGGAAACAGGTTTGATCCTTCCC 

AGGCTTGCTTTTCAGCTTTGTTAGGCTGGGACCACGGAMCATTTAGTCAAATGCCAGTT 

TTGCTCCACTATTGAGACAMCTCCTGMTACTTTATCCGATGCCCCATGAATAATATTT 

TCCACTTTGGTTGAAGGAAACAGGAAATATTCCCAGCCCTGTGTAAACCATAGGAATTGT 

TCCTTGTAATCACTTTGAGTGGTCCTTTCTCTGGTCTTCAGTAATTTCCTCACAGCCATG 

CACTTATTAGCTGMGACTGMGAGGGCCACTCCGCANGTCTTTCGGCGAGCTTTCTCTC 

TTGCAGCTCTCTGCTCACCAGCCCTGACCCTGGTAAACTCCAGCTACCTTGGTGTCTCAG 

MTTCCATTTCCATCTNCTCMCTTACAAGANGCTGCCCGGGCTGTGTTTGGGTTCCCCC 

CTCCCTNTGCTTGNANCCTGGAMANATTTTCCAGGAAACCGACTGGGNAAATGCCCAGG 

GC TCATT AACATTTATNTTTTCAAAAGAGCCCTTGGCCTTAATTACCCTGGACCCCCCAN 

NGTTTTTGGGAMCTGNTTGGTTNCATATANTTTTAANCANGGGGGGGTTMNTTGGTTT 

NGGGG 

Sequence 4480 

GATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACACAGAAAGGCAGAAGTTGAA 

ATTAGTTTGMGACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGT 

GMGCMCATCMTGCCGTTTCTGGATGGTTACAGCAGTTATGTCAAAATTAGATTTTTA 

AMGTAAAMGGCAMGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCA 

MTTAGAGATGTTAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACA 

TACTATGTATCAGGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAG 

ATAATTAAAAATTATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTAC 

AMTTATATACTACAAGGAAAACAAAGAAATAAAGGGAATTAATGGAGGATTTACCCTAG 

GGGTGGTTAGAAAAGGGTT 

Sequence 4481 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACACAATCACAATTCACTGCAGCCTTGAC 

CTGCTGGACTCAAGTCATCCTCCCACCTCAGCCTCCCAAGTTGCTAGGGACAGGCATGTG 

CCACCACGCACAGCTAATTTTTAAMTTTTTCTGTAGAGATTAGGTCTCACTATGTTGCC 

CAGGCTGCTCTCAAAACTCCTGAGCTCAAGGGATCTTCCCACCTTGGCCTCTCAAAATGC 

TAAGATTACAGGATGAGCCACTGTGCCTGGCATGCTTTTGG I I I I I I I CTTGCAATTTAA 

CAAAGTGGTGTCCCATATATTTMGTATCAMTGTATMCTGMTTTTCTTGCTTTTCAG 

GGATCTCAAGGGTATTTCCCTTTGCCCACCTCACCTTTTCATATTTGGTAAACTGGTATG 

CATTTGCCTTCAGCCCAAGATTATAAATATGAACTGGATTATGANCTGCATGTTCTCTCT 

TTNGGTTCMGCAATTTTCCTTACAGAAAAANCACCCGGTGGGAAGTCATGGGGTAAAAT 

ATGGTGGTTGGAATTNGGTMCTTCCCTNTTGGGAGAAATTTCTTTGTGAAATTACCACA 

NCAMTAA GGGGA ACCTCMTTTAAACTGGGAAAACATAAATCTTNATTTNGNAAAGNGG 

GGGGCCCATTTTTNTAANATTTTTNTTTTTGGATMCCCTTCCCCTT^ 

Sequence 4482 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 

TGGCCT AAGG CATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 

TGATCTCTTTTGGTGTGGGAGGACATGGGGTACCCATTATCTTAGAAAATCTAGTTTAAA 
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CTGTTTTCTTTCACCGCAAMGMTTAMTGGGAAAATCATTTGTTTATCTCTAAGTTAT 
ACTAATTAGTAGAACCAAACAAA7TATCTTCTTTTAAAAAATAAATCTTATAGGAAAATA 

G ACAGT CCAAAGTCATGTCTTTGAACAGTGGATTGGAATCTGTGCCAGTAATGACAAAAT 
TAI 1 1 1 I I I GACTTGCT 
Sequence 4483 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I 1 1 1 1 I I I I 1 1 I I NI I I I I I I I GAAAGAGA 

TAGGGGTCTCATTATGTTGCCCCAGCTGGAGTGCAGTGGCTACACACAGGGACAATCATG 

GCCCGATCATTGCTTCAGGCTCCTGGGCTCAAGCAATGCTCCTGCCTCAGTGNCCTGAGT 

AGCTGGGACTACAGGTGCATGCCACCACGCCTGGCTTATTTTTNATTTTNCTTTTCGTGT 

GGCTGGGAATATTACAACAGAGACG7TGGGNAGTNCAGCAAACANATGGTTNTTAAACTG 

NN CAAT NAAAATGCAACANAAAAGGGCTTCCTTTCAATCAAAGGAATNAAGGGATGCTTT 

GCTTTTAAAGGGGGCCATTCAA 

Sequence 4484 

CCCTTTCGAG CGGC CGCCCGGGCAGGTA C I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I ) I 1 1 I NACTAGC 

ACAMTGGCATTTTATTMAGAAAATCTMTTTACAMGCTTTGTAAATTTTAAGAAAAA 

GATTTNTTGATCATAAACCAMAAATTTTCAANTTTGCAATATTCAAATTTACAAGGAAA 

MTMGCCCCAAACTTTTAMCAGTGCAGGTTATTGCTGCACTCCTTTAATTCCTTATCC 

AAAGCCCAAAANAATGTA GGACA AACCCCTAAAAATGTTNCCAGAAGCATTTCCCCCACA 

CTTGGTNTCCAAAATCTAGTTTTGTGCAAAAAATGTTTCCACCTNNATTTATAGAGTNCC 

CCGGGGGA 

Sequence 4485 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I 1 1 1 I C I 1 1 I 1 1 I II I 1 1 1 I I 1 1 GGTATTT 

TTAGTAGAGACGGGGTTTCACTGTGTTAGCCACGATGGTCTCGATCTCCTGACCTCGTGA 

TCTGCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCC 

GACTTCTC TTTAlv n "CAGG TGGGTATATATGCCACTAATTTTGTTTGATTGNGTTTTTCCC 

TTGATTTCA TTTTG TTTrGGCCAAGTMTATCCTATTGATTGNATGATTATCACNCAATT 

TGATATCCATTTTTNTGAATGGGAGACAGGTTTTAC 

Sequence 4486 

CCCTTAGCGTGGNCNCGGCCGACGTACATATCAGAAACNGGATCTAACTCACAATATTAT 

TATAAAGCAT ACTGN TTACATAATTNACTAANTAGGTAAATTATCTAATTCATTANACTT 

GCTNGGAATCTTTTTCTAGNTACACTCCTATGTATTCCAAAAGCTACCTAATACTCTATT 

ACCCTCCCCCTACAAACTACNGAAAAACTCAAGTCANCAACTGAGGGTGTAACGTGCCTC 

CCCGGTTCAAGCNAT TCTTGT GT CTCAG CCTCCTGAATAGCCAAGACTACAGGCACACGC 

CATCACACCTGGCTTATTTTTACC 1 1 1 1 1 1 1 I GTAGAGNCAGGGTTTTGCCATGTTGGCC 

AGGCTCGTCTTAAACTCCTGACCTCAAATGATNCACCCGCCTTGGCCTCTCAAAGTGCTG 

GGATTACAGGCGTGAGCCACCGNGCCTGGCCAMTAMGTATTTTTAACATACAAGTTAA 

GCATTCTAGNTNNATTCCAAAGTAAATACAGNGTGCTCAACAAACATATTCTTGGGTTCC 

AGGACAGANTCAACCAACCTANATTNAAAAATTTAAATCAAAAATTTAAAACCGGTNAAA 

ANACAGTGGACCAAGGTTTTGAATGGCTCACACCCTGTAATNCCAAACACTTTNGNGNAG 

GCCAANGGCNAGGACAAATTTGGACCTTGGGANGGTAAAANGNGCAAGGAGCCTNAAACC 

ATNCTTNNCGCANTTCCANCCTTGGGGAAAAANAAAAATNTGGNCNCAANAAAAAAAAA 

Sequence 4487 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 1 I I I 1 1 1 I I I I I 1 1 1 I 1 1 I I I GAGATG 

GAGTTNNGCTCTTGTCACCTGGGCTATGGAGNGCAATGCCACGATCTTGGCTCACTGCM 

GCTCCACCTCCCCGGTTCAAGTGATTCTNCTGCCTCAGCCCCCCAAATAGCTGGAATTAG 

AGGTGCCCGCCACCACGTTTGGCTMTTTTTGTATTTTTAGTAGAGACAAGGTTCGTCAT 

GTTGGCANGCTGGTTTNNAACTCCTGACCTTAGGGTGATCCACCTGCCTTGGCCTCTNAA 

AGNGCTGGGATTACAGGCATGAGCCACTGTGCCCGGGCGMGTTTAAAGTTTTAATTCAC 

AGGGATGCTNAAAAGCANGCTTGGGTMGGNGTTTTCTTTTCTTTAAAANAAAATTCATT 

TTTCAATCCCTTTTNTTTTGGGAMTNTMNGGGGTTGCTTTTCNATTTACAGATTNGAC 

CMAAMACNTATAGGTGTCmTCTGGTTTTTTTGATTGGGAAGAACN I I I I I I I I I 
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Sequence 4488 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATAT 
GCTAAACTTTTGGCCAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAATTGCG 
AAGA GACGCA GACTTTCCTCTCTGCGAGCTTCTACTTCTAAGTCTGAATCCAGTCAGAAA 

TAAGA I GAGTAACAAATAAATAAGATCAGACTCTAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAGGTCCGCGGGATCGCCAGAGTCCCTGAACTCTCGCTTTCTTTTTAATCCCC 
TGCATCG 

Sequence 4489 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTAACTGGTATATAACCATCGGGGGCATTC 

CACTGGTAAAAGAAAGAATGCCTCAAATGAGCATGCATACAACTCCAGTAAACACACTGC 

T 

Sequence 4490 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCATGTTCTGACAAGGTTTCATTTATTTCA 
TTTAGATGATTTCTGCTGTTNTCACAGGTAACCTCCTTTCTCACTGCCAGTGTCCCAGTT 
ATATCTATCT 
Sequence 4491 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGAGCCCAAGGCAGGAGATCACTTGAGCT 

CAGGGGTTCAAGACCAGCCTAGTAACATAGTGAGACCTCGTCTCTACTAAAAATTTAAAA 

AATCAGGTGTGGTGGTGGACGCCTGTAGTCCCTACTTGGGAGGCTGAAGTAGGAGGACTG 

CTTGAACCCAGGAGATGGAGGCTACAGTGAGTTATGATGGCGCCATTGCACTCCAGCTTG 

AGACTGTTTCAAA AAAAA AAGCTAGGTAAGAGTAATAGGTTAAAGTGATCCCACTGGCCC 

TCCCCCATCCTTATTTTTAACTTTGAAAGTTATTAGAAATACCTCAGGAAAGCTTTCTTG 

AAAGGTTATGTGTGAAGTCTTTCCCTCTAGACTAGTGGTTCTCAATACCTATGCCGGTAT 

CAGAATTACCTGGGGAAGCTTAAAAA 

Sequence 4492 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCACAGGACTCCCCAGAATAATGGAATAG 

AATAGGTAGTCTAGAACTAGACTCAGTTACATGTAGAAATTTGTATATGGTAAAGTAGTA 

TCTTAAATAGGTAGGGAAAAGATGGGCCATTCAGTATAAGTTTGGGGGACATATAATAGG 

TATTTG GAAAA AAATTTAGATACATACCTTACACCTTACAGCAGGATACGTTGCAAATGG 

ATTAAAATTTTAAGTGANAAAAAAANAAAAAAAANANGGTNCCTCGGCCGCGACCACGCT 

AAGGGCGAATTCCA 

Sequence 4493 

CCCTTGGCCGCCCGGGCAGGTACACATTAGCCTCCCAGAAATGGTTCTTAACCAGAGTGA 

GCTGACTGTGGACATAGAATTCAGAAGTTGGATGACAAGGAAGCTCAGTGAGAATGAGGA 

GAAA GTTGA AACATAATCCAAGGAATCCAATAAAACAATTCAGTAGCTGAAAGATAAAAT 

ATCCATTTTMGAAAGAACCAAATTAAATTTTTGGAACTGAAAAATTTACTTCCAGATCT 

CCACAATAGAATCTGAAGCATCAGCAGCAGAAAAATTAAGATGAAGAAAGAATCTCTGAG 

CTGGAAGACCAGCTTATACAATCAACTCAGTCAGACNNAANANAAAAAAAAAAAAAAAAA 

AAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4494 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTGCCTCTCAGAGGTATTTTAATTGATATGTAG 

TTAATGAAGGACGTGGTGATGTTCTTAGAAATTGCTGTGAAATGTGAATTAAAGAATGAT 

CMCGGGACTAGTGGGCACAGCTTGTCAGGCATGTTTTTAATTAGCATTTATGTAACTTT 

CCTATT TCTGGGCATCCTTGGGAAGACACATTTAATTTAAGAAATTAAAAAGGAAGATTT 

ATTTTTCCAAAACGCTTCCTGACCTTCACAGAATAAAAACCAATGAACCCGAGCTTCGGA 

GACGACAGACTGTCGGGAATTGTAAAGATGATTTGGGCAGCGCATTGTTTGGCGGGAGGA 

GCTCAGCCTTCCACTAACAGAAAAGTCTACGTCAGTNTTTACTTAGAAAATTTATTTTA 

Sequence 4495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTMTTTTCTTTTGATGTTGTATCAAA7TACC 

ACACACTTCATGAT7TAAAATAGTGTGGATGTATTATCTTACAATT7TGTATG7TAGAAA 

CCCAACACAGGTCTCTCAGTAGGGTAAAATCAAGATGTCAGCAAGGCTGTGCTTCTTTCT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

277/599 



GGMGCTTTAGGGGAGMTTCATTCCCTTGGCTTTTCCATTTTATATAAACTGCCCACAT 

TCC TCGGC TCATGGGCCCAGTGGGAAATGCTGGGAAGAGTNCTTCTCATGCTGTCGTTCC 

CTGTTTITCTCTTCCMGTTTCTCTTTnTACTTTTAAGGACTCTTGTAAT^ 

TCCACTGGAAATACTCCAGGATAATCTCATT 

Sequence 4496 

CCCTTAGCGTGGTCGCGGCCGANGTACATTCGGNCTGAGGGCCAGGACAGTNCTTTCTCC 

TGGACGGACCTGCTGCTGAAGAATAATTCTGAGCTGCTTAACAACCTGGGCAACTTCATC 

MCANGAGCTGGGATGTTTGTGTCTAMGTTCTTTTGGGGGCTATGTGCCTGAGATGGTG 

CTCACCCCTGATGATCANCNGCCTGCTGGCCCATGTCACCCTGGGAGCTCCNGCACTATC 

ACCAGCTACTTGAGAAGGTTCGGATCCCGG 

Sequence 4497 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTATACATAACAACAAACTTGGAAGAAAT 

CAGAAGAATAAAAAAAAGACTGACAGTTTGGACCACACATACATGCACAAAATGAAAAAT 

AATAACTTCTATTAGTAAAAAAAAAAAACCTCACTGTTATAAAAAGGGAAATGGCAAATT 

GAAAAAGGATACTGGTGAGATTATAAAAGATTAATATCAGTTCTCACTTCTTATAAGCCA 

ATAAAATAAAAATTAAACAAAAGAGAGGGACCAAGGATAAAAATAAAGGTAAATAACAAA 

AGGAGATACAAATGGTTAATGAGTATGGAAAATGTCTAAATCCCATAGAAATAAAA 

Sequence 4498 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAACCCTGCCTGGAACCGCAGCCCTGCTNTCA 

GAATCAAATTCCTGAAAGTGGGCAAGCGGAAGCGGAAATAAGCCCTCTCCCAACGCCAGC 

TGACTCGATTTCGTCTCGGTCTTCCCCAGAGCTGGACACGAGGCACCATGATCAGAGAGA 

CACATTCCCTGCGGACGGCGCTCCCATCGGATACTGGAGGGACGCGACACTAGAGGCAGG 

CAGTACCTCGGCCGNGACCACGCTAAGGG 

Sequence 4499 

CCCTTAGCGGCCGCCCGGCAGGTACAGAAAGATCTGGAAGAAGGCCTGGCAGTGAATCCA 

AGGACTCTGGGCCCCCAACAATAGATGGTAGCCGTAAGTCTGGAGCAGCGGTG7TTCACC 

ACCAAATGCCTTTCCAGGCTGCCCTTCCAACACTCAGGAGAGCATCCAGATCCCTGGGCA 

GAGGCTCTACATTCTTG GCTTT AGAGGTGGTGGGCAGCGGCAGCAGGTCAGAGCCACTTC 

TGGCGGTTTCCCTCCCCTTTTTAGTGCCCATAAG I I I I I I I GGATCCTCCCTTTGAGTTT 

TACCAGCACMGCCATTCTTTGCCCCTGTTCACATAACTTGAGCTCAAGCTCTTGCCAAA 

CCCAACAAGCAAGATGGTTGCAACCTGGCAACATTGAATC 

Sequence 4500 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACACATTATCAATCCCAAACTGATTTTATGAC 

TCTTGTCATAGAAACCCCCAAAACATCAGGGAGGGTAAGATATTCCAAATGGACCAATCA 

CAMAAG GATTCC TGTGATTCAACTATCCAATACTTATGGCTATCAATTTAGTCTGGCTT 

GGGGCTGTTTTTTACAGGGAGGTGGCCTCCCATGGCGCACAATGTGTTTTTCTAAGCTAT 

CCAGAATGGCCACAGCAATCTGTTGGACATGGGGATCAGTATGTTCATGATCTTTGATGT 

TGTATAAATGCTGCAATCCTCCTTCTTCAATCAGCATGCTGCAATACCTTGAAGCTGAAA 

MGAAAAAAAAACACACACAAAACAGGAGMATAGCTTTTCTTAAAACACTTGAAAATTA 

TTCCCAAAAAAATGACTTCTAGGAGCCA 1 I I I I I I 1 I AGCTGGTTTGTTATTGATCACTA 

ACATGCTTCAGCTTGGTAAAATAACCTCTATTCTTGATGTTACGTCTACCAGNGCAAGGG 

CCTTACACATTTCAATTCNATAAAATTAGCTTAGCTTGGATT 

Sequence 4501 

CCCTTANNAGCGGCCGNCCGGGCAGGTTCNAGGATATTGTTCACCCCNTCAACGGAAAGT 

GAAAAAACAGCNACCCCTGGAACCTNATTTCATTNTGAGGGACACTGGTCACCGCCCAGT 

GGCAN GTAAAGAGAGCAGCCACCAGCCAANCGNAAAAGGAATNCAATGCNGGAGGCGGGA 

ATTTTCTTAAGAGAGAAGAAGGGCCTTCCCTTTGCTGTAGGTGGAGTC 

Sequence 4502 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTATTCACAAAGTTGGGGCAAGGTGTGGTG 
GCTCCTGCCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCACTTGAGGCCAG 
GAGTTCGAGMCAGCTTGGGCMCATCATGAGACCTTATCTCATTTTTTTAAAAGTGGGC 
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MTGATAMTAAMTGATACTGAMTTTTTGMCACTTCATATTTCATATACGTTTACAA 
ACCTGTT ATAAT TGGCTACCAAMTCTTCACATTTTTATCCCCTTCCAGTCTCTACTTAC 
TCCTTGTAT TTTAGAGCATCTGGGTTTTTTGGTTTTGGTTTTGGG A I I I 1 1 I I f I I II I t 
I I I 1 1 fl 1 I GGTCATTACCCTATCATGCTCTTGTCCTTGAA 1 1 I I I 1 CTCAATTTCCTTA 
TTATCTCCAAAAATATCTGCAGCACATTGATAAAGGGAATGGTATAGATAGACAATAGGG 
GAAAACATCCCACAAAATATTCTAGCAATACTAMTTCTTATCTGCAAGTTTTCTCTGGC 
TGAAMNTTAGGTGGAAAMGAMGGGGGTGAAAMAAAAGCCAAMTTCCCCTTTCTTC 
ATGCCTTGAAAAACCCTGGGNGGGGNCCCTTATTTAAGGAGACCCCGTCNAGGAAAAAAT . 
Sequence 4503 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGACACTATAGGTCACATATAGGA 

AAMGTAT TTCCC TACAAAGGCTGCTTCCTAAMTTGAAAGAAGCAACTGTTTCACCGGA 

GGCACAGATTTTAATGTTGTGACACAAGAAACATGAAAAAGCAAGGAAACAACACCCCAA 

AAGAACACAATAATTCCTCAGTAGTAGACCCTAAAGAAAATAATTATGAAATGCTTAAAA 

GAAATTCAAAATAATAATCTTAAGAAAACTCAGCAAGATATAAGAGAGTATAGATAGATA 

ATTCACTGAAATCAGGAACACAATTCATTATCTGAATGAGATTCAACAGAGATAGATATA 

AAAGGAAACAMCAGAAATCTTGGAGCTGMTMTTCAATGMTGAAATTTTAAAATATA 

ATAGTGATCTTCAACAATAGTCTAAGATCAAGAAGAAAAATTTCTGACCTTGAAGGCAAG 

TATTCTAAAATACTCCAGTAGTCAAAAAAAAAAAAAAAAAA 

Sequence 4504 

CCCTTAGCNTrGGTCGCGGCCGAGGTACGCGGGGTNTTAATTCTTACATGCAGGAACACTC 

AGCAGACACACGTATGCGAAGGGCCAGAGAAACCAGACCCAAAAAAAAAAAAANAAATNG 

AANGAGGTNCGCGGGGGGCCTTATATATCAAGAGCACCATAGGCAAGCCCCAGCGCCTAT 

ATTMGGCACATTTGAATAAATTCTATTACCAGTTCAAAAAAAAAAAAAAAAAAAAAAAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGGCAAN 

Sequence 4505 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I U I I 1 1 I I I I I I I I 11 I I I I I I I I 1 1 AT 
I I I I I I I I I 1 1 II I I I I I I I I I I I I I I 1 1 I I II I I CCTTCATNTTTNACTNGGNCAAAAT 
TTTTCCTN NfTM ATTN CCCCAAAA AG NTTTTTTTN CN AAA N A AAANTTN N NTT ATTC AACN 
NTNG NGNGGGTCNCCCCTTTAAGGGGGNNCCCCNCCCNANGGNNAAAATAAAGCCCATNC 
TTTTNGGCCNNCNCANNANCCAGGGAAAGCCCGG 
Sequence 4506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCCACACCAGCCTAGAGACTTCTGCTTATT 

TTCTGCCGCATCCTCAGTTCCCAGCTCTGTAGGTGTTCACAAGCATGAATTCAACACTGT 

GCGAAAGAACTGAAGCTCACGTAGTCCACAACTTCCCCCAGTGTGGGGTGTGTGCCACCA 

GTGC TACACAMGTGTTAGGTGGTGTGCMACATTTTGTATTTTAATAGTTATACACTTG 

TTTTAATGTGAATTAGAAAAAATATAAGAAAGACAACAAAGGTGTTATAGATACTAATAA 

TTAGGACAAGTTGAAAGGTTTAAAAAAATACCGTTACTAAGTAAATGATGGTATAGAGAT 

CATTTAAGCATGGCAAATGTAATAAAAATGACACACACACAACAGTTTAAGTAAAACTGA 

CTCAATGGCAAAGAAAAA 

Sequence 4507 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACGCACTGCGGCCGCGTAGCGCCGC 

GGGTTTGATGMCGCGGTTCCCGGGGAGACTGTATGATTTTTCAAATTTTTATCAAGTCT 

AAAGTATAAAGAGAAGAACTCTAACCTCCCCAGGTGATTTGGATATCTACTCTGGAGATA 

MGTTGGTTCATCGTTAAAATATTCTGATGAAAGCNAAGCATTGTAGAACACCATTGGGC 

AGCTTATTCAAGCACGTAMTGTGMTTGATGATGMCTGGATTCTTTCCATTGATTTTG 

AAGAAACNNGGAAACAGAAGAAAGAAGTTAATTGAAAATGATTATAGAAGTTAGTACCTN 

CTGTGTGGAMGGTCCCTGGATTTTTCCTAACACCCACCCTCTTCC 

Sequence 4508 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCC 

TCCTTGTCCTCCTCCTCATTGTCACTGCAAACAGGTCAATGTCATCATCCTCGTCATCCT 

CTGCTGGTGTGGCTGGCTTCTTGGCTGGGGCCCGTGGGCTACGGTATCCGGAAGCTACAG 
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ATTOAGTGTGTGGTGGAGGGCGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACC 
AAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCANCTNTCAACAANGATCTGAAGCCT 
GAGTGTGTGTACCTGCCCGGGCGGCCGTT 
Sequence 4509 

ccctttgagcggcccgcccgggcaggtacattgtt7t7tag1ttttattatttttcagca 

attt gggtt aaaacctga attgt atcctggctcaacaaatctctaaaaaaggaccagctt 

tttmttttattcatg atgttt ttagttgactgccccaaggga a i 1 1 1 1 1 1 i 1 1 i a cttc 

tgamtacamtttgctttttaccaaaattcttatgtatagaatacttctactatgcatc 

tgttttacttctgagaaaagtaaa7tcatgctactacaacatgtagagatgacagcagct 

atagatcaaccac tttg acaggacgatcgaggatcgagccttcccagtgatgagggatac 

cttgacactcagattttgttc atca atgcgtttCmgaagaamgatttttgatcaaaag 

gggggaaatgagaaaagaacttttatntaaagtaatgcgagtccttcttaaattaccagg 

TTCANGAGAGATGTTAAAACGAGAGAACCATTCTTGTCCTGNTTTCCCTCTTT 
Sequence 4510 

CCCTTAGCGTGGTCNTTGCCGAGGTACCTAAGGTGATGGGGAACTCCATTCAGATAATAA 

AATTCTCTTTCAGCTAGAGAAGTTAACAGGAATAAATATATGAACAAAAAAGCTGCAAGG 

ATAMTGTGGAGAAAATGATGAGMTTAGCTMCATTTTTAAGTTTTTTTAAACTTTCTT 

CCCCTCAGT TGTAC AGTTAAAAAGGAAAAAAAAAGAAAACCAGCTTGGCATTTCAGAATT 

GTCTTATTCCTTTTTAGTGTATTGGACCGAGTTCCAGATGGGCCAGTATTTATTGCTATG 

TG7TTTCTAGTGGGAGTAATGGATGCAG7TAGCTTTGCTGCAGCAATGACTGCATCTTCT 

TCTATCCTGGCAAAGGCTTTTCCAAATAACGTGGCTACGGTATTGGGAAGTCTTGAGACT 

TTTTCTGGACTGGGGCTAATACTAGGTCCTCCTGTAGGTGGCTTTTTGTATCAATCCT 

Sequence 4511 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1) 1 1 G AG ATAGAGTC 

TTGCTCTGTCGCCCAGCCTGGAATGCAGAGGCGTGATCTCAGCTCACTGCGACCTCCGCC 

TCCTGGGTTCAAGTGATT CTCATG CTTCAGCCTCTCAGGCAGCTGGGATTACAGGCACCC 

GCCACCACACCTGGCTAGTTTTTGTATTTTTAGTAGAGATGAGGTTTCACCATGTTGGCC 

AGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCTCCCGACTTGGCCTCCCAGAGTGCTA 

GGATTTACAGGCATGAGCCACCACACCTGGTCCAAAGCAGAATTCTTAACACTTCCATTT 

TATAGATGAGGAAGTAGAGGCTACTACAGAGCCTCCTACATAATGGGGACTCAACAAATG 

TGTTTATTGAGT TTGA ATCTTTCCCTTACTTATACTTTCATTACATTTATAATCTCTTGC 

CCTATGTTTAACTTTTCTCTMNAATATTGMTGTGTCAATTTTATCTTCAAATTACTTT 
T 

Sequence 451 2 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGGGTTTNACCNTGTNGGCCAGGCTGGTN 

TTGAAGTCCTAACCTCATGNCGGTCCACCCACCTAGTGCCTCCNANANTGCTAGGATTAC 

AGGCATGAGTCACCATACCNNNCCGNNTATNTGCAGTNATNAATTNTNATATTANNTNCA 

TGMTATTTTTANCCTACAAAATTCACTATNATCTTATGAGGAAATGAAGGTGTGANAGA 

CACCGTGTAACCNGNACAAAAATCAGNTTAAGNTACNCACCTTANCGNTNNGTNNTTATN 

NAAACAGGCANATTNTTAG NAAATAAGA 

Sequence 4513 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGGCTGAGCCTAGAACTTGAAGCTTCCAAACT 

CAGTGCTCGCTTTMCGCAGCTCCCTGAAACGTTTTGGAATCGGATGGTCTCAGGTTGAA 

CTTTGCAGTTTTCCTCAACTGTAAAATGGGGATGACAGTGCATGAGGGTGTTGCGAGGAT 

CAAATGAAATAAAGCATGGTAAACATCCAAAAAAAAAAAAAAAAAAAAAAAGTCCCAGGA 

ACAACAGGTGGCCTAAATACATGAAAAGCAGTGTAAGCTAGTGACACTAAAGCCAGTCTT 

GTATTACTGTATTTTTGACAGA 

Sequence 4514 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCAAGGGATGCAGTTATTAAATGCT 

GTTCTTCTCTCCTAAGTTGAAAATCAGAAACTTGTGGAAAAGAGCACTTGAATGTTGGTA 

CATGAGGAATTCTTATCAAAGATCATGCACAATCCATGCCACTTAAATGGGTTTTAGCTG 
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AGGTTTTGCTCATGTTACTCTGAATTTCTAAGGACAGATCAGTGACCCTCTTAGCCTGAG 

CAGAAAGCATATTCTTCCCACTGCAGTTTCCTACACAATTTAGTCCTGATTAGATGAGGC 

ATTATAGCAGCACCTGAAGTAGAGCCTCCAGAATCCACTGCCCTTTTCATCAAAGGCTAT 

TTGGTTCCCCCCTCAGGATTGGCATACTCACGAGACATTTTCACAATCCTAATGCATACT 

TTAGGTTACTTAATTAACCAAGCNATATGCTCTGTCAAAGAACTTATTTCAAGTCAAAGC 

AAAAAAAGGGNCTTAATGCNNGNACAAAAACCAAACANAAAAAGCNCTTTTCCCAATTAA 

AAANAATTTCCCAAAAAAAAAAAAA 

Sequence 4515 

CGCCAGT GTGAT GGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TGTTGCTATTTTTCCTTGTGGGTGATTGATTGATGGATGAGTGCTGACACTTCAATGAAG 
CTA7TTCGACTGCCATCTCAATCCGATGATGTGAGGGGTATATTTTCTGTCCATGCCTCA 
TTA CTTCAG AATGACATTCCTGGMCTTCATTTACTTTTTCCCTCCTTCCCCGAAGCGCC 
ATA 1 1 1 1 I ICCCATCTAGGTTATGCATGCCATAAAAAAAGCAATTTGCTATTATATGTGG 
CATAAGGGCAACACTTTCCCTAGGAGGTAAATAAGAAG I I I I I I I 1 1 I I I 1 1 1 AATCCCA 
ATGTTGAATTTAGGGATCATGTCAAAATTTCCAAAACAATTCCAACAGGCAGCCTCCTTG 
AGAMTGGTGAGGMGAGATATTTGGTTTCATTTTGTCAGTGGTGAGAATAAAAA 
Sequence 4516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGCCAAAAAAAAAAAAAAGTCCCAAAA 

CACCAAGAGACAAAAGGTAGGAGGAAAGACAAGAAAGGAAGATACAAAAGGAGCAGGAAG 

AAACTTACTTAGGGACAAGATTAGCATCATACATACCTAAGAGTGGGGGGTGAGGGGGAA 

GAACAAGATGAGAGAGCATTTAAAAGCATTTACCCACACAGCCCTGGTGATAATTGGATT 

GGAATCAAAACAAACACAGCATGAGATTATTAAGAGGTTTTAAAAGGCAAACAGTGGTGT 

GGGACTGNTTATTGCCAGTGTTAAGAGAGAMTAAACTTGGGTTT7TAGGCACCAGAAGA 

TTGGAGCACCACCCATNCCTTTCCAGAAGGATGACAGACTTNGGAAAGGGGAANCAGGCC 

CCTGGGACAAGNTGCCACTTGGTGTGTGTANATGGTCTTCCTNAANGTCAATCTCANGTG 

TATCTTCCCCGAAGTCTTTNTGNCCCTAAACTTCTANGTTANGGCCTTTGGGGANTTCCC 

TGGGGAGAMGGGGATNNTCAAAAMTNTGNMGACCTTCCCCTTTTTCACAAANGTTNA 

AAAACCNTTNCCGGGGAAANTGGAGCCCTTGGTTNNAACAGAACCCNTATTCCCTTGGGG 

MAAGGGNCATGGTTTNTTTCTTGAAGGCCAAGANTTTGGGNAAACCNNNCTCCCCACCC 

NGGGTTTNAAAAAANTCTNCCTTNTTTGCGGCCCTTTNT^^ 

1 1 1 I I 1 1 1 I 

Sequence 4517 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACACTTATTGAGCTTTCANGGCCACTGTAA 

GGGGCTTGCAGAATANCCTCTTTGCAACCCAGAGAATTAATCTGATTCCCCTTTCCTNAN 

CCCACGCCTACCTNCAACTTCAATTTTACAGGAGTAGTTTCCCAAGAGTCCCCACCCCCT 

CCATTTGCAGAATTAANGAAGTGGAAGGACTGGAGAGTTCAGNGTGGAAAAACGTGTGGA 

GTAATCTGCTTGAGACAACTGTGTTTTAAAAAAATTCAAGCTGAAGTGTGGGTCTCATGT 

CTATGTGGCTCTCCATGAA C 1 1 1 1 I I I I I IG 

Sequence 4518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAGCAAATGCCAGGTCTAGCAAACATAATG 

CTAGTCCTAGAT TACTT ATTGATTTAAAAACAAAAAAACACAAAAAATAGTAAAATATAA 

AAACMATTMTGTTTTATAGACCCTGGGAAAMGAATTTTCAGCAAAGTACACGGGTCT 

ATTTGGCAGTGACCTTGCTCTGGAGACGATGATATTCCTTCAGCCTGAGGGAATTGATGT 

TGATGAACCCGGTGGCATCAGTTGGCTCATAATCACCCCTGCACGTTCA 

Sequence 4519 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGCCAGTCATCCATACGCTAAGGCCTAG 

T TGAG AAAMCCTTTGATTCAGGATGGCTGGGTTACTAACCTTGAAATGTAAGAGATCTG 

GTTTTGMTGTAAAAGTTGCAACACACAAACGGAAGTCTTMAMCTTTTTGCTCTGGTC 

AGTTACAGGTGGATCCCCMTMTCTGTTTTTGGTTTTCTGATGGAAATAATAGAATTAG 

GGGAAATCAAATCTGGTTGGTTAGGTGTCTACAGTATTAGAAGAGGGTATAAGGGCACTG 

TTTAACACCTAAGTTCTAATACTTCCAGAAACTGTGCATTCCAGATCTACCATACTAAAT 
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GCTCTTATCATT 
Sequence 4520 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAMCMMATMAGTTTTCTACATTATTTT 

CAGCCTTGGGTTATGGTATAGTTTCTTTGTGTTTGTCGTAATATGCACATTGTCCTTCTA 

GGACCTGTCACCCCACCATGGGAAGAAAAAGAGTCTTTTTGGTTCTTTTTAACATAAGTG 

ATTAAGTTTAAGAGTATGCTGAGGAGCCACTGGGCTTAAAGAAGGATGTAAATMGACCC 

AAATACATAGGGACCAGGCGCTGCTTTCTCATGTTCACAAAAGCAGTCCTCCACCACTGA 

ACTCCCCCGCGTACCTCATTTATTATTTGTGAAATAATTACAACTTCTGAGTGCCATTAT 

GAGTTAAGMGAAGAAGGGGTCTAGCTTTTNGGACTTTAGGTCTCCCCATCTACCACCTG 

CCTGCTACCCATC 

Sequence 4521 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGTAACCTGGGAGGTGGAGGATGGAGAGTT 

GATATCAC CAGAG TTGGGAAGAAGGCAGGAAAAACAAGTAGAAGAAATAAAAAACTATAA 

TTATGMTGTTTTTAGTTCAGTGTTCTAGGGCCTATTTGAT^ 

AATGAATTGGAATAATTAGACAAAGATTAAATAACGTTCTGAGCTTCCTGCCAAGGAAAG 

TAGGTMATGTGTAATTGA TTCTG GAGAMTTTTTGTTCAAGATATCATAACTATCTTAA 

ATMCTGATGCCCTGMGGTTTTGMTTTTAG 

CACAMTAATTGAAAGGTTGAAATAGTAMTMTACTGTTTTCCAAAGTTTAATTAAAAT 
ACTTTATAAAGCTTAAAAGAATCTCMGTTACTTAAATTTGAAAAAAATGAA 
Sequence 4522 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACCTCATCAGGTGGTGGTGATGAACTGTT 

TATTTATTTAAAMAAATTTTTTTGAGACAGGGTGTAGCTCTGTCACCCMGCTGGAGG^ 

CATTGGCATGATCACAGCTCACTGCAACCTTGACCTCTTGGACTCAAGCAATCCTTCCGT 

CTCAGCCTCCTMGTAGCTAGGACCATAGGCATGCACCACCACACCCAGCTAATTTTTTA 

TTCTTTGTAGAGMGGAGTCTTGCTATGTTACCCAGGTTMGTATCAAACTCTTGGACTC 

AAGCAATCCTCCTGCCTTGACCTCTCAAAGTGTTGGCATTACAGGTGTGAGCCGCCATGG 

CCAGCCTATGAACTGTTTAAGTGGATGACCAGCCTAGGCAAGAAAGATGCCATCTCCGGN 

AANAGAAAANAAAAAAANGGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

Sequence 4523 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTTTTATAAAACTGCATTTAAAAAAAGA 

TC TATG ACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGTTCATTGAAA 

TGTTTTCAATCATTGCCTTCCCATTGATCCTTCTAACATGCTGTTGACATCACACCTAAT 

ATTCAGAGGGAATGGGCAAGGTATGAGGGAAGGAAATAAAAAATAAAATAAATAAAATAG 

AATGACACAAATTTGAGTTTTGTGAACCQCTGAACAGATGGTCTTAAGGACGTTATCTGG 

AACTGGAGAAAAGCAGAGTTGAGAGACAATTCTATAGATTAAATCCTGGTAAGGACAAAC 

ATTGCCATTAGAAGAAAAGCTTCAAAATAGACCTGTGGCAGATGTCACATGAGTAGAATT 

TCTGCC CAGCCTTACTGCATTCAGAGGGATATATCAATGAACTAAACTTGGAACTAAAAA 

Mill IAACCAAAAGTTATTAAATTGAAGACACATGGNTGGTGAATCAAATGAANGATTT 

TCTTT 

Sequence 4524 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCG 

CCATCTCTAGCTATCTGTAGCACCAACCCTCTGCTACTACTGCTGCCTTCTCCCGTGGGA 

TGAATGTGGTGAATTGTGCATTCATATTTCAGGAATGATTAACATTCAAGGTTGGAGATA 

TTCCAGAATCACAATTTGATTTTATMGATGCTTTGCAGAAATATCTTAGATAATCTAAG 

GATTCCTAATGGCTTATACAAAAGAACTAAAGTGAGTGTGACTATCCAGCTTCTTCTATT 

TCTCCCTACTCTTTCGClTCTTTTGTTCCCTTCATGATTCTGCTGCATGCCAGGAATGGA 

CTCACATGACTTCTCAAACTCCTAGCCAATGTAAACATAGTGAAACATAATAAAGTGGTA 

MAAGCTATCTGGACCTAGATTTGAGTCTMGCCCTGTCTTTTCTTGNGAACATTTGAAC 

AAATTCCCTCACCTCTCTGAGTTACAATGTCCTTATGTATGAA 

Sequence 4525 

NNTNNTCAAGNNGACGGNTATNTGANGAATATCGNCCTTAATNAGCGGCTNGCCNGNGCA 
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GCGTACTGGCNNGTTC I I I I I I I I I I I I I I I I GGGAATGAAAATAAATGTTTTTTATTAG 
GCANAATCCAGATGCTCMGGCCC7TCATMTATCCCCCAGTTTAGTAGTTGGACTTAGG 
GAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT 
Sequence 4526 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

TTTAGAMCTTCTGCTTTGCAGGTGGCATACAAGGCACAGTATGTCTACCCTTGGCTTTC 

TC TGGGG AAGATGCATTCTTTTCAGCAGTATCTTGATGAGCACTGCCTTCTTCCTCTGGC 

TTCTTTTTGTTGTTAGAAACTTTCATTTTCTTAGAGGGTAGAATTTCATCGATGAT^ 

GGAGTGGCACATCTCTTGGCTTTCATTTTTACATGATGCTTTTCTTTCTGTTCCAM 

TTCTGAGCAGAAAGCCTAAGAGATCTTCTCTGAGGCTGGGCTGGAGTTTTTCTTGATATG 

G CTGCCT CMCTTCCAGGGAAGAACAAGCATTTGACGGAATGGATTGTTCCACAAGATTT 

TCTTTTTCTGCCTCTTTGTAGTMGTGTTGCAACTGGTTTCAAAGGTGTGACAATAGCTT 

GCTGMGATTMCCTTTCTCAAAGGAGTTTTGCCCTGAAAAAGCCCTCCAGTTCCATTCT 

TTCCCCAGTAACTTA 

Sequence 4527 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 I I 1 M J I 1 I I I I I I I I 1 » I I I I ACAAC 

ATTGCCCTTTGATGTCCCCATGAGGGCCAGGCCCAGGCAGAACCCATCCCATTTTATCCT 

TAAACTCANMGGAMTTTGTCTAAATATTAAAGGATTAATATGGGAATAAAAAATGAAC 

CTTAAACCCCGC 

Sequence 4528 

CCCTTTGAGCGGCCGTCCGGGCAGGTACCATGGAGGGCAAGAGAAGGACTTGAGAAAATG 

GTAGCTGAGGACAATGAGCGCTACCGATTAGTGAGCGACACCATCACTCAGAAGGTGGAG 

GAGATCGATGCAGCCATTCTGCGATCACAGCAGTTTGACCAAGCAGCTGATGCTGAGTTA 

TCCTGGATTACTGAAACANAAAAAAAATTGATGTCTCTGGGTGACATCAGGCTTGAGCAA 

GACCAGACTTCTGCTCAGCTTCMGTTCAAMGACATTCACCATGGAGATTTTGAGACAC 

AAGGATATTATTGATGAC 

Sequence 4529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 ) I I I I 1 11 J I I I M I I I I I I I I 1 1 GGNCAAG 

GCACTAMTAGGTTGCTTGATCAMCTTAGGTTATTTTATTTTATTTTAT^ 

ATTACTTTAAGTTCTGGGATAAATGTGCANAACATGCAGGTTTGTTACATAGGTATACAT 

GTGCCATGGTGGTTTGCTGMCCTATCMCCTATCATCTAGGTTAMCTTAGTTTTGAAG 

GGCTACTTATGTCATGTCCATATTACAAGTAAAGATCAATTACTAAGTTGGAAAGAACAA 

TTTGATGGAAMAAACATGMTNATTATNAAATGATAGGTCATGCTTTTACAGCCCATTG 

NAGGTGATCCAAATGACTGGGGTAGGGCAGGACCTTGAAAA 

Sequence 4530 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTGCTCTCATGTTTTAAAAAAAAAAAGG 

TA MTGTAACTTM TAGTTTTGTAAATGGGAGAGGGGGAATCTATAAACTATAAATACAG 

TTATTTTATTTmGCACATTmAAGGAGAAAMATMATATTCATM 

AAAAAAAAAAAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4531 

CCCTTAGCGTGGTCGCG GCCGA GGTACTTTN I U I I M I I I I I I I I I I I I 1 1 I I AACCTT 

ATCTCTTTAATTTGTCTMTTTTTGGTTAAGAGAATGGGAACCTTGATCCCGCTGCCTGG 

ATGAACTCCACGGTTACTGACTGATACTTCCCAAAGTCACAGTTTCCTCAACTGTAAAAT 

GTGGATAATMTAGCACTTCCCCTTAGGGTTTTAGTAAGGATTAAATGAGATAATATATA 

GAGAGAATTTANGAAAGTGCCTGACACATTTAGGNGCTCATTAAATGTTGGCTAATGTGT 

TACTAATATTAATCT 

Sequence 4532 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGTAAGAAATTGGCACTCAAAGGAAAAATGCA 
AMGTATTTTCMCATGAAAACACAAGACAGTGGMTTGGMCTTTCGGATAAAACACTG 
TAAC CCAGTT AGCTCTGTGGGGGTGTGGGGGGAGAGATGGGCCCTCAACATTTCTGCAGA 
TMCTTTTTTCCCCTAAATTCATCTAAATTACCTATCATTATCCCAAACAGGCACTTCAA 
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ACTATTAAACTMMCACAGATCTTAATCTAGTTATGACTATTCTTCAAGAACTCATGTG 

AGTATCTTTCTTTAGMAGAAAGTTTCATTTTATGACAGCTATTCAGGTTCTCAATGTAG 

MTTCATGCTATCCAGTATTAACACAGAAGTTACTAMTATAMTTCAGCTTTAAGGTAA 

CTGCTGGGTTCTAAAAMCA TTAC TACACAATTATCAMGMCCATTACTTTTTGACAAA 

TGGAAAATCGTCAAGMTAGTTTTTGCTGNTCTAAAAAAAAATNCCCTAAAAAAAGTTAT 

ATACTGGTTGGAAGAAAAAATTNTTAAAAANAAAAAA 

Sequence 4533 

CCCTTCGAGCGGCCGCCCGGGCAGGTNCAATTCGTGTCAATTTGGCCAAACCAATGAGAA 

TTMGGMGGCTCTTCCAGGCCAGTTTGGTCAGATATGACTGGTTGMGAAGTTTTCTGG 

GAAGACGCTTGAAGAGAATAAAGAGGAAGAAGGGTCAGAAGCCTCCCAAAGCAGAAGACC 

CAGGAGGTGTACCTCGGNCCGCGACCACGCTAAGGGCGAATTCCACACACTTGGCGGCCG 

TTACTAGTTGGATCCGAGCTCGG 

Sequence 4534 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCTTCATGTTCTGGTTTGGTTTTCCCTTrT 

TCTGCTGCTCTTGGCAGCAGCCTGGTCATCATCTGCTTGTGGGAGTGGGAAATGGGTATT 

TTAGACCCAACACAGGTTCTAAATTTAAAACAAATAATAATTGGAACAAATAAAGGTTCT 

TGTACGTGTTAGTTNTTTTGTTTTTTG I I I I I I 1 1 1 1 ATTGCGAAGTGCTCTCTCTTTCC 

TTGAMCTTTGTGAGMTATTTTGAGGGTTGAGTTGAGGTTGATTTCGTCCACAGAGGTT 

TTGTCTTTGC 1 1 I I IGCC 

Sequence 4535 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATGATGCTGAAGCTATCCTTGCTGCAG 

ACTTCGAAATTGGTCACTTTTTACGTGAGCGTATMTCCCMGATCAGTGTTATATTTTA 

CTGGAAGAAGCTATTGAAGATGATGATGATGATTATGATGAAGAAGGTGAAGAAGCGGAT 

GAGGAAGGGGAAGAAGAAGGAGATGAGGAAAATGATCCAGACTATGACCCAAAGAAGGAT 

CAAAACCCAGCAGAGTGCAAGCAGCAGTGAAGCAGGATGTATGTGGCCTTGAGGATAACC 

TGCACTGTMTAGCCTAAACACMCTCTTATTTACTTACAGCCTTATGTTTTTGTATTTT 

CTTGGTAGACTAGGGTAA I I I I I I 11 1 

Sequence 4536 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I I I I I I I I I I I 1 1 I ACAGTAGAGAT 

GGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCTTGACCTGAGGTGATCCGCCTGC 

CTTGGCCTCCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCGGCCCCGCCAAA 

GCMCTCTTATTCACTGTTGGTGGGAATGAAAAACGATGCAGCCACTTTGGAAGACAGTT 

TGGCAATTTCTTATAAAACTAAACATCCCGCGTACCAGACACTCCAAGTGCTTAGAAAAT 

TAMT TAACTCATTTAATTTTACTAAAAACCTGTGAGATAAGGGACTATTGTTATGCCCA 

TTTTTCAGATGAGGAMGTGGGACAGAGTTTACTGAGTGGTAGAGATGAGATTTGAACCC 

AGGCAAGCAGGCTCTAGGTCTG G AC 

Sequence 4537 

TGGTCGCGGCCGAGGTACTTN I I 1 1 I I I I I I NGGGGGNNGTTTTGAGACGGACTCTCACT 
GTNACNCTNGCTGTTGGAGTGCAATGGCGTGGTCTCGGNTCACTGCAAACCTCCGCCTNC 
CGTGISTTCAAGCGATTCTCCAACCTCCACCTCCCTGGGACTACAGGCACGTGCACCACACC 
TGGCTMTTTTTGTNTTTTTAGTAAAGCAAGGmCANTAT^ 

TATNCTGACCTTGTNAACCGNCCACTCAGGNCTACNAAAGTNCTTANGGANTAACAGGCG 
TGAGNCCANTGGCACCGNGGCCNANGAAA I II I II 1 1 ATTTNTAANTTTTTAATTTTTG A 
TGAAGTATNTNCGGTGCtATATATTNACGTGANATTTTCTTTTNAAATATGTNAAANGGT 
NTNAATNTCAGTGACATTTCANATGGNAGGTGCAGGNGAAAAAGA 
Sequence 4538 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGTAAAATGCAGTGGTTTAAGATAAT 

MCTTTGGGGTC TATC AGACTGAAATCAAACTCAGCTCTGTAAGTGTATGCACTTGAGCC 

TCTATAMTCTAATTTTCTTCATTGGAAAATGGATATAATAATAGCTTATACTTCAAAAG 

ATTAAGAGGATAAAAGGAAATAATGTAAGTAATGTGTTTAACAGAGTTCCTGACACATTG 

GGCATACTCAATAAACACAACTTGGTTTTTTTAAAAAMGGTATCAATTTTTAMTTAGA 
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AAGCATGGTATCAGATAAGTTACTCAGCCTCTCTGCTCCCCCTTTACCTCATATGTAATG 
ACAGTAATAACTACCACTAGCATCATGGTACCTGCCCGGGCGGCCGCTCAAGGG 
Sequence 4539 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAACACCTCTTACGATAAAAGGAAAA 

AGTGTGAAAATATGTGTTCCAGGAAAGAAAAAAGCACAGAACAAAGAGGTGAAGAAAAAG 

ACTTTAGAGTCAAAGAAAGTATCTGCATCTGCCTTAAAAAGAGATGCAGATGCTTCAAAA 

GCTGTTGAAATTGTTACTTCAACTTCTGCTGCCAAAACTGGACAAGCCAAGGCATCTGTA 

GCCAAAGTAAACAAATCTACGGGGAAATCAGCAAGTTCTGTAAAATCTGTGGTAACGGTA 

GCTGTTAMGGTAATAMGCTTCAATCAAAACAGGTAAGACTATTGGGGAGGAGAGATTT 

TATTGGTTATTCITTATTTATGTTTTAMTTCGTATAATMTTTTTAGCATCTMTAC^ 

GMGAGTTTAGTAGATATTTCCTTGATATTTAMACCTGACCCATTTTGGTTGGAAT 

Sequence 4540 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I I I I 1 I I I I I M M ill I 1 I GGAAAAATA 

AGCATMTTAAAMCTGTTAGATTTGGMCTTTCTATTTCATAATTAACACATATTTAAC 

AMTATTTATAAAGCCTATAAATCTACAAAAAAAGATAAATAGNGNGCTGTGTAATGTTT 

GGTTATATGTCTGTTTGGATTTTATAGCCTTACTAATATATACTATAAAACATTAAAAAA 

TTCAGMTACAMGCTGTCTTCCANAGMAGCTTTGTTTAGATACACTAAAAAAAAAAAT 

CMG TMCT TATAAATAATAATGTGCTTTACAAATAACTTCAATGTAATAGATGACAATT 

GTNTATTTTAGCCAAATCCATTATTCTGCTTATACAATTCATCTTCTAATTTTTACCAGT 

GGAAAGAMCTTTGGAGACAGGTGAAAATGAATTTAGCAGACATATTCCTAAAAACTGGA 

G AGTTTTA I I I I I I A 

Sequence 4541 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAGGCCAACGGGCTCGGTTTCTATGGTTTTCT 

GGGGAGACGGCTGAGGGAAGGTCGGCTTCCGGCGTCGCGCTGCAAACGTCTCGCTGAGGT 

CATCCTTTACGGCAGGCGTCCGCGTCGCTAGCTAGTCGTTCTGAAGCGGCGGCCAGAGGA 

GAGTCAAGGGCACGAGCATCGGGTAGCCATGCCTTTCTTGGACATCCAGAAAAGGTTCGG 

CCTTAACATAGATCGATGGTTGACAATCCANAGTGGTGAACAGCCCTACAAGATGGCTGG 

TCGATGCCATGCTTTTGAAAAAGAATGGATAGAATGTGCACATGGAATCGGTTATACTCG 

GGCAGAGAAAGAGTGCAAGATAGAAATATGATGATT 

Sequence 4542 

CCCTTAGCGTGGTC GCGG CCCGAGGTACGGACTTCCTTTAGGATCTCAGGCTTCTGCAGT 

TCTCATGACTCCTACTTTTCATCCTAGTCTAGCATTCTGCAACATTTATATAGACTGTTG 

AMGGAGAATTTGAAAAATGCATAATMCTACTTCCATCCCTGCTTATTTTTAATTTGGG 

AAAATAAATACATTCGAAGGAACCTGTGTTATCACAGTAACCCAGAGCTGTATTTGGCTA 

GCAATCTGCCTGTATCTCTCACTATTATCTAAAAGAAACCTTCCAATGCTTCTGTTGATC 

TCAGTATTGTCAGGGGAACAGAGMGTTGGGAAAAGATTACTGAAATATACCTTTTGCAT 

TTC TTTC TAGAGTAGCTCCCATATATGGAGATGGGTGATTCTCTTGATGCCACCTTCAGA 

TCCTTTTATTCTCCAGAATAATTCTTMCAGTGGTTCAAATTTCCTTT 

Sequence 4543 

CCCTTAGCGTGGTCGCGGCCGACGTNCCNCCAGCTNTNTGNTCTNCACANGGCTCCCCGC 

CNCACCCNGCCTGTTAAAGCGCGCCGACTGGGCTACAANGCCNAACAAGGTTACNTTATA 

TACAAGGATNCATGNTCGCCGNGGTNGGCGAAANCNCCACAGCNTCCTAANTGGTGCAAC 

TTACNGCAATGCCTGTCCATCATGGCGNTAACCAGCT 

Sequence 4544 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I It I I < I I I I I I I I I I N I I I I II GGGA 
TT ACTTG ATACTTTNGGTTTTTGGTTTT^ 

GATTTT TGGGTTTGATTCTTGGTTTTGGNGGAAAACTGNAAAAAGNGGNGNGNGGGCCCC 
i I M I I ACTTGGGTCTTTGTTTTTGTGGGGGNGCCAATNGGNTGTNAAATNTTGGTGTTT 
TTN TCTC CGAGGGAAAAATTGGGATCAGGGCNCAAAACTTAANCCCCNCCCCCNCTTGGG 
AANTTTTNTTTAAAAAAA 
Sequence 4545 
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CGCCAGTGTGATG6GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTACMCCMTTCCAAGTTTTAATTTTTAACACCATGGCGCCTTTTGCACATAACATGCT 

TTAGATTATATATTCCGCACTCAAGGAGTAACCAGGTCGTCCAAGCAAAAACAAATGGGA 

AAATGTCTTAAAAAATCCTGGGTGGACTTTTGAAAAGC 1 1 1 I 1 1 I 1 1 1 I 1 1 1 1 1 1 I GAGA 

CGGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTAGCACGATCTCGGCTCACTGCACC 

CTCCGTCTCTCGGGTTCAAGCAATTGTCTGCCTCAACCTCCCGAGTAGCTGGGATTACAG 

GTGCGCACTACCACGCCAAGCTMTTTTTGTATTTTTTAGTAGAGATGGGGTTTCACCAT 

CTTGGCCAGGCTGGTCTTGAATTCCTGACCTCAGGTGATCCACCCACCTTGGCCTCCCAA 

AGTGCTAGTATTATGGGGCGTGAACCACCATGCCCAGCCGAAAAGCTTTTTGAGGGGCTG 

ACTTCAATCCATGTAGGAAAGTAAAATGGAANGAAATTGGGTGCATTTCTAGGGACTTTT 

CTMCATATGTCTATMTAAAAGGGTTAAGGTClvrrTTTTTT 

Sequence 4546 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGCAGTTGGGACTTAGCGAAAATTTGGGC 

TGGCCTGGATCATGAAAAGAAGCTGCTATCTTCTTACCTCCAGAGAGTCATCANCATTCA 

CCATCCAACAGTCAGTCCAGGTGGCCACAATCAAAAACCCAGCAGAGAAAAAGGCAAAGA 

AGCAAGCGATGTATTGAAGAAGATCCCTCATTGTGGCAAGCAGCCCATCAGGATGGCAAC 

ATGGGCAGACACCAGCCCTGGCCCCACTTAAGTGGCGGGTGTCAGTCTTCTGTGTTTCTG 

GTACTTGCTAAGGGCATGATCCTCTTATGAATCCACCAGAATTCAGCCATCAACAAAAAT 

CCCGTGAGTGGAAAATTGTATGGATCTCTAACATGACATAAAAAC 

Sequence 4547 

CCCTTAGCGTGGTCGCGGCCCGAG GTACTTT AI 1 1 1 I I 1 1 1 I I 1 1 1 1 1 1 I AATTNATTTT 
" 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I I II I I I 1 1 1 1 1 I H 1 1 1 1 1 1 1 1 NGGGNAAAAAAANTTNNNN 
AN i 1 1 1 I 1 1 1 1 N AA CTAACCCCN NCCN I 1 1 1 1 1 1 1 NANGGAAAGNANNCANTTNCAAATN 
GGAThfTTNNTTTT AAAAA NGNGNTTTAAAMNGTANCTTTNNTTTTANCACNCNNCNTNN 
AACAAAMNM NNTTTTCCC CCCCCNTGGAAMAAAAANGNGTGGGGMTTTIvn'CNTTNN 
TGGGNAANANN I I 1 1 1 I I 1 1 AGNNCNNAAGTTTTTTTCCCAAAAAANAAANCCACAAAAA 
GGCGGMNNGGGGMNNGTCCCNCNNIvrrTAAAAAAAATTTTTCCNAAAAAAAAAANTGTT 
TTTTCAAAAAAAATCCTTNNNGGGGCNCCCTTTTTCNCCCN 1 1 I I 1 1 1 1 NTTTCAAATTA 

AAAAAMNCAAAAANrrGGGTTAAACCACCCCCCTTTGNTTGTNAAANGTTTTNCACCCCN 
NGGGGGNTTCCN I 1 1 I I I 1 1 I INNA 
Sequence 4548 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGATGTTAGGTGTGCATATGTAGTTAAAT 

TTATT ATAACATTTCTTTGAATTGATCCTATATTATTATATAGTGACCGTCTTTGTCTCC 

TTTTACAGTCTTTGACTTGTTTATTTTATCTGGTATMGTATGTGTMCCTTGTTCTTTT 

TAGTTTCTMTTACATTAAATATGTTATTTTTCTTCCTTCACTnTGGTCTATGTGTGTC 

TTTATAGGTGACATGGG TTTCTT ATAGGCAGTATGTAATTAAGTCTTGCTATTTAAAAAT 

TTATTGMCCAAAGTATATTTTTTMTTGGAGMTTTMGTTCATTTACATACATTTTAT 

TATTGATAGAT AAGG ACTTACTACTGCCATTTTGTTACTTGTTTTGTGGTTGTCTTGTAG 

TTCCTGTCTTCTTTTCTTTCTCACTGTCTTTATTCATGCTTAAGTGAGTTTCTCCAGCAG 

TATGTTTTAATTTG 

Sequence 4549 

CCCTTAGCGTGGTCG CGGCC GAGGTACAAAATGGCTGTTAAACAGATTTTTGAATTAAAC 

TTAMACCTCTTGCMTTTTTAAAAGCGTGTATCMTACTTTAAGAAAACTTTGTTG7TT 

ACACAGACTCTGGTCCTGTATCATGTGATNCCCTGACAGCAACATTTAATTTTTANAATA 

T CGTGATAA ACAATTTTCTTTNTCAATACNNAGGTGGGACCCANTCNTCACAATGAAAAC 

Ci i 1 1 1 1 i INATT GAGNA CCAGGNGGGTTTTANGAAAAATCCCTGCTTTNCTTANTTNTG 

GGTTTMGmCCTTTTTCANCTCNACNTTTTTTTCAAACCCCNCNCNACCCCCCNCTCA 

AANGTGCCTTTTAATNTGTTCCTTGTGNAAATATANTTTG CI 1 1 1 I 1 1 INAAAAAAANNA 

AAAN7TTNATTGGGNAAACCMAGCAAANTTTTTTAAAAAAANTTATNGGGNTNAANAAA 

TNTNTTTMCCCAACCANrrTACCNMNTTTTmTTTTACCNCCCAAAAAAAT 

Sequence 4550 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCTTAGATGGCTCTTGAAAATTATCCCCTG 

TGCCTTCTGTGTTACACCTGCATCTTAGTTMATAMGTGTAGATTCTTAACCTTTTTTT 

GTGCGATGGATCCCTTAGCTGTCTGGTGAAGCCTATGGATCCCTTCTCAGAATAACATTT 

TTAMCCTATAMTAAMTGCACAGAACTAAGTGCACTTACATTTGAGAATGATTATCAA 

GCTATTAAAMCCAAATTTGTGATACAGTAATACATAGTTCTTTAGTAGGTCATTAAATA 

TCAA MGCTA CTGGTGGTGGTTTCATTGCTGTAATTTCAAAGTAGTGATGAGTGTTACAA 

ATGATATTTTGCAATACCTGTAACAGCTAGATGTAACATGGTATAAAATTATCTGTGATC 

TCTTTTGGTMCAMGTCACAGATACATCTACTGCTGTTGTTATTATCTAAAGTTAGTTG 

MMMGTAATTTTGTGTTCACATCTCATTTAATGGACCCACTGAATCTTTGGGTTAAAG 

TMTTGAACTAGAAATGTAAATAGTTATACTTTCTTACTTTAATAAAAATATAACTTATT 

AAMGCTTAAGGCTGAATACAGGGGCTCTTGGCCTATAATCTGAGCACTTTGGGAAGTNC 

CGANGTAGGMGGATCACTTTGAGCCCAGGAGTTTGAGACCAGNCCTGGGCAACAATGGT 

GGAGACCCTGTCTNTACAAAAAATTTAAAAATTACC 

Sequence 4551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTCCCTTTGTTACTGCAGACAATNNN 

TMTAGAMTGTTTAMGGTGCCNTNlsnTTATCAAATAAGGTCAGATGTTCTCACCCTGT 

TTGAAATGGAAACTAGGAGTGGATTCCATTAACTCTCTTGTTCACACAACACACACACAT 

GCACACACGCACA CACAC ACACATCTCAGTGGTTGGCCAGAGCATTCAACAAATAAGATT 

TGCTCCAATCCCTGTTTTTAGCTATGAAAATATGAGCAGAGAGTTCATGTGATATGTAGA 

CAATTACCGGGCCAATCTGAATACAACCACCCAACTCATCAACCAACTAACTAACTAGCC 

ACAATCTTTGAGCACTCAAGTAATTTT 

Sequence 4552 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATACAAACTTTGACTTTTGTGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAA 

AAAAAAAAAAAAMAAA ANTATTTITAAMAAAAAAAAAAAATTTANGGNGGGNNGGNTT 

I I 1 1 I I I 1 1 1 I I I I I I I I GNGAAAAAAAANAAATNANNTTTTTNAAANTCNNTGNNAAAA 

AAATTNNTANCNCAAANNTNGGGTNCTAANATANTANTNACCCCCCTTN7TTTNNNNAAA 

TNAAAANANNCCNCACACNCTNI I I I I 1 1 I I I II I ANTNG AGGAANAAAAAAANTTTNNA 

GNNNGTGGGGGGGNTTTANAAGNANTMCTNAGACACATNGGGGGGGTNTNTTTTTAATN 

NNAGACCNGTTTTGNMCNAATGAGTTGTGMTNAMTTTNAAAAATTGTTTTCCANTAA 

AAAAAAAATN 

Sequence 4553 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTCCGCACAGAGGTCTGCGAGGAGA 

GAGAGTGTCTTCATTCTTTCCGCCNTCTTGATTCTTTCTCACTGACCAAGACTCAGCCGT 

GGGAAATATGAGTTGAGCTTTGTAAGAGCAAGATCCCAATCCTCAGAAAGAGGAAATGAC 

CAAGAGTCTTCCCAGCCGGTTGGATCTGTGATTGTCCAGGAGCCCACTGAGGAAAAACGT 

CAAGAAGAGGAACCACCAACTGATAATCAGGGTATTGCACCTAGTGGGGAGATTGAAAAT 

CAAGCAGTGCCTNCTTTTTAAGG 

Sequence 4554 

CCCTTTCGAGCGCCGCCCGGGCAGGTACGAAATGACCACCATGAAAACCTGAACTTGCAT 

CACCAGCTCCACCATAGCCATGTCCTCCCATACCTGGAAACACAATTTGCCAAGATTATA 

AACTATTACAGATACAAGTAGGGAAGTATACATACATACTATACAAGGTATAAAGCTCTA 

TATAGGMTGCACTGAAATTTGTCTGMTTMCTTTATACMGTTTCCTATATTACCACT 

MGAGCTTGCAMGCAAATACTAAAATTTACCTATGAATAAAAATGTCTTTAATATTTAT 

TTTACCTCTTCCATCTCTCATTCTGTCATCAAAGCCATCATTCCCATAGCCGTAATTATT 

ATAGCCACCATAGTCATCAAAACCTCCATAACCTGTGTAATTTAAGGAGAAACACATGAC 

TACACACTTTCCAGAGATAAATNTTATMTTTAGTTTACAAMACATTTTGTGGTAACAG 

TCTGTGTMCTTGATTGCAAGTTTGCAATTCCCAACTTAAAACCTATGAAAAAAGCAGTC 

AACCGTGATGGAAATTTAAAATCTCAGAMGTTAATTAAGTTCAGACATGTAAATTAAAT 

TTCATCCCTAGGCAAAAAAANGTCAAMTATGCCAACATCTTATTTTTAA 

Sequence 4555 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTNTTCTTNTNTTTTNTTGGCCTAAGNCA 
MCCNCAGMCTTTATTNNGGNAMNGANNGCATTTITTNGTTGGCAAACNATANNCTCC 
TATGAAATACTCTTAGAGATGTTTATNCTGAGCTAG I I I I 1 I I I GCGGGGAGGTGCTGTT 
TAC ATG CTATGTTA 
Sequence 4556 

CCCTTAGCGTG GTCG CGGCCGAGGTACATGCCAAAAATGCCTGAATAAGCTTTGAAATGT 
AA MCAAAMTGTTTTAAA GAAGTTTAATTGCAGTTGNCMTATATACTTAATATGGCTT 
GCAI I II II I II If M M I GAAATAACATTGTGACTTAAAGGATTTCTAGGTCCTAAAAT 
CT GGAAAAGG GATCTGGAAAAATTTGGACTCCATGAGTAGTTTGGATTCAATCTCTNTGT 
GCI 1 1 I I I 1 1 I I CTTTATAACATGAATGGGATGGG 
Sequence 4557 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCCACAAATTCATGTCTTCCCAGAATCTATG 

MTGTGGCCTTATTTGGAAACAGAATCTTTGAGATGTCATCAAGTTAAGAAGAGGTTACA 

CTGGATTCAGGCAGGCCCTAMTCCATTATGACCTGTGTATTTGTAAGAAAAATTCAGAC 

ACAGAGATTCAGACACACAGAAACATTGTTATGTGGTGGCAGAGGCAGATATTGTAGTGA 

TGCATTTCCATGCCGGGAAATGCTAAGGATGGCTGTTAATAACCAGAAGCTGGGAGACAG 

GCATGGGGCAGATTCCCACTCTGGATGCCCAAGAAAGAATCA 

Sequence 4558 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTAATGATGGTCCAGTATTCTCAAAAAAA 

AAAAAGCCTACTTTAAAGACTAATCAATAAATTAAACAAAACAAAACCCACACAATGTTC 

CCCCACCCCCCAAAGCTAGCAGTTTGTGAGTTGTATTTATATTGAMCCTMTGTTTTAA 

AAATAGTTCTGGTTCTCCAACCACCCCATCCCACCCCGGGTATGCAGCAATAGTAATCAA 

TTATTTTATTCTACCCTCCCAAAAGATTATTMTCCAGTGTTCTTTAGCTTTTTAAM 

TAAATTGGGAAAGTGTTATTAAATAAGC I I I I I I IAA 

Sequence 4559 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTAGTGAGAGAGTTTCACTATGTTGCC 

CAGGATGGTCTCAAACTCCTGAGCTCAAGTGATCTGCCCATCTCAGCCTCCCAAAGTGCT 

GGGATTACMGTGTGAGCTACTG CATCC AGCCTGCMTTGGTTTTGACTGCACAAGAAAA 

MCATAAAAMGGTTCCATGMCCTTTTTATMCCTCTTATMTTGTTACCGGTTTTAAT 

TTCTTTCCTCAAI I I I I CTATGTCCATTCAGTTT 

Sequence 4560 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACAGA 

TGAACAGACTCAGGTTGTGATTGATGCAGGAGCACTCGCCGTCTTTCCCAGCCTGCTCAC 

CAACCCCAAAACTAACATTCAGAAGGAAGCTACGTGGACAATGTCAAACATCACAGCCGG 

CCGCCAGGACCAGATACAGCAAGTTGTGAATCATGGATTAAGTCCCATTCCTTGTCAGTG 

TTCTCTCTAAGGCAGATTTTAAGACACAAAAGGAAGCTGTGTGGGCCGTGACCAACTATA 

CCAGTGGTGGAACAGTTGAACAGATTGTGTACGCNGGTCCAAGCAATACCATAAAAGCTT 

GAAGCMAAACAGCTTTTAMTCMAMGCAAMTTTTTAAAATTAMACTTTTAGAGAA 

AAAATAAATTAGGCATGAGAATAGTAATTATCTCTGTAAGTTTCAAGTAAGATAAGACTT 

AGGTGATTATTGTAAAGATMAAATGGAAATAATGGACATAATCATT 

Sequence 4561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATTTGGCT1TCTCTCTCTTTTCTCCCC 

TCCTTCTTCCCAGGCCTGGCTGGCTGGTGCCTGACACCATTTGGGGCTCTGAGAGGGTTG 

TGGCTGCCAGCCCCCAGTCGCCAATGCCTGGTCAGGCACTCGTATCCCCTGTCCTGTTCA 

CCATTTCTCCTTTCTCATTGTTCTCATMTTTGNCCTGCTTAAAACTCCTAGGGTCTAAA 

GGGACCCCCTGCATTGCTTGCCTTTCCTTTGCTAGACACCANANAAGAGGCTAAAAAAGT 

GAMTGTGGCCTGGTGCANTGGCTTATGCCTGTAATTCCAACACTTTGGGAAGGCAAAGC 

AGGCAAAAAACTTGAAGGNAAGAGTTCAAGGGCAGCTTGGAACAAAACAACGGAATCCTG 

TCTTTTACTTAAAAAATC 

Sequence 4562 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCACCAAAGACCAATAATAAAAAAGAAGGTTC 
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CAGGGAGGGCATGACCTCTGAMTTCCCCATGATCTTTGGGTGTTTAAATCCCATTTTCC 

CTTCTGAGTCATTGGTCATCCTTGGTCTCAGTAGATCAGGCACGTTAGAACTGTGGCAGA 

AGAGATMGMTGMGCANCCAAAATTGAGCCTTTGCTTCTTAGGTAATGCTGAAAAGTT 

TCCAACTTGGTCTGTTTACTCAACACTTTATTTTTNCCACTTTGCCAGCTTTAAMTCAA 

GACAGCGGCTGGGCTTTTGTTGTNGCTGTTTCTGTTCTTTTGATCGCAGNGCCCCATGAA 

AATTTAAACCfslGTGTGTTGGATGGGATCTNGCCACGTCTCCATTGGGTGGGGGGAGGAAT 

TNTTAAA 

Sequence 4563 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTGTGGCTGATC 

CAGGCGTTTGCCCATGTAGCTGGAATCTTTATCTCCGAGGCAGGGNNCTGGATGACAGGG 

TATAGTGCCCCAGGCCGAGCTTCCTCTTAAACCACTATTCCTGACAGTCCCGGTGACTGA 

TGAGGCTTCAGAGACTCCACCACTCGCTAGTTCCMCACAGCMGMTTTTTTTAAMAA 

CAAAACAAAACAAAAAACACACACCAAAGGAAAAAAAAAAAAGGGCGAGGAGTGAGATCT 

GTAGAAAAAAACACCCACACACAGCCTTCCCAGATCTTGCCTGGCTTCCCCCAGCTGCCG 

GGGTCCACTTGGGATGAGGCAGTTTGTTCTCTAACCAAGGCTGTCTGTAGTGATGTCAAT 

TGCCAGCGTTCGTAAAGGGGGAAAAAAAATCAAAGTCCTTTTAGCACAACTCCGAATCCT 

TGCAGATCAACTTCCTGTCTTCTTGGGTGTCTCTTTCCCCACCTTAAAGAAAAAGAAAAA 

AGAGAGAGAGAAAGAGAAAGGAAAGAAAGGAAAANGAAAGAAAGGAANGAAAAAAGAAAG 

GGGGGAAAAAGNAAAAAAAAAGAA 

Sequence 4564 

GATATCTGC AGA ATTCGC CCTTAGCGTGGTCGCGGCCCGAGGTAC I M I I 1 1 1 I I I I I 1 1 

I 1 1 i I I M I I NTTCT1 I I I GAAAAAGGTATCAAAGGCCTTTATTGATTTAATTTTCCTTT 

CMCTTATCAATGCTATCACAAATTNTAAGGAAACAGGACTTGNCCAAATAACNATTNNC 

CCACCATGAACATGGGGCTTGGGAAGACATAATCTACAAGCTACATCATATATTGAGGCT 

TNTM NAAN AATCGNCTCTTNATmTTCAAMGCATANCTNNAMTTNGNCCNTNATCTT 

GATTATTTTGAAAAATGTNAAGCACATACTCGCNCTTNGATAANNGNATGTTCTANNNCN 

CTTTNT GNANAAGTANTCNANCCTMTTTGGNGTTGANAAANAGCNCTTAATAGATTCCT 

mil iGTTAAATGANCTNATGTTGCCCCNTTAAAMCTTTGGNNNNTGTCTCAAAANAA 

TMTTNNATACCMNAGNTCTNTGAMCANNTGCCNATTTGCTTTNTNAAGCAGATAAAA 

ACAGAAATCATGNANGTTAAGTCAATTGANAAAAAAAA 

Sequence 4565 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I I I I II 1 I I I I I i I I I J I I II I AA 

AAAGTAAGCTAAAGTCCTTGNGGTAGGCAGCGTCTAACAAATAGAATATAGCAGAAATAA 

TGAGATACCACTTCCAAGATTAGGTTATAAAAATTCTTAGGCGTCACCTTCTCTCACTCA 

TTTGCTCAGAGGGAGGCAGATGCCAAACTGTGGTGCCCTTTGGAGAGGCCCATATGGCAA 

AGMCTGAGAAMGCCTNTGGCCMCAGCCAGCMCAATTGATTTCTTCAGTCCAAGAGC 

CCCAGGAAACTGAACCCTGCAAGAGCCACATTGAATGAGTTCAGAAACAGATCTTCCACC 

ANTAGAGCTTCCANATGTGACTGCAACCCCAACTGACAGCTTTGACTACCACCTTTTTTA 

TGAGCCACAGGCACCCMG7TAAGCTTGCACCCANATTTNTAACCCACAAAAACTGGAAA 

MAAATGTTTGGNGGCTTAAAGNCCTTAAAATTCTGGGNGCAATGGGCTTNTGCCAACAA 

TAMNAAMAATATCCCTGGCCCACTrTTATAATTCAATAATTCCCATGGGGCCTTTAGG 

GTATTAAATTAAAAATTTGGGAAAGGCNAAAAAAAN 

Sequence 4566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMMCACTTCCAGCAAAAMTCTTTATTTTT 

MGAAAAAAGTATTTNTTCTCATTTTCTATTTTTGTCATAMTTTTTAT^ 

GMCCAMACTTGMCTTCCTTTTGGTTGATACATGCCCAGCAAGACTGATCAAAGAAAA 

GATGGCACAGATAAACAGTGTTAGAAATGAAAATGGAAACATAACCATAGATAACTACAG 

ATTAAAMGATAMACATTATACMATAMTTGAAMTTGCATGTAATAGATAMTTTGT 

GGAAAAATTTAACTTGCCAAAATTGATGCAAGAATAAATAACTTGAATAAGATTCAAGTA 

AATTGGATTTGTAGGTTAAAATTTTCTCAAAATGAAAACACCAGGATCAGATGGAGTTAT. 

TCCAGACACCTAGTAACAAATTATCTCTTGGACTAATCCACAATATGTTAAAAAAAAAAA 
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AAMAAAAAAMGGAGGCMTACTNCCTACTCATTTTANGAGGCTAGCATAACCTTGATA 

GCTA TTAA GGCCAAATTNGAAAGGCAGTTNTNGGNCCGTCTTACTGATAGCATAGNGTAA 

MGCTTTTCCTTTMGGTTAGAMTCTGCCAGMTGCCNCCTNTCAGCCTTTCTTTCTTC 

CTTTTCCTTT 

Sequence 4567 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGNGTTTTACCNTGTNGGCCAGGCTGGAG 

CTAGAAGTCCTAANCTTATGACGGTCCANCCACCTAGGATCTTCNANANTGNTAGGANTA 

CAGGNATGAGTCANNATACCNNNCCGNATATATGNANTNATGAATTNTAATATNANNTNC 

ATGAATATTNTTAACNTACAGAATTCACTATGATCTTTATGAC 

Sequence 4568 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAGAGACGGGGTTTCACCGNGNNAG 

CCAANATGGTCTCANTCCNCTGACCTTGTGATCCACCCACCTAGGCCTTCCAAAGTGCTG 

GGATTACAGACGTGAGTCACCGCNCGCAGCCCGCTTTTGTGGTTTCAAAAGTTCTCACTT 

GCTAATGTCATGTTAGAGATACAAATTTAAAGTATGCTAATATCANTGGAGAGAACAGAT 

GTNTTAATCTATAAGACACTTATACATGCACTAAANAAAAG7TGACTACTATACTGAANT 

CCCTTATAAAAAGGGAGTTGTTAAGGATAATGGAATGTGGATTGGGCTCTTTCANAGACT 

CCATACAGGTNTATTTAATTANCAAAGG 

Sequence 4569 

CCCT1T CGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTGTGTTTTAATATAATATCCAGG 

ATTTT TATAT GCATT TAGCAGMGGATGTCTACTCTGCCTTTGTAGAAGTGTCTCACTGA 

TTTTTACATATTTTTCCAGCACACAMCATACACMTTTAACTCAAAGCATCTTAGCAGA 

GCTTAATTAA ATGG ATAGATGTCTGTTCCCTTTGCTGGACGCCAAGAATACAAAAAAGAA 

CAAGTGACAATTTTCTCCGTCTTAGGGAGAAGAGACAGCAGAAGTGTAAATGATCCCTAA 

AGAGTGATAGATGTTATCATGAAGCCACAGGAGGGGTGCCAGGCTGCACAAAAGAGACAC 

TGGATGCTTC7TGGTAGTAGAGGCAGTGGCTTCCAGCCTTGGGGCTAAGGCTTGTAGGGT 

GMTTGGMCTTTTCAGATGAGCAAGGCAAAGAAGGGACCTTCTAACATTCCTTGGATGG 

AACATTTTTGACATTTTCC 

Sequence 4570 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTTATAATAAAATTGTAGTAAAATACTGA 
CATTNGNNNGTGATNAANNNNGNANGAGTNCATGTAAAAATCATGTTATAGCATGTAAAA 
TTTAATTNGAAAAATTCATAGCTCACAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4571 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACACAACAAAGGTTCAAACATCGAGATGTT 

CCCTTAGCMGGCTGAAMTTTCAGTCTCTGGTATTTGGMTTTAGGCTGCAGTCCTTGT 

TTTTGGATGGATCACTGGGTGTGTGGCACAGTCCATGCTTTTAACCAGATTTGAACAGAA 

GMTGGCCACTTGGCCCAGGTAGAAGTAGATGAAGTGTTTGGTTTCATGTGTCACATAAC 

TACCGAAGTTCCTCCCCACGATGCAATGCCAGGTGGGATTGTACATCATTAATAGGTCCG 

GTATGTCTTCTCATTTACTGGCAACTTCTCCAAACTCATCTAGAGTTTCCANACCATCTA 

TTACCTTTCCAAATACNGTGTATTNCATGTCCAAATGTGGCTGTTTGCCATAGGTGATGA 

AGAACTGAGATCCATTGGTGTTCNGGCCATTATTAGCCATAGATTCAACACCTTTAACAT 

TTGTGCTTMNAATATTTCACTGTATTCATTCCCTCAMCTTTCTTTG 

Sequence 4572 

CCCTTGAGCGGCCGCCCGGGCAGGTACCGCCGTTCTTGTCACCACCAACTGGTTTTGTAA 

CAGTTGCGAGMCCTTCTCCTTCTTTTTCTTTTCAACCTTGGATTTAGCGGCTGAGTACA 

AGCC AGMTTACTATTTCTTTGACTTATTATTAGCTTGGCAGTTGCTTTTGATTTGATTG 

T TTTAT GACATGGTATACTACTATATTTACTCAGTTTGAAACTATTCATTTCTACACACT 

ATTTTTAAMATTGCCTACTAGGTGAAACATTACAATAAAACTACCTGTGCTGAMTTTG 

GGGG AAGTT TAGGTCCTTTAAAAAAACATATTAATCATTGACTACATCTATGATAAAAGT 

GCTTATTTTGGTTTACTAAGATAATGCAGTTGGTGGAMTGATAMCGTTTTAAGTGTTA 

ACATCCTTTGMTGCGTTGGATTTCAGAGMTAAACATTTTGTAAAAATCACTTGGTAAG 

GATTATAAACTTAATTACTGCACTTAAAATGAMCATTACTTTTTTTAAACAATGTGTCA 
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CAAATGTANGTCTGTATTACTTGNATGCTTGGGTGACTTACTGGTAGTCCAGCTCTNAAA 
ATTTAAANGGTGTAATTGAAATCAAGAAAAGAACCTTCTTTTAAAANAAAGCAAGTATAT 
TTTTGCTTTTACCTTC AAATGGTANTTN AAG N AG AAA ATTTAATTTG N AG ATATAACCNT 
TAA 

Sequence 4573 

C CCTTNCGAGCGGC CGCCCGGGCAGGTACTGAAGTCTAAGAAATCTACATCAAACTGAGC 

CTTT TGTT TTCTTTTCAAMACAGATGMAAAACCATCTACCTNCTCTTCAATGAGACTG 

AGMTTTTACANTMCMNATCTTAAACCTGGTTAGCNTAATAACTTGCAGCTTNCTCAN 

CCCCTGGTTTACAGATCCTGAATCAAGTTCNGTGGGAGGTTT 

Sequence 4574 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACTTGAAATTATAATATAGCCTGTCCGT 

TTG CTGTT TCCAGGCTGTGATATATTTTCCTAGTGGTTTGATTTTAAAAATAAATAAGGT 

TTMTTTTCTCCCCAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGG 
G 

Sequence 4575 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTAGCCTGGGTGACAGAACAAGATCTTGTG 

TTAAGAAGAAAAAACAAAAAACAAAAAAAACTTGCCAATCTGATGTGTGTGAAATGGTAG 

TTCATCAGTTAMTCTGCATTTTCCTTGATTTT^ 

TTGGTCA TTTAA GTTTTCTTTTTGGCAAATTTCCTATGCATATTCTTATT^ 

GA TTGTC I I 1 1 I CTTATTCATTTAAGTTTGTTGTGGTGCCTTTCATTGAGCAAAAACTTT 

AMTTTTMTGTAGCAAAAGATATATTTTTCTTTATMTTTGTATGTTTTATGA^ 

TMGAAATTCTTCCTTAATGTCTCAACATATTCAATTTAATAATGTATCAGAAACTGTCC 

TGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4576 

CCCTT AGCG GCCGCCCGGGCAGGTACCCTAATCGTTCAACAGCAATCATCTTTGGGGAAT 

GGGCATTTTGGTAGGTAMGTGTGGTGGACGTCCTTATTATTATTTTTGAGACAGTGTCT 

TGCTCTGTCCCCCAGGCTGGAGGTCAGTGGCACAAATCTCAGCTCACTCTAACCTGCACC 

TCCCGGGTTNAGGTGATTCTCATNTCAG 

GTGCCACCACCGCCTGGCTAGTTTTTrrGTATTTTTTMGTA^ 

TGTTTGGGCCAGGGOTGGGTCTCTGAACTCCTGGCCTCAGGTNGATCCACCCACCTTANC 
CGCCCAAGGTGTTTGGGATTTGCANGCATTGAGCCACCATGCCCGGCCCNT 
Sequence 4577 

CACM GGTA AATTGTCTCACCTGTGGAAGTTTCAGAGGATTCTGTTGAATTTGAATCANT 

GCCAGTTTTGCTTTCAAGGTCTGTTTGGCAAGAGTCTCATCTCTATTTTCTTGTGCTTGG 

CTTTCTTCTTCTTCCTCTTCACCATCTGGAAACTCCCACTGAGACTCGCCCGACTGTTCG 

TTTACATAGAAATACCGTCTATGATCCCMGTTTCAGATGTCCGGACTCCAAGTGCCANT 

TTCTTCCCGGTGTTCAGCCACTGTGTTAATCCTCCACAGGGAACTGCTACACGCTGCTCT 

GGTGAGGCATTCCACCGGGGCAATTTCCTACCCGGGAGTGCTCTTTG 

Sequence 4578 

CCCTTGAGCGGCCCGCCCGGGCAGGTACCAGGGCAAGTCAGACATCATGTCAGCACCCTT 

TTCTCTTGTCTTTCTTGCACATATTCATAGACAMTAGTTTGGAMTGGGCACTTTAGAA 

GCTAAACCTGGAATTCTGCCACCTGTAATACAGGCCAAGCAATGAAATCTGATAGGTGGA 

GTCAMGGGGTCCACTTTTGGAGGTTCCTGTGTCACTTCTCCCCCTCCCAGATGTCTCCT 

CATCCTGAGTGTCATCACCAAAGTTCTTGGGCCTGTACCTCGGCCGCGACCACGCTAAGG 

GnnnnnnnnnnnnnnnnnnnnnnnnnnCTAGTNGGATCCCGAGCTCGGTACCAAGCTTTG 

GCGTAATCATGGTCATAAGCTGTTTCCTGT 

Sequence 4579 

CCCTTGCCCGGGCNGGTACCCAAGTGTTTTGTCAGATACTTTGCATGGAAATACCTGCAG 
TTTGGGAGACTGGTGTGTATTGAATGCTTCTTTTAGCATATTTCAGGTTGGACTGCGATG 
CANTTCTTCAGCTCTTCATTGAAACGCTGCTCCACAACACAAATGCCGGCCAAGGCCAGG 
GAGATGCAAGCATGGACTCTGCAAAGCGGCGGCATCCCAAACTCCTGGCCAAAGCCCTTG 
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AGATGGTTCCTTTACTGACGAGCACAAAAGATTNGGTCATCAGTCTTAGTGGAATACTAC 

ATMGTTGGATCCTTATGACTATGAAATGATTGAAAGNTGTCTTGAAAGTTATTAGAACG 

MGCTNATGAAAAGATMCCAATATTAATATTAATCAGGCATTGAGTATTCTGAAACATT 

TGAAAGGTCATACCCAAGAATTTCTTC 

Sequence 4580 

GGGGNCCCGNAAAATATTTGGGGGGGGCCCCCTTTCTTAAGATNAGGCCATNGGCTTTCC 
GGMNGCCGGGC CCGGC CCCAANTTGGTTGGAATGGGGMTTATTCTTTGGCCAGGAAAA 
TTTTCCGCCCCCCTTTTTACCCGAGGCCCGGGCCCCGCCCCC 
Sequence 4581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTACTATGTGMCCCATGTTTTCATTTC 

TCTAAAATATATAAACC CAGG AGTGTGAATGCTGCGTCATGTAGCATGCTCAACTTTATA 

AGAMCTGCCMGCTGTTTTCCCAAGTTMTTTTAGGMGTCAMTCAATTGATTTTTTC 

ACGMGATGM GAAA GTTTTATGCAACTTTCTTCATTATTTTGCTGTCATATAAAAGTTA 

ATAMTATTCACTmATTTTCTTCTACTTTTAGGGMTAAAAAA 

CATCTAGAACTTATTTTGGTGTATGATGTAAAGCAAAAATGTAAGGTGA A I I I I I 1 1 1 I I 

CTCMCAGCCAAGCA ATGGT CTTAATCCCTTTTGTTGAATAAATCCTTCCCATACTAATT 

AATTTGTAATAGCTTCTTTTTAATACAATTTAATTCTTAAATGAMACCTGAGTTA 

ATTCCTCTGNGCTGAGGAGTCAMAGTTCCACAGGTCAGATTTAACATTCCAAGCCAAAG 

GGACCACCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGCANAATGCTTGGGGNTAGG 

GAGTCAAGAACCAGNCTGGCCAACCCGNGGAAAACCCCNCCTTTCTTAAAAATAAAAAAA 
T 

Sequence 4582 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTTAGATCTCAATATAGTTGTTTAAAACA 

AAAAAATCCATGTGTATGGAGATGGGGAGTGGCTGGAAAAAGCTTAACCTCCCAATTAGG 

CAAAAGACAAACAGGATAGGGAGGGGGACTAGGGGCTTGTGAGTGGCAATAGCTGCAGCA 

GCAGCCCTGGCAGGACAGCCTGTGGGTTACAGACCGCCCTCCTGTCAATGAAGTCAAGTC 

CTCTGCTTCCTGAAAACCGCCTCTTTTTTCTAACMTGTTCTTTCCCCCAAACTAGGAAG 

ACAGGCTGATGGTAAACACAAAGTTCTCTGAACCAAAGCCTTATATGTATGTTTCTGAGG 

GGGCTCTTTATMCCTAGTTGCMGCAATCTGMCACAGCCCGGCGMTTTCCAGCTTTT 

GAAACTCAGATTTCCTTTTGCGAC 

Sequence 4583 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 I I I I GG I I I I I II I I I < I 1 1 AACTCCACT 

GGGTCAGTGGATCACACCTGTGATCCTTGCACTTTGGGAGGCTGAGGTGAGAGGATTGGC 

TGAGACCAGGAAGTCTCCTGGGAATCTTCTCGTCTCCTGTAACCCAGTTNACGACAGACC 

CTTGGACTTTACTATATTGGAAAAATCTACATAAAACAATGTCAGTGTGTCAAAGCATTA 

TGTCTGTCACAAGCTTGTGAAAGGAAAATAAAAATTACTAAGCCAAAGAGAAAAGTNAAG 

GCTGGGMCTGCAGCAGACAMCCTGCCTTCCATTTTATTCTTAAACAAGATAGCTTTGA 

AGGACCAAATAAAAAAAAAAAAAAGCTTNCATANAGGCCGGGCCGGGNGGCTTATGCC 

Sequence 4584 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTACCTGAATGCTTCTATTC CI Ni l I GATC 

TTCGAAMGAATTCAAGAAATGTTGCCCTGGTTCACCTGATATTGACAAACTGGACGTTG 

CCACAATGACAGAGTATTTAAATTTTGAGAAGAGTAGTTCAGTCTCTCGATATGGAGCCT 

CTCMGTTGMGATATGGGGMTATMTTTTAGCAATGATTTCAGAGCCTTATAATCACA 

GGTTTTCAGATCCAGAGGGAGTGMTTACAAGTTTGAAAGTGGAACTTGCAGCAAGATGG 

MCTTATTGATGATAACACCGTAGTCAGGGCACGAGGTTTACCATGGCAGTCTTCAGATC 

AAG AT ATTG C AAG G ATTCTTC AAAG 

Sequence 4585 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATGATCTGCAGGCTCCGGATAACCAGCAGAC 
TAAAGACATCTGGAAGAAAGTGGCAGAAAAGGAGGAACTGGAGCAAGGATCGAGGCCAGC 
ACCAACCCTGGAAGAAGAGAAAATCCGATCACTCTCCAGTTCTTCAAGAAATATTCAACA 
AATGTTGACAGATTCAATCAATCGTATGAAGGCATATGCATTTCACCAGAAGAAAGAATC 
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TATGAAGAAAAAACAAGATGAAGAAATAAATCAAATAGAAGAAGAGAGAACGAAGCAGAT 
TTGTAAGAGCTGGAAAGAAGACTCGGAATGGCAGGCATCTCTGCGAAAATCCAAAGCAGC 
TGATGAGAAGAGACGCTCCTTGGCTAAACAAGCACGAGAAGACTACAAGAGGTTATCCCT ' 
CGGGGC 
Sequence 4586 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTCACCAACCCCTGCAAA 

GTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCCAC 

GCACAGCTGMGCATGAGGMACTCATCGCGGGACTMTTTTCCTTAAAATTTAGACTTG 

CACAGTAAGGACTTCAACTGACCTTCCTCAGACTGAGAACTGTTTCCAGTATATACATCA 

AGTCACTGAGAGAACATCACCACCCTGAAGCCAGAGACTAACACTTGCAGGACTCAGCAG 

GACTATTTAAGAAACAACTGAGGCA 

Sequence 4587 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCMGTTTTAAACTTAGATGTGCTTCATCTTAG 

TGAMTTTAATTCACMGGAATCATAMTTGTGTTTTTGAGGCTGGGCGCAGTGACTCAC 

ACCTGTATCCCAGCAATTTGGGAGGCCGAGGTGGGCAGATCACTTGAGGTCAGGAGTTCA 

AGACTAGCCTGGTCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGTCGG 

CATGGTGGTGGGTGGCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGAAGAATCTGAGC 

CAAGATAACACCATTGTACTCCAGCCTGGGCGACAGAGTGAGACTATCTCAAAAATAAAT 

AMTAMTAMTAMTAGTATTTTTGAGCCTTCAAGATACMGTTCCTGAATATTCTAAT 

TTAMTTGGTAT MTTG GATTACCTMTATTCTTTTCMGACTCCTGATGTATTAACTTC 

ATGTTATTGNCACTTTTCAAAAAANGAATTTTTTTCANGAGTTAMTAAAGTCMGTC^ 

TTATATNCAAGGGTTTCAAACCCCCCAGATTAAACCCACCCCAGATCAAAAAAAAAAAAA 

AAAA 

Sequence 4588 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 11 I I 1 I 1 I I I I I 11 1 I G AGACGG ANTCTC 

GCTCTGCACTCCAGACTGGGTGACAGAGTGAGAACCTGTATCANANAAANAGGAAANTGN 

GGATATGAGAGAGAGGGAGMACCTATGAMTTTAACAACCATTTCTGCTAAAATCTNTC 

AGTAAACACAGAATANATAGGAACTTCCCTAACTTGATAAAGTGTATCTACCANAAACCT 

ATANCAACCTGCATATGAAAGAGGGATTTAAAAMTTTCCATTAAAAGTCTCAAAACAAG 

CAAANAAGGACTATTCTACATTCCCTTGGANGTGCTAGCCCAAGGCAATGGNGATATCNA 

NNACCNCCCCGAGCNCAATTAAAAATGGGGNAAAATNANCNATT^f^TTGNGGCNATNTTT 

TTNAC TTANAACCCNGGNATTGGGCCMCNTTTTTTTGTTTAAGGGGCNAAAAAANAANT 

TTTTTAGGGNNTTGNNNNGCCCAAMAAAATTTTNNGNAMNMCCNNAANNTTTNCCCT 

AAATANCCTNNACCCAACCTAAAAACCC I nTTTTl I NNGGGGNAAAAATNTAAAAAATG 

CCTCMMCAANAGTTTTTNNAMAAATTTCNTANAGGNANAATNANGGGNAAACCCTNN 

NNTTTNTTGTTTTNGGGGAAAAAA 

Sequence 4589 . 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC 1 1 I 1 1 I I 1 I 1 I I I I I I 1 I I I I I I I 11 1 1 1 M 
MII MilNIIHI MM I M ill I I II M M MINI M 1 IN tl I M I I I 11 I I I U N 
ATATNI I II I I I 1 1 I I 1 1 M II I I | I 11 II 1NNTTTTNAAAAAAAAAAAANN I I 1 I I I 1 1 
TTNNGNNNNN mAAAA AANTTANTAAANAAAAAAATNTGNNGNGGGGGGAANTTNTT^f^ 
AMAAATNTNTATTTTTW 

CTAAAAAANA I MINIMI I ATNTTANANNTNNNNNNNGGGGTNTNATTTNAGATTTTT 
TTT 

Sequence 4590 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACATGTGGAGGCTGGAATCTGCTCTGGTTGATG 
TTGTAGTGCGTGAATGCCTGGGTGGGGTTTGAGCTGTACTTTNA 1 I I I I I 1 I I I 1 1 1 NTT 
TTNGNGAAAI I I IM I I I MMM I III I 1III 
Sequence 4591 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAATGATAACTTAGATGCAGGGGCCATCA 
TGMMTATTCATCCCATATCTTACATTAAGCAAACTACTAGCAACTGTTTGTTAAAAAG 
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TATAAATGAATAAATCAAAATAGGACAGATAGGCAGTGTGGGAAGCTAAAATATGGAAGT 

GTTATTGC7TTGCTTTATGTGGTATAATGATCTGATTTTATCTTTCCCAGCTCTCCCAGG 

AAGTATGCAGAATAATATTTATCTCATATTGNGGGGTGTGGCAATCAAGACAGAGGGGCT 

AGATGCTTTACCTAAA 

Sequence 4592 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGC 

TTCCCMTTCAAACTG GGGGG AAAAAAACTAAATCATTGGGAGTTACTTGCCAACTTGGA 

AGTTGATATTTCTTTACTTTTTCCCCGCGTACTCTCCTTCTAGTGAAGGATTGTCACAGA 

GTTTCACTGGATGAMCTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAAT 

TATTTGCAAAAAAGAAGAAGAAGAGGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGA 

AAGAAAGAAAGAAAGAAAG 

Sequence 4593 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACCAGTTCTTTTGTGGATTTTCAGGAACATCCA 

TGACTGATT ACTG GGTTTTGATCTTCTTCAACCTCCTCTTCACGTCTGCCCCTCTTGTCA 

TTTATGGTGTTTTGGAGAAAGATGTGTCTGCAGAGACCCTCATGCAACTGCCTGAAC7TT 

ACAG AAGTG GTCAGAAATCAGAGGCATACTTACCCCATACCTTCTGGATCACCTTATTGG 

ATGCTTTTTATCAAAGCCTGGTCTGCTTCTTTGTGCCTTATTTTACCTACCAGGGCTCAG 

ATACTGACATCTTTGCATTTGGAAACCCCCTGAACACAGCCGGNTCTGTTCATCGTTCTC 

CTCCATCTGGTCATTGAAAGCAAGAGTTTGACTTGGATTCACTTGCTGGTCATCATTGGG 

TAGCATCTTGGTCTTA 1 1 I 1 1 IATTTGCCAT 

Sequence 4594 

CCCTTAGCGTGGTCCGCGGCCGANGTACCATGGAAGGGGCTGGGGCTGGGGAGTGGGCCT 

GCCMCANGCAGGGGTCATGAGAGGTTTTCTGGAACTAGCCTCAGCTTCTCAAATGGGCC 

TTAGGACCCGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nNTCTGTNNTNAAATTGGNTANTCNGTTTACAATTCCACACAANAATACGANCCCGGAAG 

CATAAAGTTGTAAANGCCTGGGGG 

Sequence 4595 

CCCTTAGCGTGNTCGCGGCCGACGTACTTGTTTCTNTGCANANAGCAGANNACTATATGA 

AANCAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAANCCAT 

G CTTGG AAGCAGATAMCCAGTTGMGACATACTGACGTATGAGGMTTTCATCCTTTCT 

TGTTT TCTC ANCATTCACAATGNCCATATATAGAATNTGAATCATTTNACANGGCGGTGG 

ATGMTTTTATTCCAAGATANAAGGCCAGAAMTTGACTTAAAAGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTTCGAAAGGATCACGANANCAGATTGNAAGCTC 

TTCAGCAGGCTCANGAAATNGACAAACTGAAAGGAGAGCTCATAGAAATGAACCTACAAA 

TAGTTGACAGMCCATTCAGGTANTTCGAAGTGCTTTANCTAACCAGATAGATTGGACAG 

AAATTGGGTTAATTGNGAAAGAAGCCCAGGCTCAAGGAGACCCTGTTGCAAGTGCCAATC 

NANAGAATTAAAACT 

Sequence 4596 

CCCTTAGCGTGGTGCGGCCGAGGTACACATCCAGGCACTTTTTGGGTCATATGGTGCTTT 

CCAACATGGGCCCACCCAGTCTTCACAATAAGCCTGTAAGGCAGATGGGCCAGAAATGGA 

GAAAAAGGGAAACAGAAGGGTCTTTGATTCAAGGAAGGAGCAAGCGAGAGTCAAGCCTCT 

CTCTTTTGGCTATTAATCCACTTTCTTTCTATAAAACCATCTAGGCCMTGGATTTTCTG 

GAGGCCTTGGGGCTTATGCCTCTTTAGGAAACACTTTGTTTTATTATGTCAAGGTGTATG 

GGTACTGGCCCGAGGTTTCTMGTTTTTTANGCATTTATGAAAATCCAGCTTGCTGMGT 

CACAGCACGTGTGTAATTGTATTGGGTMGTTMTGGCTATTTATGTTTGGAGGTGTTTG 

GAAMCAAGAAGGAGGCAAGAATTTTGAAMTGTGTTTTGACCAAGGTGTNGGNGGGCTC 

ACACCTTTMTCCCMNCACTTTTGGGMGGCCNAGGCANGMGGATTTGTTTGANCTCA 

AGGAGTTTTGAAACCMCCTTGGGTGACCACAGGMAGACCCTTTATTTTTTCTTAAAAA 

ACTNGAAAAAAAAAAAAAAA 

Sequence 4597 
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CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 I I I I I 1 1 1 I I I 1 1 I 1 1 I GGNANAGA 

TGCGGTCTCCAAGTGTTTCCCAGGCTGGTCTTGAACTCTTGAGCTTAAGGAATNTTCCCA 

CCT TAGCCT CCCCAAATGCTGGGATTACAGATGTGAACCACCATGCCTAGCTAGAGGCTC 

GAG l I l 1 1 IAAAGATAGTTTTGTGGGCTAGGGAAGGGGTGGTGCTGATTGGTTGGGGATA 

TCATAGGGGTGTGAAAAATGGTCCTNCTGTGCTGAGTCCACTTCTGGGTGGGGCCCACAG 

GACCTNTGAGTCATGAGTCTTGGGTCTGGGTGGAGCCATCCGATCATTAAGAAATACAAA 

MGCCTGAAMGACNTTTNAAAAGGTTAATCTTCGCTTCTNTTNATAATGGANGTTATTT 

ACAAAAANTAAATTNGGGGAAAATTGCAAATTTTGGGACCTCCANAANTAATGACTGGTA 

ATCATTTAACTATGCCNTACATTNTAACXJAAAATTTAGGCCCCTTGTCANTTCTCCCCAA 

TNTNGGCGGGG I I 1 1 1 1 A 

Sequence 4598 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNNTT^r^TTTTTTNTTCTTTNNTT^TTATTAT 
AAAACTAACAGCTCGTNACAATCTANNTTTNTTNNNNNCCTTNTTNCTTTTCCCAACTNC 
AAAATACTNTGNGGAGATGCATTANNATTTAAAANATATAATATTGNNCAAACAACCAAA 
AGG 

Sequence 4599 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTGTGGCCGGACACGATGGCTCACGC 

CTGTGGTCTTAGCCCTTTGGTAGGCCAAGGCGGGCGGATCACTTTAGCCCAGGAGTTCTA 

GACTATCTTGGGCAACATGGTGAAACCCTGTCTCTACAAAAAACAAAACAAAACAAAGAA 

ATTAGCTAGGTATGGTGGTGCTACCTGGGAGGCTGAGGTTTTCACAGGTTGAACCCCAAA 

ATTAGGGTTCAGTCCAGGAGGCCATTTGGGTTCTTGGCTTCATGAAGGAAGGAATTCAAG 

AATAAGCTGACAGTAAAGTAGAAGCAAGTATATTAAGAAAAGTAAAGGAATAGCGCCGGG 

CCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGGTGAGGGCGGGTGGATTGCT 

Sequence 4600 

CCCTTAGCGTGGTCGCGGCCGAGGACATGGMTGCTTGTATTCTTTTTAATTATCAAGGC 

ATCAGTGTGGTTCTTAAAGCCATGTGCCTGTGTATGCTTGCCTAAGTGTGAATGACATAC 

ACAGACATAA CCTTACATTGCTTT CCCAAAAGGGGAATGCCACCAACAAATCAACTAATT 

GGTACTTTNC I I I I 1 1 1 1 I I 1 1 1 I I I 1 1 1 1 1 I AGGGGGACTATAACCCATTTTCTATTAA 

TGAGCACATGGAATCTTTATTGCATTTTTCTATCATAAACACTTCTACAATAATTGNGCC 

TGCATMNATTTATTCTATATTTATACTGCTGTATTTCTGAAATAGAATTCCAAAATTCA 

TAATTTTGTCAGGTACCTGCCCGGGCG 

Sequence 4601 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACTTGTCCTCAGCTTGGGCTTCTTCCTCCTCCA 

TCACCTGAAACACTGGACCTGGGGGTAGCCCCGCCCCANCCCTCAGTTCACCCCCACTTC 

CCACTTGGCNGTCTTGTTTGCCTNGAAACTTTTCTAATCCTATTACCGTTTCTTGNNGGA 

NGTTAAAATTAATTNGNGAATTTTGGG 

Sequence 4602 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTAGACAAGTTCTAGATCTCTGANAGATGA 

GCATATGCTCATGGCTGACTGAAAAAACTTATCATCATCCGGGTCCTTTGGAGAAAATCT 

CmCCCATTAATTCATTCATTATATCATAAATGATGAAGGATGATCTCTTTAAAGGGTC 

TCCAGGTTGATCAAACAGGCGAATAATATGGTGATATGTTGCAAGCGAGGGTTCTCAAAT 

TACCAGGTAGACAGAAAAAATAAACAATGAGGTAAAAACACAGCAATCCAAAACATAGTT 

TACTGGAGACCGCACTGAATTAAAAACATATTGTTAATATTTAAGCCAAAATATTGCATT 

TCTATTCCTTTGAACAAAGTTATTT 

Sequence 4603 

GGTACI 1 1 1 1 I 1 1 I I 1 1 1 1 I I II 1 1 1 1 1 I I NGGGANNAGGTNATNAAATTTNTTTTAAAA 

NAAAAGNTTTNNTGGGCNNGNTTAAANNCCNGNAAAAANGNATNCNTAAGGGCCTNAATA 

AANTANCCANGGGCCTAANNANGANGGATNCCNNAAAAAAACCNTTAAAANNTTNTNAAC 

NTAACNNAAANNNNNCCNNNCCATAANAATTTTTCAANGCNTCTNANNAAAAAAAAAA 
Sequence 4604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 1 1 I I 1 1 I 1 1 1 I 1 1 I I H I I I I I I IA AGGA 
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GAGAGAAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCTG 

CCTGCCTTGGCCTTCCAMGTGCTAGGATTACAGATGTTTTGATTCCATAGNTTAATTAA 

TTCTGTGGGCAATTTATTTCGGCATTCCAATTTGAACACACAAGCCCACTATGAGGCCCA 

TTCmNTNTTTTACACACACACACACACACACACACACACACACACACACACTCTGTCC 

CTGCTCTCTCGCTCTCATTTGCTTGCTCATCAAAACATNTGCTCTGTATNTCACTGAAAT 

ATCTGTCTTCTGTTTCATTCCTCCAAGTAAAATGGGTAACAACGCGTTAGAAAGAGTTGC 

ATAGGCCAGACATGGTGGTTNACGCCTATAATCCCAGCAGTTTGGGAGGCTGAAATTACA 

GGCGTGMGCCANTGCGTCTGGCCTTTACCTTTACAATTAAANAATAAAAATCTTNTTGG 

GAGTTCATGATNCCTAGM 

1 AGAAANNMMGTTAAAGGTCATTAAAAANATGTTMTTTCTGGTTACCTAATA 

CATTTTTAAAATAT 
Sequence 4605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAGCTGCTTTTATACCCCCTTGCCC 

CGCCAACGTAGTTAAGAGAACAGCAGCATAAGCGGTGGCAGAGGCAAGGAAAGACCAGTA 

GAGAGAAAAAMGGCCATCTATACCMTTCTMGTTAATTTAAGACTAAACAAGGTCTTA 

ATAGCAMGGATMTTGAMTCCCAAACTTCANGGTTTTCMCAANNGTGAAGTTTGCTT 

AMGTTAACAGTGTMCATGTATTATGGTACTTCTAATTCTTTGTGGCCCTTAGACAGTC 

T AGTCC AMGGCATNAAAAGMAGGTTTTGCTTTAAAAAAAAAAAAAAAAGGGANTGGTT 

ATTTTTCAAAAAAAAAAAAAAAAGTG 

Sequence 4606 

CGC CAGTGTGATGGGATATCTGCA GAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 

TTNN I I I 1 1 1 I I I I I I I I I I I M | | I | GAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGA 

GTGCAGTAGCACGATCTCGGCTCACTGCACCCTCCGTCTCTCGGGTTCAAGCAATTGTCT 

GC CTCAACC TCCCGAGTAGCTGGGATTACAGGTGCGCACTACCACGCCAAGCTAATTTTT 

GTAi I M I I AGTAAAGATGGGGTTTCACCATCTTGGCCAGGCTGGTCTTGAATTCCTGAC 

CTCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTAGTATTATGGGCGTGAACCACCA 

TGCCCAGCCCGAAAAGCTTTTGAGGGGCTGACTTCAATCCATGTAGGAAAGTAAAATGGA 

AG GMATTGGG TGCATTTCTAGGACTTTTCTAACATATGTCTATAATATAGGGGTTAAGG 

TTCI 1 1 1 I I 1 1 I CAGGAATACATTTGGAAATT 

Sequence 4607 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAGTTCCGTCCGGAAAGGCGGAGACAGCTCA 

AA GCAAG ACCCCCTATTGGGGGCTTCGAAGTAACAGGTAGGTGAGAGACAGATGGTTGCA 

TTCTTTTGAGTTTCTTGATAAGTCTTTCCAAAGGAGGCAATCAGAATATGCATCTGGTCT 

CTGTGAGCAAATGGATGACTTGAATAGAATAGAAGGCAGATTTGCCCTGAGCAGTTCCCA 

TCTTGAAGGGACCCAAGAATATTTTTCTTTCACATTTTCCCCTTTT CI I 1 I I I AACATCT 

TTGGAGAAAGCATTTTTACAACANAATGAGTCTCCAGTCTCAGGAAAGGTCATCTGACCT 

TTCCTGGCTAGGGACGGTTTTATTCCTAGATTGGTAGGTCTTGGGAMGGTTCATTTTTT 

TAGCAGGGTT 

Sequence 4608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGAAATGTAGTTATTGGAAAAGTCTGT 

AACCTGTGGATCATATATATTCMAGTGAGACAAAGGCAAATAAAAAGCAGCTATTTTCA 

TGMTAGACAMGTTGATTTCAGGAAGTATAAATTATATTCTGCACCGAACAAGGAACAG 

AAATTATTGCATCTGTGGAACATATATCTGGAGTTACTATACTTTACTGAAGAGCAAGGC 

ATAAATTTAGACTAAAATCCATCCAGATTACACTCATTCTTTAGGCTACTCCTGGATACT 

TCATTTAMTTTGATTTTTCGAGGTAGTGA 

Sequence 4609 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGGCCAGGGCTATTGGTTGAATGAGTAGGCTGA 

TGGTTTCGATAATAACTAGCATGGGGATAAGGGGTGTAGGTGTGCCTTGTGGTAAGAAGT 

GGGCTAGGGCATTTTTAATCTTAGAGCGAAAGCCTATAATTACCCCGCGTACGAGCTCAT 

GAMGTGTTGTGAAGGGCGMGACTTTTCGCtCCCAGCTTATATGGATCGGCGTGACCAC 

CCCTTGCCGGAGGTGGCCCATGTCAAGCACCTGTCTGCCAGCCAGTAAGGCACTGAAGGA 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

296/599 

GMGGAGAAGGCCTCCTGGAGCAGCCTCTCCATGGGATGAGAAAGTCGAGTTGTATCCGC 

ATTAAGTTCAAGG 

Sequence 4610 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAAGCATGGCTGGGAGGCCTCAGGAAAC 

TTACAATCATGGTGGAAGGATAAAGGGGAATTAAGCACGTCTTCACATGGCAGCAGGAGA 

GAGAGAGAGCAAAGGGGGAAGTGCAACATACTTTTAAACAACCGGATCTCATGAGAATTC 

ACTGTCACAAGAACAGCAAGAGGGAAATCTGCCCCCATGTTCCAATCACCTCCCACCAGG 

TCCCTCCCCCAACACTGGGGATTTCCAGTCAACATGAGATTTGGGTGGAGACACAGAGCC 

AAGACCATATCAGTATCCTCACATAACAGAAGAGAAACTGAGTCATAAGTAAATGAAGTA 

ATGTGCCCACTTCCCACAGTCAAGAAGTGGTAGAGCTGAGATTCAGCAGATGAAGCCTTA 

CTCAGAGCCTGTGCTCTGAACACCAGTGTGATCCTGCCTCCTGGCTAAAACCTTTGGTGG 

GTAGGGGAGGGAACAGCCTTATTCTCTCTATTCTTTTATCTTCAAGTGCCCAACCCGCAG 

AGTNATCCTCATCAAACATTGAAATTAAGTTCATTATTAGGTGGCTTCTAGGTCACATCT 

TATACTGGTCACTTTGCA ATATA ATTTAAGCAGAAAACCCTACTTGTTACTGTCAANAAC 

TTATTACCTANGCTCTGNATTTTGATTCATAAGTTCGAAAAATCACATGCC I 1 1 I 1 1 1 1 I 

TTTT 

Sequence 4611 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGAAGTGGATTGCTGCTGACCAAGTAAGTTT 

TAAACCTAGTGCTTT TATAT TACGCCCTGAGCTAAAGATAGAACTGTGAATAAAAACTGA 

ATTCTGGTTAGTTGATTTTTAAAAAGAGTGGTATGAGTTATCAATTCTGAGAGTAGCTTA 

TATTTTAATCTAGGATTGAGCACGTGCTATTTTTGCAAGTGATGAAAGATAGCTACAGAC 

AAGGGAATTTGG AAAGGC AAGAAATAACCCAGCAGTGCTGCAGTGGAATTAAAAGTGTTG 

GCTTGTGGTCATGTTTTTAATATAGAAATAGAGTTATTAATGTGTGGATACGTATATATA 

ATTTTGTATGTCTTTGCCATATCCTCCATAGAGAAGACCTAAAAGCCAGGGCACTATTAC 

CTAGGAACACCTTCCTACACAGAGACTGCAGCTTCTAAATAGTATTCTCCATTAAAATAA 
ATTA 

Sequence 4612 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTGTCTTTrCTTGATTGTCAGCTTTCTTGT 

GGGCATCATCCAGTTGCTGTTGAAGCAACCTATTTTCACTTTGTAGTTGAGCACATCTGT 

CCTCTATAGATTCCTGC TTCTT CAGCGTATTTATTTACTTTGCTTTGTTCATTTTTATAC 

ATTCGTTCMTT TCTTT CTTTTGACACTGTGTTTGGCCAAGGTCTCTTTGGAAACATTCT 

AA MCTGA CGTCTTTTCTCTGAGTGTTTCTCTTGCATGATGAAACTTAATTTTTAGGCTG 

TTMTTTTACTGTCAGCATTAGAGAGTTTTTTCAGAAACAATCTGTTATCTTTTAGGTTA 

GACATATCAGAA TTCA TTTTCTCCTGTAAATGAACCCATTCATGTCCTGTTCTCTGGAAA 

GCAAGTTCTANGTTTTCTTATGCTGTCTGACTTTGATCACAATCATGTAC 

Sequence 4613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAAMTGTTTTCCTTTTGTTTTACC 

AGGAATGAGTTCGGGCTATACTCTTTGAAACTGCTTTGTGAGCAAAGTGCTTTGGCMGG 

CAAGGGTCTCCCTCAGCAGGGCTAGGTGCACTACAGCCTCTTTCCCCGTGTCCCGTTGGA 

TCTGAGCTGTGTAGCACTTGTTGCATTACAAAGAAAAAGACTTCTGCAGGAAATAGNGGT 

AGAGAACAGGCTGTCTAATCAGATGCAACTTGATCTGTGGCAAAACCAAGTGTGGTCTTT 

CAACTTCAAGTGTGTTAACATCCCAACACCTGGGATGGGGTTTGTGGGCCAAGTTGATTT 

TGCCCACACTTGTANGGNCCANGTGGTCCCATTGCCACCGTGAAGCCAAATTCTAGCCCA 

AGTCTGGTANAACAAGTCGGGCAANNTAAGTTTTCGGGGGANGATGATGTGGTGGGACAA 

AGGACCTTANTNGCCTNTTACGGACCCTTTTTCCAAAACTAAATNATACCCNANAACTTT 

GGGGGGATGGTTMGTTAMNTTAAMTATTTTTTAMATTCTTNATTTNGGANTNTAAN 

GGTTAAGGGGGNAATTTNGGNAAACCGTTTNAAAGGGGNNGTNTGAAACCCTNAANNATT 

TNGNGGNAAAAAAANAAA 

Sequence 4614 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTCCT 
TGGAGAAGTCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACAGG 
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TCACCAGGGTGTGCTTGAGGGGGACGGGTAGACATAAACGGAATTCAGAGGCAGGGAAGA 
CTGCAGAGTAGAAAGGTGATGTGCCACAAGCTCCCGACAATGGATCAACTGGGAGCTATC 
CATCTGGGCCAGGAAAAAAAAAAAAGCCACACACAGTTGATCATTAATTAACATAGGCTG 
CTCTGTTATCTCTGGTGGCCATTTrrCCTCCCTGTGCTTTCCGTCCCCGCTGAGTCTTTT 

CTCTCCCCACATCTACCTCCAACTCATTTATTTATCCAGCTACCCATCCATCAACATCAT 
CTTAGA 

Sequence 4615 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTGGGCAGGTAAAGGTGCAGTGGTTCACGC 

CTGTMTCCTTGCACTTTGGGAGGCCGAAGCAGGAGGATCACTTGAGCCCAGGAACTTGA 

GACCAGCCTGGGCAACAAAGCAAGATCCTGTCTCTATTTGGAAAAAAAAAAAAAGAAAAC 

AGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

TTGAGGTCAGGAGTTTAAGACAAGCCTGGCCAACATAGTGAAACCTAGTCTCTACTACAA 

ATACAAAAATTAGCCAGGTGTAGTGGCATGTGCCTGTAGTCCCAGCTACTTGGGAGGCTG 

AGACTGGACAAAA ATTAA CAAGGTGTGGTGGTACCACAGTTTTAACTGAAGGAACCAGTT 

GTMCCAGTCTTAATTTTAACTTAAAACTTTGAAGAAACTTAAAACNACAATGCAAAACC 

TTTTCANCNATTGTTTGGCCCAAACT 

Sequence 4616 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATC 

AACTCACCCAGMATTAGTTCTTTGAAAAAAAAGAAATTAAGTTGTGMTTTCTAAAGAC 

CTTGAMTMGTGTTTCAMTTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGA7T 

CCTACTACATGAATTAACG 

Sequence 4617 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I M I II I I I I I I I I I I ll I I I GGGGAAATGTT 

TANAGACCTGCAATTTATCCANCCACTGATGAAGCTGGTTAGAGCTGGCAGGAACTCCAA 

ATTATTCTTGCATACACTGTCCCCCCTGCCTGGACATGAGCACAGTCAGGCAAGGTCTGC 

GAGTATGCCCTCCAAATTMGTTTTCACTTTCTCTCTTTATGCTCTAAGAAGTTTAAGTG 

ACTTGTACATAAACTGTGTTTCACTTCCAGATCAGTCTGACACTCTCCAACAAAACCAAA 

TACATTTCGTATGAGGCAACACAA I I I I I I I I 1 1 I I I I I I GAGATGGGAGTCTCGCTCTG 

7TGTCCAGGTT GGAGT GCAAGTGGTGTGATCTTGGCTTACTGCAACCTCNCACCTTCTGG 

GTTNMGCAMTTTTTNCTGCCTTANCCTTCNCAAGTNGCNTAGGACTACTNGGTGGTGC 

CACCACCACGCCCTGGCTAAN I M II I I 1 1 

Sequence 4618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGGAAGAAGAGAAAAAAAAAGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAANGAAAAANAAAA 

AAAAAAAMAAAAAAAAAAAAAAAAANGTTTNTMACATTTTTANTANCNNGNGNN^r^T 

NAAAAAAAAANNCNNTAAAGNTTTNAATANAATTNTNNTCCCNTAAAAAAANTANGGGNG 

NGTTMTNATNNNNGGGGNTTTTTTNA^ 

AGAAAAAAAA 

Sequence 4619 

CCCTTAGCGTGGTCGCGGCCGAGGACATAGAAAAGAAAGATAAATGCTTGATTCCTGATT 

MAAGMTCTTMGAGACTGATTMCCAGCTATMCACATGGAAATTTTCTGGATCCCAA 

TTCAAAAGTATCAGCTG7TAAAAAAAAGTAAGATAAATGAGATCACTTATAAGACAGTCA 

AGAMTATTGCGCACTGATTAMTATTTGATGATATTAMGAAAANCGATGTTTTTCTTT 

TTMGGGAGGTNGATATTGATATTTNTTTCTAMCCAGTTATTATTTACCATTATTTAAA 

TTAG GTATTTANNTTATTAMTACCTTTTTTAGNATAAATMTTANTAMCTTTATTNCC 

TTTTAAATTACCCCCCCCANAANCCCAAAAATTAAATTT 

Sequence 4620 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 I I 1 ) 1 I I I 1 1 I I 1 1 1 I I 1 1 1 I I I A N AAA 
CTGATGTTTATTTTCCATCAACCATTTTTCCATGCTGCTTAANAGCCTATGCAANAACAG 
CTTAAAGACCAAGTCAGTGGGTTGCTCCTACCCATTCAGNGGCCTGAGCAGTGGGAGCTG 
CAAACCAGTCTTCCGTGGCAGGCTGAGCGCTCCAGTCTTCAGTAGGGAATTGCTGAATAG 
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GCACANAGGGCACCTGTACACTGTATGCATCATCAGTCCAMGTTTTTCANAGTTCTATG 

TGACTGGTTGAGGAAACACTGCTTGAATTT 

Sequence 4621 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGAGGCTATTGAGACTATGAGCTCACAGA 

CAGGGCTTCGCACAAACTCMATCATAATTGACATGTTTTATGGATTACTGGAATCTTGA 

TAGCATMTGMGTTGTTCTAATTAACAGAGAGCATTTAAATATACACTAAGTGCACAAA 

TTGTGGAGTAAAGTCATCMGCTCTGTTTTTGAGGTCTMGTCACAMGCATTTGTTTTA 

ACCTGTAATGGCA CCATG TTTAATGGTGG I I I 1 1 M I I I I GAACTACATCTTTCCTTTAA 

AMTTATTGGTTTCTTTTTATTTGTTTTTACCTTAGMATCMTTATATACAGTCAAM 

TATTTGATATGCTCATACGTTGTATCTGCAGCMTTTCAGATAAGTAGCTAAAATGGCCA 

MGCCCCAAACTMGCCTCCTTTTCTGGCCCTCMTATGACTTTAAATTTGACTTTTCAG 

TGCCTCAGTTTGCACATCTGTAATACAGCAATGCTAAGTAGTCAAGGCCTTTGATAATTG 

GCACTATGGAAATCCTGCAAGATCCCACTACATATGTGTGGAGCAGAANGGTAACTCGGC 

TACAGTAACAGCTTAATTTTGGTAAATT 

Sequence 4622 

CCCTTAGCGGCCCGCCCGGGCAGGTACACTGATCTACAAAAATTTTAAAATGAGCCGGGC 

GCGGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCAAAGCAGGCGGATCATGAGGT 

CAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAA 

AAATTAGCCGGGTGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAG 

GAGAATGGCGTGAAGCCGGGAGGTGGAGCTTGCAGTGAGCCGAGATCACACCACTGCACT 

CCAGCCTGGGCAACAAAGCAAGACTCTCAAAAAAGAAAAAAA I II I I I I I I AAATGAGCT 

GGGTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnTCCGCTCACAATTCCCACAACATTACGAGCCGGAAnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnGCGTTGNGCTTACTGGCCCTTT 

CCATCGGGAAAACTGTCTGCCACTTGATTAATGAATCNGCCAACCCCCGG 

Sequence 4623 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGCNGNTGATWTNATNNNNCCAGCNAACNA 

CCTGCCATGCNATGCATTGACAGCATCAATAGNTGCANNNATNGATGGGCACTACACATA 

CNCATTGNCCTGANCTNMTTTNTTGTCANNATAAAATATNAATNACTNCTGNATGCNTA 

TTACATTCTTCMTCACATCATCCNTAATCNCNGTTTCCCATNCMCTTCTTNTTCTNTG 

TNAGAAAGTGTTAANGACTCTTAAATACTATTGAACCTAACAAGACTNTATATNTACAAA 

TGTTTNAGNAAMGTTTAAATNTTTTTATGMTNTAAAAAAATACTTTTGGAAAAAAAAG 

CACATTGNCAGMNGTATTTTNCCCNAAAGAAACANTGCAAGTCTGGTNTTGAAAA 

Sequence 4624 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGCCTCATCGATCTAATCTAATCCCTATGAC 
GACCTACAGAGATAGATACTATTATCTTTGTTTTATAGATGAGGAAGCTGAGGCCTAATG 
TTAAGTAATCCCCCTGAGGACTCANNCCTGGGAAATTAAAGAGAGCAGGATTAGACTCAG 
GTCT 

Sequence 4625 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGAAAAACTGCAGGAAATAGACAA 

GAGAAAACCTGAAAACACTGCTGAGCTTGAGATCTTCCAAGAAGGCATAAAGGTCTTAGA 

AACACTGGTTACTGTTGCTGAAGAACACCATCGCGCTCAGCTGGTGGCCTGTCTTTTGCC 

CATCCTCATTTCCTTCCTTTTGGATGAAAATTCTCTGGGATCAGCAACTTCCATAATGAG 

MATTTAC ATGAC TTTGCTCTACAAAATCTCATGCAAATTGGACCTCAGTATTCATCTGT 

TTTTAAMGTTTTAGTGGGCTTTTTCTCCAGCCCTAAAAGCCCGTCTTGAGGCTGCTATA 

AAGGGCAATCANGANAGTGTCTNAAGTCAAGNATACCAACATCTAAAATNTTNCTAAGAG 

TCCTGGGNAAAA 

Sequence 4626 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 
TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCCGG 
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TGTGGTGCCTGGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTC 

TTGATGCTGCTGTTTCGGAAGAGTTGGTTGAGCGCATCCTCMTATTTCTTTTGTTCCTC 

TGGTMTTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAGGTTTGGTGATGGT 

GAAATTCAAGGTAGAAAGTGCTTGGGTGCT 

Sequence 4627 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACAGGGGACAGCAATCTATGGCTCTCAGGCCAA 

ATCCAGCCACTGCCTGCTTTTGTGTGGCCTGCAGGCTGAAAATGGTTTGTCCATTTTTAA 

ATAGTTAAAAAGAATCMCAGAAAMCAGTATTTTATGATATATACTGTATTACATATTA 

TTTTATATAAMTTCA MTTT CAGTGTCCATAMTAAMTTTTTGGAACAAATTGTGTAT 

GTATTGCCTATAGCTGTTTTCACTCTACCATAGCATAGTCAAATAGTTGCAACAGAGATG 

TGTATGGCC 

Sequence 4628 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I 1 I 11 1 I I I < I 1 1 1 A AGACGG AGTCTTGT 

TCAGCTGCCCAGGCTGGAGTGCAGTGGCTCGATCTTCGCTCACTGCAACCACCGTCTCCT 

GGGTTCAAGCGAT TCTCCT GTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCACCACCA 

TCATGCCCGGCTMTTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGCAGGCT 

GGTCTTGAACTCCTCACCTNAGGTGATCCCGCCCGTCTTGGCCTCCCAAAGTGCTAGGAT 

TACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAACTCTG 

TGTATTTATATAAAGAGAGACTGTTAAAAGACTTCATAATNTAAAAAAAAACCAAAAACN 

AAAAAAMCTTTACGCTTACCATTNCTGCATANTGTGCAGNATTAAAACACACACTTATT 

TGGGATCAATGAGAAATACGGCAAGAAATGGTCTGCGTAAAACTGNAACTTTTGACAGGC 

ATTTAAAAAAATAA 

Sequence 4629 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATATTGAATTAATATGAAAAATACAGAG 

MTGTAMCATCTCTGANTTAAAATATTCCCAAAAGTTTTAAAGCATGGATAATATATCT 

TTAAMTTGGATAAAATGTGCTTGGATGCTTTAAACATATACTCAAAATAGTAAATAAAT 

GTTTGTGGCCAGGCATGGTGGCTCATGCCTGTAATCTNAGCACTTTGGGAGGNTGAGACA 

NGCAGATCACTTGAAGTCAGGAGTTTNAAACCANCCTGGACAACATGGTGAAACCCCGTC 

TCTACTAAAAACAAATAATAATAATAATAATAATAATAATGCAGAAAAATCTGGGCATGG 

TG 

Sequence 4630 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATGTGTGTATGTGTATCTTTGGGAAAAGAAGA 

AGACATCTTGTTTACTATTTTTTTGGAGAGAGGCTGGGACATGGACAATCACATAATTTG 

CTATTATTACTTCAATCTGACTTGMGMCCGTTTAAAAATAAAATTTAGCATGTCATAT 

A7 TCCT TATAGTAGGCTTATTTCACCTTTTTTCTGTCCAGAGAGAGTATCAGTGAAGAAA 

GATTTTACCGGGTGAAAACATGAATTGGTGGGACTTAAGTAAAGAGNTGAAAAACTACTA 

CMTGTGGGCTACGGNTATTATAAMTGATAGAGATGGAMCTAGAGTMGTTTATTTTG 

NCTGTTAAACCTGGAAGTGAGCTAGGCATGGGTCACTCACGCCTNGTAATCCCAACACTT 

TTTGGGAGCCCCAAGAACAGGAGGGATCCCTTGAAGTCNCAGGAAGTTTCAAGGACCCAN 

GTCTGGGGCNAACACAAGGGGACCACCCCCANTCTCTGNCCCAAAAAAAAAAAAAAGGAA 

AGG 

Sequence 4631 

CCCTTAGCGTGGTCGCNGCCGAGGTGTCGCTGAGACTCGGGGAGCCATTGACCATCGTCT 
CTGAGGATGGAGACTGGTGGACGGTGCTGTCTGAAGTCTCANGCAGAGAGTNTAACATCC 
CCAGCGTCCACGTGGCCAAAGTCTCCCATGGG 
Sequence 4632 

CCCTTAGCGGCCCGCCCGGGCAGGTACCTTTTATGTAMTTTTGCACAGAMTTTTTGGC 

ATMGTTTATTTTCTTTCAGTTTAGTTCAGTGCATGCACTMTAAMCTGGTTGTTTAAT 

T TAAMGGAAT ATATAAGACTTTACCCATGTTATTTTCTTGGTTmAm 

ATTTTGTTTTTGAGGTAAATTCGTTCTTCAGGGATTGAACACTATTGTTAGCAAGTGCCT 

MAAAAGATGTGAAACAGTTTACATATGTCAACTGTAACAGTAGGTCCCAAAGGCAACTT 



• 
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TAAAGTTCTG GAACCA AGACGGAGGGCGAATATGGGGGCAAATAAAAACAATANGATACC 

TCCTAMACTCTTTTTCATAAGTGTTATTTAAAGCCATCAAACTGTCCAGGTGCAGTGGC 

TTATATCTGTAATCCCAGCACTTTTGGAGTCTGAGGTGGGAGGATTGCTTGAGGCCAGAA 

CTTTGAGACCAGCCTGGGCAACATAGACCCCTGTCCCTTCCNAAA 

Sequence 4633 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATATCTGTATTAGTCGTGGTTCTTGAAAAGG 

ACAGAACTCATAGCATAGATGAGTTTATTAAGGAGTATTGACTCACACGATCACAAGGTG 

AAGTCCCACAATAGGCCATCTGCAAGCTGAGGAGCAAGGAAGCCAGTTCGAGTCCCAAAA 

CCTCAAAAGTGGGGAAGCTGACAGTGCAGCCTTCAGTCTGTGGCTGAAGGTCAGACAGCC 

CCTGGTAAACCATTGGTGTAAGTCCAAGGGTCCAAACATTGAAGAACTTGGAGTCCAATG 

TTCCAGAGCAGGAAGCATCCANCCAGGAAAAAGATGAAGGCCAGAGGACTCAGCAAGTCT 

GTTCTTTCCACTTTCTTCTGCTGCT 

Sequence 4634 

CCCTTTCGAGCGGCCGCCCGGGCAG GTA C1 1 1 I 1 I I I I 1 I I I 1 1 1 I I 1 I I I NG N MINI 
mimim ill IM1M MM I (MIN I I Mill I INI MINI I II Mil l I lllll 

M M II I I I I 1 1 1 1 I I I I I I 1 1 1 GNNGGGGGNNNNTNNNNAAAAAANGGNTAAAA 

NAANTNNNNANGNAMANAAATNNTTTTNNNCNNNCNNNNNNNNNNAAAAAAMANTTTN 
NNNNTTTTNAAGGGGGGGNAAAAAAAAGGGNANNGGGGGGGNAAAAAAN I M I I II I 1 AA 
AA AAAAAAAAAATAAA A I II I I II I I GGGGAAAAAAAAAAAAA A I 1 1 M I I M I I I I NTT 
TNAN AAMANANGGGGTTNTNCCCCCCCCTNGGNNAAAANGGAAAMNNCNGCCC^^rTTT 
TTTTAAAAAAAAAN^ 

I i I I I I M GNNAAANirrrNAAAAAAAAAMTTTTNTGTAAAAAAMNTTCNCNAMTTT 
GAANAMTTTNGGGGGNTCCNTNTCAANNAMNNNNGGGNNNCCTTCCNCGGGGAMTTT 
TTTAANNNNGGGGGNNNNNAAAAAAAAAAAA 
Sequence 4635 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I II I M I I II I I I I II M I M I II I I NCCCCT 

GCATTTCTTTGG AGTMTC AGTTATTTTTTTACTATTCCATTTTCTCCTCTA 

TCGTTATATATTCTTTTTTCATTTANAGG7TGCTCTAMNATTACAAATNCACTTTTGAC 

TGAT TACCACCCGCCTCCAGCCTTTTGTTCTACMGTTGTCGTATTTTTGTTTCCACATA 

T1TTAAATCCCACAAGCCACMCTATTATTTTAMCAAGTCAAMTTTGTATTTACTCAC 

ATTTATCCTTACCATTGNTCATTTTTTTCTGCAAGNNCT^ 

T GCAAN AAAAAAAAMCTTGCTTTAAATATTCNTTANGNGNCAGCANATTCANCAAATAT 
Ami iCNGGAGCTTTAANTTTGGCCTTCATTTTMCTTTANCTMTGGMNGGANTTTT 
TTTAAAATTTAA 
Sequence 4636 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I M M I Ml I II III II ill II I I ATT AAA 
MTTTA NTAN TGTTTA TTATA CACAGTCTmMTAAATAAAANAGGACACNTAATAAAG 
ATTCANTTTTCMNTMTTTTTMTTTTCMGNACTAAACAGC 

TTTCTAAMTTCTNCACANTATCTTTCANMNMTCTTNMNTTTTAAAAAATNTACATN 
G AATTCTCTTTCCA I I I I IGATG 
Sequence 4637 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAAAA 

MTCCTGTTGTATTMCTTTTAAAAACAGAATTGTGTTATGTGATCAGTTTTGGGGGTTA 

ACCTTTGCTT AAAT TCCTCAGGCTTTGCGATTTAAGGAGGGAGCTGCCTTAAAAAAAAAT 

AMGGCCTTATTT TGCAAT TATGGGAGTAAACAATAGTCTAGAGAAGCATTTGGTAAGCT 

TTATCATATATATATTTTTTAAAGAAGAGAAAAACACCTTGAGCCTTAAAACCGGTGCTG 

CTGGGAMCATTTGGCACTCTTTTTAGTGCATTTCCTCCTGCCTTTT 

Sequence 4638 

CCCT TTCGAGC GGCCGCCCGGGCAGGTAC I M II 11 M M IJ M II I AAATNGGGTTTTT 
GGTCi mm l TCTCAATTAGAAAGGTCTTCGGAAATTAGATATATTGGCCTTTCATCTAT 
GAAGTATATTACACATATCTCTCCCAATTTGTTTATCTTTTGACTTTGATTACAGTGTTT 
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T ATTTT CTTTTCAGTCATATAAAATTTTTAT^ 

CTTTTATTGCTTCTGGACTTTGGTTCGTAGTTAGAGAGCATTTCTTAACACCCGCGTACC 

TCGGCCGCGACCACGCTAAGGG 

Sequence 4639 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACAAGATCCTGTCTCAAAAMAAAAA 

AAAAATCCTTAAAAAAAAGATGAAAGATACTATAATAACAACAACCAAAATAAAAAACAC 

TTCAGGGTGTTTATTAGCTMAAAGTATTATCCGTAATACGTTTTATATTAGCCAAAATA 

TMTATTTATCTTATGCTAACAGTACGAGGCAAAATCGTGATTAACAAGCTTTGGAAGTT 

TAATACCAGTGAGCTGCGTAAGATTGCTTTAAAAAAAAAAAGCAGTCCTGGCGCATGGCT 

CACCCGGCTTTGGGAGGCCATGGC 

Sequence 4640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTACTGTGGATTCTGTTTMTTTATTGTG 

TATGTGTGGGGAMAGATTGGATTCTAAAATAAAAGTTTACCCTGTGGCAAAAAAAAAAA 

MAMAAAAGTACCTCGGCCGCGACCACGCTMGGGnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCCAACATACCNAGCCCGGAAAGC 

ATAAAAGTGGTAAAAGCC 

Sequence 4641 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCCATCCTGGGTAATGGGAGTG 

AAACCCTGTCTCAAAAGTAATAATAATAATAATAAGGGAACGTTCCAAAACCTCATCTGG 

ACTTGTATTTATCTGAATCTTTTACAATATGACTAAAGTAGTGGNTACCAAATTCTGGCT 

GCATTATTATTATATAGGTGTGTTATTAAAAATNGNGAATTTGCAGCCCGG 

Sequence 4642 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I I I III 1 1 1 1 I 1 I 1 1 N 1 1 1 NTN7TNTTAGGGT 

CTGNCTTCMTGAAANTMNGGNTTTANCCTAAGACTTATGTTTAGTATAATGGCTNTGA 

ATGAGTCCCCCTGGCCAGGTGACATCATTTCAAGATGAGACTCATTTTTAGCTCCACTAG 

MCTTGCTTGACGACCTTGAATAAGCTACTTMCCTCTCATTGACTTATTTTTATNTNCT 

GG AAATT GGATATAATAGGTTCANCCTCCCTCATGATGATACTGAAAGATAGTTAACATA 

ATATTTTAAAMTGCTTTAGGACCCCAAGGAACCATGCTGTAAGANAGCCGTTGTATTGG 

MGTCANACCCTANAQCACCCTTTGCMCACTTAAATTGNATCATTTATGCACATCTAGA 

TTGACCTCAGTCCATTTTMCTTTAAMGTATCTNTTAMGATTCTTGGGCCMTTTGAA 

ATTACC TTTCCGGA AMNAATCAGTGTIsrTGATGMGMTTTGCCAACCCTGGANAAAATT 

ACAGGAI 1 1 I I II I AAAMTATCAAGTCCAGAGACCTTTTTAAMANNNTTTAAGGClsnT 

TGGATTTAAAAAATNGGANGAAGCCAAATNGGTAAAATTTT 

Sequence 4643 

TGANGGGATAT CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 ) I II I I 

1 1 I I I I I I I I I IGAGGCAGGGTGTTGCTCANTCACCCAGGCTAGAGAGCAGTGGCNCCAT 

CTCGGCTCACTGCAGTCTCAAACCCCTGGGCTCAGGCGATCCTCCCACCTCANCCCCCCA 

AGTMNCTGGGATTACAGGCATGCACCACCATGTCCAGCTAATTTTTGTAGAGATGGGGG 

TTTCACCGTGTTACCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCTCACCTTG 

GCCTCCCAAAGTGCTGGGATTACAGATGTGTGCCACCTTGCCCAGCCAGATTTTATGACT 

GCTGNATACTTTTGTGAGTCAGTTTTCCACAAGCAAGACATGATGATTACCCCAATATGA 

GTTTCATTATTTMTTAGMCTTGTTAATAGATGTAGGANANAANAGTCTTTGTTCCCAA 

AAGGGTAGAATAAACTGACTATNTTCATATCCCAACTANGTTAAAGGAAGAAGCTGGTTC 

TGCATACTGGMGCTTTTGGGCAAGTTGGTTCCAACTCGAAGTATTAGGGAANNANGAAG 

AGAGATNAGCCGTTTCTACCTAAAAGTCA I I I I MA 

Sequence 4644 

TATCTGCAGAATTCGCCCTTTCGAGCGGTCGCCCGGGCAGGTACCCNAAAAGAAAGGAAG 
CTTMGTMTGMAGGATTGCTGCCAAAATCCTGTTTCCCCTTGCAGATCTTACAGAAAA 
CAGCCACAGAATCCCAAGGCATCAGCACCAAAGAGAGCCTGTANAAACTATCTGGTCTAA 
AGCTNCTTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACANGCCTCTTAACAG 
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TCCACTGNTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGA 
Sequence 4645 

CCCTTCGAGCGGCCGCCGGGCAGGTAC I I I I 1 1 I I I I I I I I I I < I I 1 1 1 1 I AAACTCTGA 

TCGTTGNGGTGGTCTGAAMTATACCCACACATTTTTTGATATTTCTCCCCTCAGGGGTG 

GAGCCTMTTCCTCCCTCCCTGAGTATGGGCTANATTTAGTGACTTGTTTCTAACTTGCA 

NM GTGACAG AGTGCACCTATAGAGACTMGTCAGAAMGACATTGGGGCTTCTTTTCGC 

TCTCI I I I I I IGGGATACTCGGGAAAAGCCCAGCTACCATTTNATGGGAACACTCAAGTA 

TNTTCTATGGAAAANTNCNTGTGGCAAGGGAGCCAAGGCCATGAGTTGAGGGAGCTAAGG 

CCTNNTGCCAANAGCCACNTGAGTGGGCACAAAAATGGGT 

Sequence 4646 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCAAACTAGAGACCAAAACTGGGCACTTACA 

ATGAAAAGGCAATTTTCTTATCCAGCTATAATCCTAAATAAGGCAGGATATATCCACCAA 

ATTACCCACAAAATTCAGCAAAGTAAAATAGCTCATGGGAAAACATAAGCTGGAAAAATA 

CTMTAAAAAMCTGMTTACTTCGAAGTAGTCATCTGAATATTCACAGACTTGTTTTCA 

TTTACAAATGTAAGTCAAAAAAGTCTCCTCATCTTTCTAACCACTACGAGGATTAAGGAT 

TTMGTTATTCACTAAGTTMTCATGAAAAAMTAGAAMCATTTTMTTCTAMTTTGT 

ATACACAACAGCTAAAAGACACAAGGCTGGGGAAATTTATTACCAGGGAGAAAAATCAAT 

TGAAAGAAAAAAAA 

Sequence 4647 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCACCATTTAATAGGGTAAAGAAGANAAACCA 

CGTGATTATAGCAGTTGATGCANAAAAACCATTTGACAGAATTCAACACCCATACATATT 

TAAAAACTCTCAGAAAAATAGGAATTGAGGAGGACTTCCTCAACTTGTTAAAGAGCACGT 

GAACACACACCAAAAAAAACCCCACAACTAATGTTATACTTAAGGGCAAAAGGTCGAAGG 

CCTTGTTCCTTAGATTAGGAACAAAGCAGTAATGTCTCTTCTCAACATTAATCAACATAT 

TGATGGGAAGTTCTAGCCAGTGCAGTAAAGCCTAAAANAAAANAAAAAAGGAAAAGGCNT 

ACAACTAAGNAAAGGAAGGAAATAAAAA 

Sequence 4648 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGACCACACTGAATCTCCCCTCCTCACAGT 

TGCCATGTANACCCCTTGAAGAGGGGGGGGGCCTAGGGAGCCGCACCTTGTCATGTACTT 

GCACAAAAMMCMGCAGTTATTACTATTTAMATTCTATTCCTTCACCCAGTTTTCTC 

ACTCAAGTAGAAACTCATGAATATCTGTGATTTTGGCTATAGGACCAGGCCACAANGAAA 

GGGCTGAAMTATNTCTAAMGTTAGGGAAAMGTGTTTTCTTTGAGACTTTGAAANGCA 

GT 

Sequence 4649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACATGTCCTGGCTGCACAGCTGCTTCATT 

CCTCTAGTGCCTCCCAAGATCAGGGCAGGCCGTGTTGCCCTCTGGACTTCCAAGGGGGAA 

GTGAGTTACTGGCCCAAGTCACTCACTCATCAAGAACACTGAAGCCAGGTCTGCTGACTC 

CAGGGAGAGCCTTGTAGATTGTGAGGACCGAATGCATATAAAGTCCTTAGTCAACACCAG 

CACATGGTAGGTGCTAACACATGTTGGCTACTATTGTTTCTMGAGAGGGTTTTCTTGAA 

TGGAMGAAAGGAGAAAAGACAGAGAGGAAGTCAGGAATGTCACAGAGACACTTTCTGGG 

GCACACAGGTGAGCAAGCACAGAGAGCAGAGCTGCCCAGGCCAGCTGCTGACTTCATTCC 

GTGTGTCCTCCAAGGGCACTTTTAGG 

Sequence 4650 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I 1 1 1 I I I I I GGAGATGG 

AGGTTTGCTCTTGTTGCTCAGGCCGGAGTGCAGTGGCGTGATCTCGGTTCACTGCAACCT 

CCGCCTCCTGGGCTCAAGTGATTCTTCTGCCTCAGCCTCCTGAGGAGCTGGGATTACAGG 

CGCATGCCACCACGCCTGGCTMTTTTCATATTTTTAGTAGGGACAGGGTTTCACCATGC 

TGGCCAGGCTGGCCTCGAACTCCTGACCTCAGGTGATCCACCGGCCTGGGCCTCCCAAAG 

TGCTGGGATTACAGGTGTGAGCCACGTGCCTGGCCACTTTTCI I I I 1 I I I ATTTTTAAAA 

ATT TAGT TGTATMTACCMATTCTTCACTTGTCTTTTMCTGAAACCTTTCCCMTTTG 

TGCTnTAAAGGCATTTGAAGATAAAAAGGGTATGTAGTCAAAATGGAAATTTGAG 
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CCCT TAGCGTGGTCGCGGC CGAGGTACTGGGATTACGCGTGAGCTACTGCACCCGGCTGA 
GTGAI I I I I I ! II I I I I I II I AAGATAGAGAAAGTCCCTCATACTGAGGAGCCTTGCAGT 
TGAGAGAGAACAAAA TTCCA ATTNGAGGGATCAAGGMTTTTGAGGGAGGCAGCNTGCTT 
GCAGTGTTCCTAGGATTTTTACAGGAACTACAATAGAAAGTTAGGGATGAAATTATATTG 
AAAGGGGAAAGCT GGACT GCTCAGGTTTGGAGGTCATGGGGAATTCCAGGATTCAGTATG 
TGGTTGCTCTCTTATTTTTMCTTCTGCTTAGCAGTAAMCCACATCCTTCCTTCTTCCT 
GMAGTAMTGTTTAACTTCCTCTCCCTGCAGCATTACACTCTATTGTNATGGGAAG 
Sequence 4652 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAAGCCTCAAAATACTTGAACTAGAAGCCATCT 

CTTAAAGTTAAAAGTAAGAAGCTCCAGGAAAAATAAAGATTGCATAGTAAAAAGGGATAG 

ATGGCAGGATTAATTCAACTCAACAAATATTTATCAAATGTCTACTCTGGTCAGGTGCTG 

TGTTAGCAGCCAGCTTCCCTAAAGGGAGGAAAGGCTAGACACGAGGACATTGAGGATTGT 

TTATTTAMGTCACTCATAGGCATGCCATAATGGATTTATTMGGGGAAATTGGGGTTTC 

TGTG AATCTTTACAGGACC ATAGC CATGGAGACMTCACTATGTTTAAGTAAGTTTGCTG 

TTTTCCCAATTGGGCTTCAGTTTTCCTGAGACAAAAAMGTGAGGGAANTTTGGGATTAA 
ATT 

Sequence 4653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTACATGTTTTACTTTCCAAGTTCCAAC 

CT MCTACTTATAA ACTTGCAAGTAGTTATGAATTGTGGGTTACCTATAGTCAAATAGTA 

GGGI I I I I 1 1 I I I ICAGTCAATTGGAAATGAAAGGGCAGGTATTGGCAAGGCTTCGGGAC 

TAATTTAATGCCATTAGGAAAGCACAAGATAATGTAAGGGGCTAAAAGCCTCAAAAAAAA 

AAAAAAGGTGAAATGAGGAGTTGTTGCTGATTGGTGCAGGAACCCTGAAAGATGGCACCT 

GAAAACTCAAATTA 

Sequence 4654 

CCCTTAGCGTGGTCGCGGC CGAG GTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAAACTGCATGGTTTGAGTTTTGATTTGAGGTTTTACGTGTTGGCATGCATTCAGGGG^ 

CTTNNTGTCCCCTTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGA 

GCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCNCAAGTGTGTTTATGGGAAGTTGT 

GCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCAT 

AGACTAATAAGTCTAATAGTTCTATGGCCTTTAGTCATACTAGTGCACATGCCTGAGCCC 

CACTCACCTGTGAACCCC 

Sequence 4655 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACMGGCATGATGAGTCCTTTTGCTTTTAGGCT 

TT TGACT TCTGGTTTTAGACTTTCTTTAGCTTCTGTTGTTAGACAACATTGTGCM 

GGi I I 1 I ATAA GTTTG CATGGATTAAACTGAACTTAATGAAATTGTCCCTCCCCCCAAAT 

TCTCAGCACAATTTTTAGGCCCGCMGGAGTCMGCACCTCAAGGAGATCTTCAGTTTGA 

ACTTGGTGTAGACACAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTACTTA 

AGAAAGAGAG 

Sequence 4656 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGTGTGATCTCAGCTCACTGCAACCTCC 

GCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGTTGGGATTACAGGCA 

TGTGCCACCACCCCTGGCTAATTTTGTATTTTTAGTGGAGCCGGGGTNTCTTCATGTTGG 

TCAGGCTGGTCTTAAACTCCCGACCTCAAGTGATCTGCCCGCCTNGGCCTCCCAAAGTGC 

TGGGATTACAGGCGTGAGCCATTGCACCTGTCCCTTGCCAGTGTGTTNTTAAAATAGGTT 

TAGGGGGTTGNGAAAAGATGCAGTGAGCCATTMTTCTNCTTTAGCAAGGTAGTCTCTTA 

AAAATTGATGTTGGATTTTAAAAAATATACCA 

Sequence 4657 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATAACATCATAAATAACATAAATGAGAAGT 
TTTCAA GTATTTCAATGTGCCTT GAAAAGTTTCMACAGTAATTCTCACMTTGGTTAGA 
CAATCAI I I I I I I 1CTTTTCTTTTCCTCTCATTTAGTCTCAGAGCCTAAAAAGAAATGCC 
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TCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAMTTAACAAGATTCTACCTTAAAAGAG 

AAAACTTATGTG G G CTTTTC A AATTGTG A AAATTTGTTCCCTCTT AT AAAATAT AATCTT 

TCCCCTGCTGCTGGTTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAAC 

AACCAACCACAATAAACTAAGGAGCCTCATCTGATGGCTAAGGTTCTCAGGAAAAAATGA 

GAAGAGCACCTTGATCAGGAAAGGAAAAAAGGATAGAGGATAAAAACAGTAACCTTTAAC 

TTCTA 

Sequence 4658 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGCAACATTCATATTTATTAAAGAAAT 

ATTTTAGAGTGGAGCTGAGAAGACTTTCTGTAAGAAATCTTTAAAGCAGCAAAATAAGTG 

ATTTTGCCAGTAACTTTCACCTGTAGMGTCAGMTAACCAAGCACAGATCTTTTTTCAA 

ACTTTCTATGATATTTTGACTTTGCTTCCATCCTTTCTATTGCTTAGTCTAGAGATTAAG 

GTATTACTTCTAATAATAGTCATTTACATTATTTATGTTGCTAATCTCTTGATGACAAGA 

CCTCTACATGTGTCTTGGAAATAAAATCAAATGGCTCTGTGCTTCATATAGAGACTAATT 

TCTAAGACATAAATAAAAGGGAATGGACAAAGGTTGTCAAACAATAGCCAGGTAGTTCTT 

TGCTGAGGAAANGGAACCATTGCTGAATGCTTTTGANAATGCTCTTGGAATATTAAGGAA 

M TTTTNA TTTAT CACCAA AATCTTTMTTMGTTTMGGATCNCNMMTTGGATTTAA 

GGTTTTTAAAAMTTTTTTGGAAGNGGACAAAMTTCCCCATATTCCT^ 

1 1 ! 1 1 M I IAAATC 

Sequence 4659 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCAGAATATCCTTAAGAAGCAGGAAGGAAAC 

MG7TTTCCTCTTCCCACTTCCMGACTGAGAMGAGTCCAGATGAGCTGGTTTGCCCAA 

GCMTTCTTATCACCAGATACTCCGTTATTAAACGTGTCTCCTGCCTTCTTTGAAAGCAA 

CAGGAGAAATGAAGCATAGGAAAGTCTGCAAGCTAACAGTGTATCACCTAGGAGGCTTGT 

ATATAAATATGAAGCTCTGCAAAATGTAGTTATAATGAAAGGCACTTCCTATTACCAGCT 

CCCTAACTCI I I I I AA 

Sequence 4660 

CGCCCGGGCAGGTACC I I I I I I I I I I I I I II I I I GTGTTG GTTG GTTG GTTG GTTGTTTT 

TAAGAGATGGGGTTTCTGCGGGTGCGGTAGCTTACAACTGTAATCCCAGCAGTTTGGGAG 

GCTGTGGCCGGGTGGATCACCTAAGTTCANGAGGTCGAGACCACCTGGCCAGCACGGAGA 

MCCNTATCTTTTGCTAAAAATAAAAAAATTAGCCNGTCATGGGTNGCCGCATACCCTGT 

MTCCCAGCTACTTCAGGANGCTGAGCAGGGAAAMTNACTTTGMCTTTGGGGAAGGGG 

GMGGGTTGCAGTNAGCCCNAAAATTGCCGCCATTTGCACTTCCANNCCTGTGCAACAAN 

AAGCCCTTNGCACAAAGANCNAATACTTCCATCTTNA 

Sequence 4661 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTGTAAATAGTAGATATAAAAAGGGAAGA 

GTGATTTAGAGCMGGATTGMGAAAGGAGTCCTTGTAAGTGGAATTGGTTTCATATGGC 

ATTCTAATGACACAGGAAAATGTGTTCTCGCCCCATTGACTTGCATACCAGTAAGAGTCT 

TGCCTTTGATTAACTGAAGCTAATCTGGGTGCAGGGAGGTGGTGGACAGTGAATAAAGTC 

ATCTCTTCTCTTCCTCCAAGACACACCAGTGTCAACATGGGAACAGCAATGCCATAATCT 

TCTTCCCMCTCACAACTTTCAAATAGTAGTTMGCTTGACTAATTCAAACTCAAAAAAA 

AAAAAAAAAAAAAAAGTACCTGCCCGGGCG 

Sequence 4662 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGAGGGTTAGACCTACTTCTGTGTCAGGTAG 

CACCCAMTCCTMCATCTATTTTGGAGACCTGTCTGTGCCTCTTCATGCTCACACCATT 

GTTCTGATAGATGATGCCAGTGGAACTTCCAAAGAAGCATTCCACCTGATCTTCACCACC 

CTCTTTGATCCTCTTTTTAAATCTGTGTGTGGMGGCAACTGCAATATAGAGGATTTGGA 

AGGTTGTCTGTTTCTGTTGTCTGGGGAAATGATAAAAAAAAAAAAAAAAAGAGAGAGATG 

TGAAAAAGGAAAAAGATGGACCAG 

Sequence 4663 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGTCTTCATTTTGAAGGCTTCCATAGTTA 
TATAAAACGATGATTAAATAAACGTGCTATGCTTCTCGCTTGTTAACCTGCCTTATTATA 
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GCCGTGTCAGCTGTGACCCTTTTGATAGGAAGGAAAGAGATCACACTATTTCTGCCCTTA 

TAGTTCTGATGATGAAGATGGGATGTCTGAAGCACCTGACTCACCTATTGATGAGGTCCT 

GGGACAACTGATAMGAGCTGGCAMTMAGGTMGAATTTTTACCAAGGTGAGTTCTGA 

ATCTCTGCCTGTAGTTTCTGGTCAAGAACTAAAGGTAAAMTTTATCTTTATATCTTACT 

TTCCAAATGCAGGTCAGCAGGAGATCATTTGTTTGMCTGTTCTCTTATGTAAATTTGGA 

TTTCAGGGACTCATTTGTTATTGATCCTTTCCCTTCMCGAACAGCTGTCATTTTCCTGT 

TTTGTGTCCTGAGAACCCAACTTGGCTTGCTGCCTGTCANGACACACTTTGGTGTGTGAA 

NGGGGCTAAACAAATGTTGGAGGCTCCCATTAAAAGCTTACATATTGCCTATTGCCAGCT 

CTTCMGGCATCTAMTCTTTCTTTCTTTT 

Sequence 4664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGGCTGAAAAAAAGAGTCACAAGTGGCTG 

AGACACTGCTCCATACAGGACTCATGTGTGGTCATTGCCCACCCAATCTTATGACTCCAT 

CATCTTGGGACCTGGAACAAACATGACTTTTTTTGATCGATATTTTGTCCTCGGTGTT^ 

TCMGGTCTGATGTTGGAGCCCTGTGGCCCACCCTCCCTTCTCCACCAGCATGTTGGTTT 

GAAAAGGATAGGGAATTTAGAAACAGTTCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4665 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACGGCCACAGCCCCTGCCCGGGTTTAACT 

TACATATATACAGAGTGGGCGGGGCAGGCATGGCCACAGAGGTGGTATTACAAAATATAC 

AMGTGGTTTCTTTCTTTACATTTCATAGMGMGCCTGCCTCATTTCCAAATGAGAGCA 

CTAGAAGCACAAATCATGCAGACCATTTACTATATMCTTATGAAAAATGCTGTACTGGG 

ACAGCGCCCGCCAAGATCCAGGCCATGGAGGCTAACGTGCAGCTGAGCTTTGACAAGCAC 

TGTGATCCAAAGCAGCCTAATTACTGGCCGGTCATCCCCCCGAAGTTCTGAGCTCGGGGC 

ACAGGGCACCCAGCCTCTTTCCTCTTCCTTTTTGGATACCGCGCCTCTTCATCTCTCCTT 

TCTGTA 

Sequence 4666 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACmNNNTTrnTTNNTNNTNTTTTTGAAAMGTAGTTAGCAT^ 

CCTCCATGTGGCTTCAAGCCACCAGGACACAGGCCCCCCCAACACTNTTAATCTTCTCCT 

CAGCTCTTCTGCTGAfWVATTTGGCCTTCACGATGACAGGCTGCTTTGGGAGCTTTCCCT 

TTCCCANAACTTTATAAGTAGCCCCGATCGCACCACATNAATGGATGGGGAAGCCAGCCC 

Sequence 4667 

CCCTTAGCGTGGTCGCGGCCGAGGTACNGANCNATACAANNNANTNTTCTCCTGTNATCC 
TMCAAAMCCCTATATTTGNTTTATCCCCATTTCAAAATGGGAACTAAGTACATATAGA 
GTG N AACTNG CCCCANATACACACTTCTAATCATG AAACCTATATA 
Sequence 4668 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAACGCAGAGTCCCGGGAAGCAGTGGTAACAAC 

GCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGC 

AGAGTCCC GGGAAGCAG TGGTAACAACGCANAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCTTNN I 1 I M I M I M I I I M I I I 1 1 1 II I 1 1 CAAAAATAAACACTNTCACTAACC 

ATNTGGTNTCCTATGATTCCTGAAMTAAMTCTATTTNTAGGAACAATTTAAACCGTAA 

AAAAAC7TCACTGNGTCATGAATTAAACTTTCCTA I HIM 

Sequence 4669 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTMTGGAMCAACTTGACCAAAAATTTGT 
CACAGAATTTTGAGACCCATTAAAAAAGTTAAATGAGAAAAAAAAAAAAAAAAAAAGTAC 
CTGCCCGGGCGGCCGCTAAGGG 
Sequence 4670 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGAATAGTGGTATAAGTAGAAATTCTCG 
TCCTGTTTrCAAACTTGCAGATAMGCCCCTAGTCATTCACCATTAAGTATATTAGCTTT 
TGGTGTGGAGTTTTTCATCTTGGCTCACTGCAGCCTCAACCTCTTAAGCTCAAGTGATCC 
TCCCACCTTAACTGCCTGAGTAGTTGGGACAATAGGCATGCACCACCATGCCCAGATAAT 



# 
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i i i 1 1 i i i lAATATTTTGTAAAGATGGGGATTCCCTATATTGTCCAGAATGGTCTTGAAC 

TCCTGGCTTTATGCAGTCTTTCC ACCTCA GCCTCCCAAAGTTCTGGGTTACAGGTGTGAG 

CCACTGCGCCNGGCCMTTTTGGTTTTTCATGGANGACTTTTAACAGGTCTCAAAAAGTT 

T TCTTC TMTAAGhrrTTCTTNGGNGGTCTAATCATTCATAGGNNGTTGGAATTTACCAAA 

CTTTTTCTATTTCMGTNTTACATTTTTTACCTTTGGTCMGTAATATTGTNTCATATTA 

AAAGGAACATTGGATTGNGAAAAAACCCTGCTTAATCATTGGGATGGAAATATCCTTATN 

CCI 1 1 1 1 GGAATTCTTTT 

Sequence 4671 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGCCACTTTCATACCTGCCTACTATTATGG 

ACTGCAGAGTAATGTGGCCTATATCAA I I 1 1 1 1 CAG G ATTGTTCTTTTGTTTGTTGTTTT 

TTTCATCCCTTCCTCCCCCATATTTTCTCTTCACAGGACATGAGACTTCACAACCTGCTA 

AAAATGAACT7TCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGTCAG 

ATGACCTTTCCTGAGACCGGAGACTCATTCtGTTGTAAAAATGCTTTCTCCAAAGATGTT 

AAAAAAGAAAAGGGGAAAATGTGAAAGAAAAATATCTTGGGTCCCTTCAA 

Sequence 4672 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAATTTCAGTCCTGGCTCTGCCACTTAGCCGA 

ATATCTGACCTTGAGCMGGCACTTAACTTTGCTGGACCTrGGGTTTCTCATCTTTAAAA 

TGGAGATAATTTCATCTTCTTATGATGGATCTCTTCAGAGAAGTAAGAATAATGAAGATT 

TTAAATCATCCCAATATAGTGAAGTTATTCGAAGTCATTGAAACTGAAAAAACACTCTAC 

CTAATCATGGAATATGCAAGTGGAGGTGAAGTATTTGACTATTTGGTTGCACATGGCAGG 

ATGAAGGAAAAAGAAGC 

Sequence 4673 

CCCTTTCGAGCGGCCCCCGGGCAGGTACACACATTTTTTAATTTATAAAATAAATACTGC 

CAGGTGGCTACTTAAAAAAAAAGAAAAGAAAAGAAAAGGCCAGGCGCAGTGGTTCACGCC 

TGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACCTGAGGTCGGGAGTTCGAG 

ACCAGCCTGACCAACATGGAGAAACCCCATCTCCTTACTAAAAATACAAAATTAGCTGGG 

CATGGTGGCGCATGTCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGAATCGCTTG 

AACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCCCACCATTGCACTCCAGCCTGGGCA 

ACAAGAGTGAAACTCCGTCTCAAAAAAAAAAAAAAAAGGTAAATTAGGTTAAAAGAAAAA 

AAGTGTTATGGTGGAAGTGGAGTAGGGTGCCATTTTAGTTAGGGTAGTCTGGGAAGGCCT 

CTCTGAGGAGGAGCTATTTGAATAGAGACCCGAATGAAGGCTGGGA 

Sequence 4674 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTT N 1 1 1 1 U NTN I I I 1 1 1 1 I NNGTGCAGAA 

AAAMTTTATTGGAAATCCCTTGAATACATTTTNGAAGTTGTAGCTNGGTATTTNCAAAC 

AAAGTAGGTTGGANAGGTTGGAGGANGAGGAGGGACTCTGACACCTGGANACAAACAGNT 

GGTCCCANCCTGTCCCGGGGGTGCTNCAGGAGTCAGNTNTAGGGCTCATTCCTTTTCATG 

GCATNGNCNTGAGGGGCAAGGGGCTGGCNCTTAAACAGTTGCTTTAACTTTNTCCCAAAG 

CTCAANCTNAAAAGTCATGGCTGAAGACTNTTNACAGATGGANGCCCCTGGTNAAAGGCT 

NCTNCCACCTGTAANATGCCAAAANAATTGCTGCCTCANACAATGGCTAGGCCTTTTCAT 

GCCAAGGCCTTGGAAAAGAAAACAATCTCTGAAAATATTGGGGGGCATTTAATAACNTTT 

ACCAGGGGGGCN 

Sequence 4675 

CCCTTTGCGGCCGCCCGGGCAGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAACCTGG 

CCAATATGGTGAAACCCCATCTCCACTAAAAATCTAAAAATTAGCTGGGCATGGTGGTGC 

ACACCTGTAATCCCAGCTACCTGGGAGGCTGAGACAGAGAATAGCTTGAACCTGAGAGGC 

GGAGGTTGCAGTGAGTTGGATTGGCATCACTGCACTCCAGCCGGGCAATAGAGCAAGATT 

CGTCTCAAGAAAGAAAAGAAAAGTGAAATTTCTAAATGAAAAATGCTTGACTATATTTGT 

CTTGTGGGMTTATCGTCMTAATMGAAGCTTTTTGAGTGCTTATTATGTTCCAGGCTT 

ATACAT AATTACTCATTTAGTGCACACAACCACTATNTTAAGCTGTCTATTTTTATCATC 

A 1 1 I 1 1 ACCGGATTTGAGAAAATANGGGCTGGGCACGGTGGCTTATGCCTGTAATTCCCA 

GTGCTTTAGGAGGCTNNCTTGAGCTCAGGAAGTTTCCAGACCCACCCTTGGGCAACCATA 
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GCCAAATACCCCTTNTTCTACCAAAAAATTACCAAAA 
Sequence 4676 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I I I I I U I I I I 1 1 I I 1 1 I I I I I I I I I I II 1 I 
'NIIIIMM II I NN I I I I I I IN Mi l I II I IM I I I II I II I I NNNTTT 



MAAAANTTTANTTTATTCTTGTNTTNTTTTTNCTAATCCTNCTGGNANAAACAAAAATT 
GANTNTNATCACAATNTGGNAANGNAATNAAAAACAACCNTTATNATNTNNGATNAACCC 
T7TNTTMNTNAGNMGGGAAMCMTAATACAMTTATTNNTNTTNCTTTANTNNANCC 
CTTMTTTAAAAAAAAAAAAAAANNCNNNNNNNTTNNNATNGNTNGGNGNNGGNNAGGGN 
GNGGCMANAAMMAAAMAAAAAAAAAAAANNNTTTNNNANNTNTTTNNNNNNNNNNN 
NNNNAAANNNANNNNNNNNNNGNGNNNNNNNAMAAAAAAAAMNNNNNCNNCTTTTTTT 
NANAAAAAAAAAAAAA 
Sequence 4677 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC I H I I I I I 1 1 I I I I I 1 1 M I 1 I I IGTTTTNT 
TTTTNI I 1 1 1 I I I I I I I I INI I I I I I I I CATGTTGGGGGGGNANCAAAAANGATGTTTNT 
TTCACC TGGN TGCNGGGGGGCTNATTTNNAAAAAAAAGTNAGNGAANAGAAANAAGGGGG 
GGGCTNTTTTANAGGATTTGGGNNGGNAAANNAAAA 
Sequence 4678 

CCCTTAGCGTGGTCGCGGCCGAGGT A C I I I I I I I I I I I I I I II I 1 1 I I I I I NAATTTTTT 

''■im iimi mii in mi i l imn M i ii iii HM i ii || mm i n MM 

nm l AAAAAAAAMAAATTTTTNNTTAAAAAAAACNAANCANAAAAAAA I rTTTTTTTT 
TTTTNNNNNGNAAATNAANAA AAAAAA ANACNNNNI I I I I I II 1 1 1 1 I I ANCAAAAAAAA 
AAAAANTATNNNANCCAACAA I I 11 I I 1 1 GTCTTAGCTNTTTNNNTTNTAAAANNNCNGN 
NGNNNTTNAMNTTN NCNAC TCNATCAAMAAACAMGCTGNTTTTTNNGNGNAATTNTT 
MTAAAAAAAAAAAANTTTTTGTANNAAAMCCCCNCCNCCNTTTTTAAA 
Sequence 4679 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTATGATAGATTATTTTCTATTTGCTGTGGG 

MTTTAAATGTAAAATAAATACAAAATACATGTGTGGTTTAATGAACACTCAATGAAGCA 

CCCGCGTACCTAAATGAACCAAACTATGAGGCTCTGATTAGTATTCAGATTGGAATAATG 

GMCAAACCATTGCTGTTTTAGATAAGATGCACAAAAAGAATGTGGAAAACTGCAAGAAA 

CTACTCAAAAAACTTGGAAAGTTCAGCAATCAAAAAGATATAGCAAATTATGCCCTAAGC 

TGCAATCTACGAGAAGAGTTGGTAGCTGTCTCAGAGAGAAAAGACATCTGTAATGCAATG 

GGGTCTAAACTGACTTGTGAAAAGATTGGTCAAAGAACGGTATTGAAAACATGGATGCAA 

CCAGCAGAAGTTAACAMTATTTCAAAACCACCAAGCTGGNCCANGATTTCAATACTACN 

AGACTGGAGTTTGGAAGGATTTAGMTGGAMCCTTTTCCCCTCTTTGGTTNCAAATGTA 

MMCCCCTGGNGGGAAMCCCCMGGGCCCMTTCCMTCATTTTAAAAAATCATTTTC 

NTTTNGGGNAAAAA TGNAT TTCCTTTTCNTTCTTACTGGGAAAATNGAAANANCATTGTN 

^ ^^ZHH^.^^"^ ^ CTGTTTTAAAATN AA AA A ATTGT7T AATTTT AN N CCTTA NTTTG GTTCC 

CAATTTTTGGNCCTGGCCTGAAATAAAAGGTGNGAAAATNCCCAAAANAAAAAAAAAAAA 
AA 

Sequence 4680 

GCGAATTGGGCCCTCTTATTGCTNGCTCGNCGGCCGCCAGTGTGAGGATATCTGCANAAT 
CGCCCTTGACGGCCGCCCGGGCAG GTAC I I I I I I I I I I I I I I I I I I M I I M I I M U I I 
'in i I II I 11 I I HI I M I NN I I I IMM1 I I 1 Mi l I I I 11 1 I I I III I 1 I 

TNN NCCCCCCCCCCCCCNN NNTTTTTTNNNNNNNNNNNAANANCCCCCCCCNNNAAAAAA 
AAAN' N I I I I I I | | I M M INGNAAAAAAAAAAAAAAAAAAAAGNN I I I I I I I I I I I [ I 
NNAAAAAAGGGGGGGGGNN I I I II I I I I NAAAAAAAAAN I I I I I I I I II I I I I M 1 1 NAN 
NCCCCCCNAAAAAAAAA 
Sequence 4681 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGAAGAGTTTGCA 
CTTCGAGATCAAGAGAAGTATCTGTATCGATATCCTGGTGGGGAGTCATACCAGGACCTG 



II 1 1 I I I I 1 1 I I I I M I NTNi 



NNNTNNAAAANAANGGNNAAAAAAAAA 
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GTGCA6CGGCTGGAGCCTGTCATCATGGAGCTGGAACGTCAGGGCAATGTCCTCGTCATC 

TCCCACCAGGCTGTCATGCGCTGCCTCCTGGCCTACTTCTTGGATAAGGGCGCAGATGAG 

CTACCATACTTGAGATGCCCTCTCCATACCATCTTCAAACTTACTCCTGTGGCCTATGGG 

TGCAAAGTGGAAACAATTAAACTTAACGTGGAGGCTGTGAACACGCACCGTGACAAGCCA 

ACTGCAGCAGAGACCACACTGGCTGTGCGCAGACGCCCCTCCGCAGCGTCCCTCATGTTG 

CCTTGCTAATGATGTGGATGTTCAGGCCTCACCTCTCAAACGACTGGGATCTACTGAAAA 

GCTTGGGATGTCAGCTTCACAGAGGCTAGAACAGGAAAGTTAAGTGGGAACTGGACTTTG 

GGGGCCACCAAAACGAGGCCTGGAGAAACGTCACCATATTTCCTCCCCCCTGCCTA 

Sequence 4682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGTGAGACCTTGAT 

TAAGACAAAACAAAACAAAAACAAAACANAAAAAACAAACACAAGGTGACTTTTAAGTTG 

AAGAGCAAG CACTTG CCATTTGAGCCTTAGCCAGAACTATAAACTGGTAATGGTGGGTGA 

NGGTCATTCCTTTTTCCATATTNNCTTCTTCtTCACAGAGGTTGNTTTTTTNAGAAAACT 

TAGAGAAAACCACCCANGTGTTGACTTTTAGTAACCTTCTATGATCNGTAACTAGCTAGT 

AGAATTMTTGGCCNTTTNATNTTTTTTAAAGGGN I I I I 1 1 1 

Sequence 4683 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACTAGAAAGTCATTTTTCTAAAGAGCATTAACA 

T TTCA AATAAGCAAATTTTATTTAGAGATGTAAACATGTAAACATTAAAAACTCAACTAA 

ATTTTATCTTTATTATGATGGTCGCTGATTTAAACTATTAATGAAAATATGTCATGTCAG 

AGATATAMGMGAATATATCACCCAGATAGTAACATGCAATTAATTTCCATTTGATTAA 

TATAATTGGTGATTTAACACACATACATATACCCGCGTACCTCGGCCGCGACCACGCTAA 

GGG 

Sequence 4684 

CCCTTTCGAGCGGCCGCCCG GGCAGGTACTTmTGG I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I NATTTT 
H I n 1 1 1 1 1 1 1 1 1 I 1 1 I I I I I I 1 1 1 1 1 1 1 | IA I I 1 1 1 II I I I I N I I I I 1 1 1 I INNTTTT 
I 1 1 1 1 1 1 1 1 ITTNTTTTTAAAAAAAAAAAAA I 1 1 1 1 1 I 1 1 I NAAAAATTTTNNNNCCAAA 
Ml 1 1 1 1 1 1 1 1 NAAAAAAM NATTMNMTTTTCNNTTTTNAANCNGGCCNNTTTTTAAA 
AAAAAAAAAN I 1 1 I 1 1 1 1 1 1 NTCCNCTNCNNCAAANACTTTTTAAAAA 1 1 1 1 1 1 I CNCGG 
GGGNNAA AAAAA AAAAAANCCCCCNNGGGGTAAACCNAAAANNTTTTNTAAAACNGGAAA 
ATTThrTTTCTTTTNGGNGGAAANCCCTTTTTNGGGAAANNTAAAAAACAAANGGNGGGGT 
TTNTNTNNNGNTN NCNAT TNTNGTCAAAAAAGGNGGGNAAAAAAANNAAAAAAATTTTNC 
NGGTNGAAAAAAA I I 1 1 1 NCCCCCTAAATATCCCAAAAAAATAAAAAGNNGGNANAAATA 
AAANNAAAACC CGGGNG GGNCTNTNTTTGGGGGCNCAACCNCNCTNTNTTTNGGTNGGGN 
ANMCNCCCChrTTTTTTAANGAGAAAAAACTTNTNTNTCNCNTTTTAANANAAANTACCC 
MCCCCGGGGGAAANNGGGTTTTTNANTTNNGGCCTTTTTTNTTTCTTAAAAAA 
Sequence 4685 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATCTCATTTGACTCTTGAAATAACCCT 

CTGAGGTATGCTAGAAGGGCATCCTTATCCCTGTTTTGCAGATGAGCAAACTGAAGTGCA 

GAAAGTCACACAATGAGTTGGGCGAGAAATTGAGTGTTAAAACTCCTGAATGCTTCTAGT 

CCAATACTCTCCCCATGATACTAGGTATATAACAAGTGTGGGACAATCATGGTTAACCAA 

GAGTATCATCTGATTATATTACAGATGCATTGTGAGAGGTTTCTATGTATCCTGAGAATA 

ATTGGAACCACACTCTTTGGAGTCTCTCTCCTCCTTGGAATCACGGCTGCTTATATTGTT 

GGCTACCAGTTTATCCAMCGGATMTTACTATTTCTCTTTTGGACTGTATGGTGCCTTT 

TTGGCATCACACCTCATCATCCAMGCCTGTTTGCCTTTTTGGAGCACCGAAAAATGAAA 

AAATCCCTAGAAACCCCCATAAAGTTGAACAAAACAGTTGCCCTTT 

Sequence 4686 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAGTGGGAGCCCTGAGCCTGTTTTCCTGTG 
GTCACTGAGAGGAGGCGAGTCATGTGTGAGGCTCCAGGCAGGGGTGGGGCAGTGACTACT 
CAGTCAATTGCTCCATGTCTCAGTGGTTTCATCTA 
Sequence 4687 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCTTAGATAAAACAGAATACTTGAAGTTACC 
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AGTTACAGAAAACAAGAATCTATAMCTMTACCATMAGCAAAGGAAMTTTGTTTTTT 
GTCTCCATGTGTTGAAGGAGTGCTGGGAGAGTCTCCAGAGCACATTCCTTTGTGTCCTAG 
CTTCTTAGATAGTGTTTACCAAGCCTTTTCCTGGGTCTGGGCTGTGCCTGTTGCTGCCTC 
TGGGACCAGTCAGCCTAATACAGGAMGCTTATTTCTT^ 

CTTATTTCTTTAATTTCCCACCTCMAACATTTCCTACTCTATTTCATCMCTAAGATTT 
ATATGATTCATCCATTAAATATTTATTTGMTTTCTMTTTTGGTATTATGGTAATCATA 
ATTAAGTAAACATTTCCTACTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4688 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I 1 II I ill I f 1 1 I 1 IGG 1 I I 1 I I 1 1 11 I 

i i i I I M l I 1 1 I I I I I I II I I I I I I I I I I II I I I I I NAAAAANNNNAAAAAATAANNNNA 

ANNAAAAAAAAAAAANNNNCCCANANTNNNANNGGGNGAGAGGGGTCNCCCCCCCCTNGN 

ANGGANGAAATTATTGNTTNCCCTCCTTGCTTACTGGGTCCTACNCCAACANATATGGGA 

GGGGATCCACC CACTTAANTTT CCCTTGGACTGCNMTGGAANAAATGATTTTCAACTTG 

GCMGACACACATTTTATTTTTTAATGGACTTAAAAAAAATGTGA 

Sequence 4689 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTACCAAGTAGGCACTTGGGAAATGCTGTG 

TCCACATACTTAGGAAATGGCTTCAGTTAACACTGGGCTTGGGAAGGGCTCTCTTATCCA 

AGGAGCAGTCTTCTCTGGAGCCATGAAACCAGCCTGGCAGCACTGGTAATAAACTAGTCT 

GTGMAT CTGGC AAAGCCTCTGTCCTGTTTGGATATACGCAAMCTGCCTTTTACCATTT 

CCATTGCTT TTTAT TACTTAATCTCCCAACTTTGTGCCTGGTGTC I I I I I I 1 11 1 I I I AA 

AANAAAAAN I i i i I GNGGGAATTANGTTTTCANAAAAAAGTTTTGGGGGGATATNCTTTT 

TC CNCNA MCCNTTGTTTAAAAAGGNCCCATTNCCNNATTGGNNAATTTTTNGAAAAAGG 

GTimTTNNCCCCCAGGNTGGNAANACCTTGGGCCNGGAACCNCCCTAAGGGGGAAATTC 

CANCCCCCCTGGGGGGCCGTAACTATGGGAATCNAAGCTNGGGTACCAAATTTGGGGGGA 
AA 

Sequence 4690 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGGACTGTGACCATGTCCACTATTCCTGG 

GTCAGCATCCCAGGGGAAGTAGAAACCACTGACATACACACTCACATTCAAGCACACACA 

CTCACTCAGGCGCACACACCCACACACACATACCCCANAGCCACCGAGGAAGGGAAACAC 

CAAGGGTCGCTGCACATAAAAATATCACCTCAACTCATCCCTGACACACGCATGTCCTCC 

CAA GGCC ACGCTCACACAACACACACTATAAGCACTTTGCCTGATTCACTCACTGGGTCT 

GTCTTTTGTGGGAAGGAGAGGAAGAATTCATCAAAGGTCTCCTCCCCACCCGCGTACCAG 

CCCGGAGCCTGATAGACCTGCTGGGTGGTTAGATCCAGAAGAACAATAACAATCACTACA 

AGCTCAACTCTCAGGAAAGCCACATCCCTAGGAAAAGGGGAAAGTGCTATGTCAAGGGAA 

CACCCCATGGGCAAAAGAATTTGMCAACAGCCTTGAGCCCTTAGACTTTCCTTTTGACA 

TAGTCTACCCAAATGAGAAGGAACTAGAAAAACAATTTCTNGTNATAATGACAAAACAAA 

AGTTCTTTAA 

Sequence 4691 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAGACAATCGATGTCAGACTGTCATATCTT 

ATTCTTTGGGGTATGAAGCAAGGTATTTTACMTGCCCAMMTAACTTTCAAAATAGTA 

TTTAGCAAACTGTCTGGAGCCTCTTTCCCCCCAAATTAGAGTATCCAACACAGATGATAC 

ACMGAT ATMC TGGAAGATTACTGATTTTTTAMTGCCTCCCCAGAATTTACATATTAA 

ATCGATTATTTTCTCCTTCATAATAGTTACCTTTTGACACTTACACATTCACCCCAAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCC 

Sequence 4692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGCATCCTCACTAAATTATTGCTAAGAC 

TGACCTTTTAATAAAAAGGAAAATCACAAAGGAGGGGAACCGAACAAAGATACTGCTTTC 

TCAAAATTTGGAAGACCACATATACATTTATATAGATAAAGCTCCATGAATCCATATCTA 

TA CACA CATATCTCTTTAGAl I I 1 1 I I I I AAAACTTCCGTTTTCCTGTTCTTAGTiTTAT 

TGTTTTAGCACAAAAACAAAAGCATGTGTCGAAGCATCCTGTGTAAGCCGTGCTMCTCC 

TCCTTCCATTCATCTTGCAGTGCACAGCTCTGAGTCAAGGCATCAGTCCTTGCTCCACAC 
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TAACAAGCAGCACCGCATCTCCTAGCACCGATAGCCCCTGCTCAACCTTGAATAGCTGTG 

TCAGCAAGACGGCAGCCCAACAAAAGGTCCCTGGTGAGACCATTAGCAGCCCTAGTTCCA 

CCCTGGAAAGCAAGGGAC 

Sequence 4693 

GTCGACCCCGCCCGCGTCCGTGGTTTCCTCCCTCAGCGCCATTTTGTGGCTGCGAGACCC 

GCAAATAAAGGCTATCTCCGGGGCTGCGGCGGGAGGAGTGCGGGGGGGGGCCGGCGGCGG 

CGCGGCCTCGGCCTGTGTGACTGGCGGCGCCCGCGCAGCCTCGGGCTGGGAAGGGTACAA 

GATGACCAACGAAGAACCTCTTCCTAAAAAGGTCCGACTGAGTGAAACAGACTTNAAAGT 

TATGGCACGGGATGAGTTAATTCTGAGATGGAAACAATATGAAGCATATGTTCAAGCTTT 

GGAGGGAAAGTACACAGACCTTAATTCAAACGATGTGACTGGCTTAAGGGAATTCTTGAA 

GAAAAACTAAAGCAGCAACAGCAGGAATCTGCACGCAGGGAGAACATCCTTTGTCATTCC 

GGNTAGCAACCAAAGGAAACAGGAANATGCAAGAGTNCACCACTTCAAATTTCAGTACCT 

TNMGGCAMGTTTCAGCANCCCGAGTGTAAGCCCCAACTTGGNNATCAACAATTGTTNG 

GACCCCMGCNGATTCMACTTTGNTTTTTTTCCTTAAAAAATNAAAAG 

Sequence 4694 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I I I I I II I I I I I I < I I 1 I I I 1 INTTTTTT 
1 n i m m i M I I I I 1 1 I | | | | | | | | | I NAAAAMAANTTTTTTNNAAAAGGGNAAAAAA 
A MNCCCNNAA A AANAAM NTTTNTTNAMANNGNNAAAAAANGGGNNNAAAAATTTTNN 
NNH ) 1 iNTTT TNNl I I 1 i NCCNNNNNMAANNNTTTTTNNNNTTTTTCCCNCNAAAAAA 
AMAA NTTTTNCNNNAAAAAANCCCCNMNNNAAANCCNNNNCCCCNATNNGGGGGNTTT 
TTTTTNTNN NAAAAAM ATTCNCNNCCNCCCCNAAANNTTTTTTNNNNCCNNNGGGGNNN 
NNAAAAANN I I I I I I I AAAAAATTNGNMNNNNAAAAMAANTTTTTAAANACCCTNGGG 
GGGNTT 
Sequence 4695 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC 1 1 I 1 I I I I I I I II II I I I M I AAAAAAAANT 

mrm ingggnnn anttn aaanttnaaaaaaanntncaaaangggnttaaaaanccnt 

NNTTNNNMNNNCNATTTrNCCNMCCNNGGGGTTTTTANAAAAAANGGGCNNNTTTNNT 
TANNAAANAAN NGGNN TTNTTANTTITrNCNAAAMNNNNTTTTTNMTTTNAAAMNNM 
NGGGGGGTNNA I I I I I NAAAAAANTTNCNCCAAGTAAAAANCCCNAANNAGGGGNNTTNN 
NNNTNAAAAAAAAANNAATTTNNNGGNNNTTNAAAANTTTAAAAN I I I I 1 1 I I I I I NGGG 
GGGTTNNNNNTNANTTTNNTTTAAAA 

TTTAAGGGGGCNCNNTTAAAAAGGGCCCCCCNNTNGGGGNAAACCCCAAAAAGGGGNNNC 
CCCGTTNN CCNCNTCAAMNNTTAAMNCCTTTTTTGGGGAAAAAANAACCCCTGGGGGT 
nTTTTTI I CCCCGGGGGNTAAGNGGGGGAAAAAAAACC C I I I I I I I ICCCCCG 
Sequence 4696 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAATAATCGAGGGGAGAGACCTGGTGGT 

TMCATGCAT TTAG GTAAAATGTCNGGAACAACTTTCTCTTATTAATACTATAAATCCAT 

CTCAAGCATATTTTA AAATA ATGAGAGATGGAGGAAACAATCTAGAANATAAAAGAAAAA 

GATGTGCATMCTTGTTTTCAGTTTCCCTGTTTATGACAGTTTGTCATTTGGCCGGGTTG 

GGGGATGGANCANGGAATAAGACATTGAAAAAGCTCATCCC 

Sequence 4697 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTACAGTTTTGGAGGCTAGAAATCTGAAATC 

AAGGTGTTGGCAGGACCATGCCCCCTCTGAAGCCTCTAAGTGGGGATCCTTCCATGCTTC 

TTCCAGCTTCTGGTAGCCTTAGGTGTTCCTTGGCTTGTGGTAGCCTCTCTCCAATCTATC 

CTCTGTCTTCCCCTGGCCACCCTTCTGCTGTGTCTGTGTCTTCTAATAAGGACATATTAT 

TTTAGATTAGAGTCTACCTAATCCAGTMGACATCATTTTAATTTGACTACATCTGCAAA 

GTCCCTATTTCTGAATAAGGTCACATTCATAAATATTGAGGATTGCGACCTCAACATATT 

TTTTGGTGGGACAGGATTCMCCCACGCCAGACTGTTTAGAGGACTGCTATCTGGTTAAT 

TCAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4698 

CCCTTAGCGTGGTCGCGGCCGAGGTAC \ irTTTTTTTTTTTTTTTTTl IN N I I I I I M 1 I 
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Mill I I Mill I 1 I 111 I I M l II 11 I II M Ml I I Mill 1 Ml MM N MM I 11 IN 

I n I f ANMNNNCCCCCNCNNNhiTTnTNTTTTTTTNCANCNCCCCCCCCNNNMMAM 

A NTTNNANAN ANGGGGGGGGGNTTTNTNNNTNTN6GCCNNCCCCCCNNNNAAAAAAAAAN 

TNM M i II I AAAAAAAANTNNGNGGGGGNGGGNNGGNNGTNNNNAAANAANNAAAGGAG 

GNNNGNANTAANAAAAAAAANCCCCCCCCCCCC 

Sequence 4699 

CCCTTAGCGTGGTCGCGGCCGAG GTA C I 1 1 I I I 1 1 I I M I I I II M I I I I I NTTTTTCTT 

* H 1 I M I I I I I I I I 1 1 I II I I I I I I I I I I I I I M I I 1 1 1 1 NANNNGGGGGGGGGNNNNT 

TTTTTNNGGGGGGNCCCCCCCCCCCCCCCNAAAAANTTNCCCCCCCCCCCCCCCCCCNAA 

AAAAAAAANGNNAAAAANNNNGGGGGNGGGGGGNTTNCCCCCCCCCGGGGGNNCNAGGGG 

GGNNAAAAAAACNNNAANCTTTTNNNGGGGGGNCCCCCCCCCCCCNAAAAAAANCCNCCC 

CCNGGGGGNNNNGGNNNCCCCNAANGGGGGGNAAAAAAAAAAAAANNAANNTNNNAGGGN 

GNNCNCNCCCCNTTCTCCCCNNNAAAAAAGGGGGGGGGNNAAAANCCCCCCCCTNNATAN 

CCCCCCCCCCCCTANAMAANGGGGGGGGGGGNTGTTTTCCNNNTTNGGGGGGGGGGGGG 

NGGAAAAAAAGGGGGGNCCCCCCCC I I I I I I I 1 1 I NTNAAAAAAAAAAACNCCCCCNCNC 

CGGGGGGGGGGGGGGGGGTTATAANAAAAAAAAAAAAAAAAA A I I I I 1 1 I I I I I INGGNG 

GGGGGGNGNGAAAAAAAAAAAAAAAAAAAAA 1 1 II II 11 1 I NGGG 

Sequence 4700 

CCCTTAGCGGCCGCCCGGG CAGGTAC I I I I I M I I I I II I 1 1 II II I M I I I M 1 I I M I 

I I M 1 1 II I I I I I I I 1 1 I I I I I I I I I I II I | | | | | 1 1 | | | | n I I I I I I I 1 I I I II II I I 

I I M 1 1 l l l M l NTTTNNMNTTTNAAAAAAAAAAANTTNNAATTANAANAAAANTNNAT 

TAAAA AAAAAAAAAANNNTTTAANGNNAAAAAAAAAAAANGGGGGNNNCANNNCANNAAT 

TTTTTATAAAAATAATTAANTGN ATAAAAAAAAAAN AATN AAN NGTGGTTNTTTAATAAA 

AAMGAAAANAANANAANGNNNGNATNNGAAGATTGAAAATANNNNTNTTTTTTATNTTN 

TTAANNNNANNNAAANANATGNMTGNNGNNrsTTNNNNNTANGTATTTAAATTNNATAAAA 

AAANNGNNGTGNNGGNNNAAAANTATAAANGNGNNNNNNTNGTGTTATNTTAATTA 

Sequence 4701 

GCCGCCCGGGCAGGTACAGGACAATAAAGACTACTCCTATCTGCGGAACAACTAGCTTTC 

TATTTAGTTCTAGATGTTGAAACTGACGATGGCTGACATAAAAGTCACATTTACAAAAAG 

TGTCTCCAAATGCTTGACTAGGGAAAAACCCCTTTCAATAGAGGAGCATGTGCAACAATT 

CCACMATAATCGCTATCCAGGGCMGGCACATTGATATGGMTTTTTGTTTTCGTGCAA 

ATTAAGGAAAAAAAACAAAACAAAACAACATTGTTTCGGGGAGAAAGATGAGGAGCAAAG 

TGTCTTCCCMGAATTTCAGTTACTTGATTGTATAGGACAGTAGTAGAACCCTTCTGAAG 

GGCTGAAAMCATAGTTTAAAGGCAAGTGCCTAGAGTAGGGATTACAATATTGTGTCTTA 

ATGCACTCTACTTTATCCTACATTAACTATATAAAAATTAGTTACTAACACTAGAACATG 

CAGAGACTTTCTCTGATCAGCAGGGCTTGCCAACCAGAACGTATATATATGTATAGTATA 

GG MCCCTT TTGAATCNCATGGGMCCAAAGGGGGCTTCCTTTCTGGTAAAAAATCCTTG 

CNCTTT7TTGGTTTNGGTCTGGGGTTTTGGGGI I I I II I I GGTTNGGTTTTGGGTTTTTT 

TNAAAAAAACANGACNTTNGGGGGGGCAAC 1 1 1 1 1 1 1 1 M I C 

Sequence 4702 

CCCTTTCGAGCGGCCGC CCGG GCAGGTACACTTCACCACAGCAATAGCTTGCCTATTAGT 

CTGCTGAGCAGTCATGMTTTTATTGTATTTCTTGGGTAAGGACAGGCCAGAATGAGTGT 

CACCAGTGGGTAATTGAATCAACTTCTCACACATACTGAAGGCTTTATATGTCTCATGCA 

TACTTAGTGTATCATGMTATTTGGTATCTTTGTGGCTTTTCATATTTTTAGTGCTTC^ 

GMTATTTGGTATCTCTTGCTCCTTTCTATCTGTGGTCACACATACACGCTCTATTAACT 

TTGCCTAATAAGTCTCCTAGGTTACTAACTTACTTACCTAAATGTAACACAATGAATTCC 

AGCCTTCTCATTTGTTCTATACCAGAATGGGAAATTTCCCCAAATCAGAAAATCACA 

Sequence 4703 

GCGAATGGGCCCTCTANTGCAGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCG 
CCCTTACGTGGTCG CGGCCGAGGTC I I II 1 1 I I I I I I I I I I I II I I I I NGGN I I I I I I I I 
"nTTTTTTT TTTTTTTTTTTI NGGGGNAAAAAAANNN I I M M I I I II I I I NNNCCCCCC 
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CNNTTNNAAAAAAAAAANCNNGGGGGGGGGGGGGGGGG 
Sequence 4704 

NCCCTTAGCGGTGGTCGCGGCCGAGGNACCTTTTCTCTAATAGAAGGTATTATCCTTAAA 

ACAAACCTNTGCTTATCTTCTATACATTGGTTTACNACAGATGTATAGTATTCTCTCATT 

TTTGTAAATAATTAAAAATCTGTATAAAAGGATAATTTATAATATGTTNATATGAGGCCA 

GGTGCAGCGGCTCACANCTGTAATCCCANCACTTTGGTANGCCNANGCGGNTGGATCACG 

AGGTCAGGAGATCGAAACCATCTTGGCTAACGCAAGTGAAACCCTGTCTCTACTAA 

Sequence 4705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGGTGC 

ATTAACTGTCAAAAGCCACTGTGTCCTGAAGAAAAGCAAAGACATCTGGACAAAAAGCAA 

AGATTCCATAATATAAGGGGTCGGTGGACCGGTCGATGTATGTCTTGTTGCAGATCATCA 

AGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGAAT 

ATATGTTAGACTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACA 

GCTCAGAGGAGGAGG ATGAA ATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGAGCCC 

ATTACMTATTGTMCCTTTTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACCTN 

GGCCGCGACCACGCTAAGGGCGAATTCCANCACACTGGCGGCCG 

Sequence 4706 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCACTACATTACAAAATAGTCTCTAACATA 

AAATTGCCTTAATAACTATACTATTATAGAATCTGATAAACCTTACATTATTAAATTGAT 

TATA AAATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGMGGTTTTTTAAAAATAATA 

TTTTAAGGGCCTGTAAGCATTCCATTCTATTAAAGCACAGCAGAATAAGTAATGGATATT 

CAACTGCATACAGAATATAGACTCAAAAAAACAATTTATTATGTATTTGTAGAAAATCAT 

TACCAGAGTAAGCAAAAAAACCAACTATTTAAAAGTATCAMCTTTTAMCAGTTCTTTT 

TCCATTCTGATAAAAAATGTTATAAAATCACCATACTCCATTCATGTACCTGCCCGGGCG 

GCCGCTCGA 

Sequence 4707 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I I GAAAGA 

NATGGGGGTCTTACTATGTTGGCTAAGCTGGTCTCAAACTCCTTGCCTCAGGTAATCCTT 

CTGCCTCAGCCTCCCAAAGTGCTGANATTACAGGCNTGAGCCACCATGCCCGACTTCCCT 

TTGTGTAAAATGAGATAATATGTATGTCACAGAATTGTTTTAAGGATGATAAAGGACTAA 

GTGAGATAATGTA GGTGA AGTTTAGTTTGATGCCTGGCTCATAGTTAAGTGCTGAATTAT 

GAATAGTAMTNTATTTTTCTMCTCCNNAACCTTCTTTCTTTACAGATTTNTAAGCNTT 

CTGTCTTTTNTAGGGGGTTAAGAAGTCATAAACCAAAATTACACTTTTCCTCTGCTAGGN 

TTCCTCCCTTTCCTCTTCTTGACAGTCTGATGGGGAAACAAAGGCACACATTAAGAGCCT 

AGTTCCAANTTGTCCAANATCCTGGAGAAGGAAGGGNATATGGGA 

Sequence 4708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I I I I 1 1 1 I 1 1 I I I I I 1 1 I I I 1 1 I I AA 

GCCTATTTANACTTCTNTGATTGAGGGTTCTAATTTAAATTATAGATATATACTGGGCAC 

AGTGGCTCACNCCTATAATCCCANCACTTTGGGANACTGAGGCATGAAAATCGCTTGAAC 

CTGGGAGGNGGAGGCTNTAGTGAGCCAANATCGTGCCACTTACAGCCTNAAACTTCCGGA 

CTCAGGCAATCCTCCCATAAACTGTGATTAATTCCTTTCTGGTTA I I I 1 1 I CC I I I I 1 1 1 

I I I 1 1 IAATTA 

Sequence 4709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAAAGAATTCACACTGGAGAGAAGCCGTA 

TGAATGTGAGGACTGTGGGAAAGCCTTCAGTCATCCCACGACCTTTCATAGACATAAAAT 

TACCC ACACC GCAGAGAAACCTTATGAATGTCAGGAATGTGGGGAAGCCTTCCGTTATCC 

TGTTGCTTTTCGTAGACATAAAATTACCCACACTGCAGAGAAACTTTGAGTGTAAGGAAT 

GTGGGAAAGCCTTCTGTTATCACAGTTCCCTTCAAAGACATGAAAGGACTCATAACGGAG 

AAAAGTTGTGTGGATATAAAAAATGTAAAGCCGGCTGGGTGCGGTAGCTGACGCCTGTAA 

TCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCATGANGTCAAGAGATTGAGACCATCA 

TGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACAAAAATT 
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Sequence 4710 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGAC 

CGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGCAGTATCCGGTNATGTTACA 

ACCGATACCGGCNCGGGAAAGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAAC 

GGAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGTTAA 

ACAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAA 

TAGACTCATTCCTTATGATTGGGAAATTTTACCTAAATCTTCCCTTTCACCCTCTCAGTA 

TCTACAGTTTAAAACCTGGT 

Sequence 4711 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATGACTGAGATGATATCAATTTAAGGCAGGA 
TCATGTATT GTGTCTG TTATGATTGGCTATTAGAAAAAGGAAAAAATCTGGCAGACACAA 
TCTGTATTTG 1 1 1 1 I I ATTGCTGCCTAACAAATTATTACATACATAGCAGCTTAAAACAA 
CACCATTGATTATTTGTAGATCANAAGTCCfGGTGTAGGTTAGATGGCTTCTCTGATTAG 
GATGTCTTCAGGTTGAATCAAGGTGTCACCTGAGACTGTGATCTCTGAGGCTTTGGGATC 

CTCTTCCAAGATCACTGGTTCTTGGCAGAATTCAGTTCCTTGTGGCTACAGGGCTGAAGT 
CCCCATTT 

Sequence 4712 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTATGGGCACAGATAGCTAAAGTAAACATTT 

CACAGAACAAGTGATACCTGCCCTTCTCAGTGTGATGGAGTGTGATGTATTTATTGAGTA 

GCAGCATAGGGTAGTGGCTAAGAACCTAAACTCTAAATTTAGATGTCCTGAGTTCAAATC 

C CAGCTG TATGCTCACCAGCCTTGTATGTGGGGCCAGTTAATTMCCTCTTTGTGTTTTA 

Ci 1 1 1 1 1 CAGTTGTGAAGTGTGGATAATAATGGTACCTGCCCGGGCGGCCGCTCGAAAGG 

G 

Sequence 4713 

CCCTTCGAGCG GCCGC CCGGGCAGGTAC I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 I I I 1 1 1 1 I I 1 1 1 1 1 AG 
GA ATTCC TTTCA I I I 1 1 ATTTGATAAGCCAAAAATGCAAATCTGATTTAAATTCAAGACA 
AAGTTTTAAAAATCATTCTCAACACTACAGAAAAAAAGCCAGTAACTATACAAATACTCA 
CTATAAAGCGATGAAGTCCATAGNACTTTN II 1 1 II I I 1 1 1 1 I II 1 1 1 1 1 1 1 1 NGG 
Sequence 4714 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTCTCCTGCTGTCTAGCTAAGCAGCCCAC 
ACAGGACAGMATGGGTAGCACTGAGGMTGATCANATTATTTTTCTATCCCCAATATTT 
CTGCCC CCTNCC TAAGCCCTGACCCAACCCTATNTTAATAATCACCGAATGGTTAGTACT 
GCATTGCTTTTT ATAAAGTACAAMTAMGATTTATTTTTAAACAAGTGACTTTGGTTTA 
TTTTATACATTACACTTTTTNTTG CAG AAAAAAATAAAATTG 
Sequence 4715 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACCCAACAGAAATGAAATGACCACCTCAT 

AAAAATACTGCACTCCCATGTTTAATGCAGAATTAGTCACAATAACCAAGATATGGAAAC 

A ATCTA GGTGTCCATCAATGGACAAATGAATAAGGAAGCTGTGGTATATATACAATGGAA 

TATTTTATTCAGCCTTAAAAAAGAGGAACTCCTGCCATTTGTCCCTGCATGGATGGACCT 

GGAGGGCATT ACACTAA GTGAATTAAGTCAGACACAAAACATATTGCATAGTCTTACTTA 

CATGTGGAATC AAAAGGTCAAATATATAGAGAATAAAACAGTGGTTACCAAGAC 

CAGAGTTATGGGGCAGGGGAATGGGAAGAAGTAGGTCAAAGGACACTGAGTATCCCTAAT 

TGATTTGCAGATTCAATCTAATTCCTAACAAAATTCCAACCGCCI 1 1 I I 1 1 I I GCGCAAA 

AATATAAAAGCTAATTCTAAAATTCANGCTAGGCATGGGGGGTNNAATNCTGAATCCCCA 
CAN 

Sequence 4716 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGGATCCGGAGCAGACGCCTCGGGATTT 

AT CAGC GATGCTGGTTAGTATTCAAGAAAGCTTCAAGCAAAGGTCCAAAAAGACTGGAGA 

MTTTTCTGATGAACGTGCTGCATATTTCAGGTGTTATCATAAGGTTACAGAACTCAATA 

ATGTGAAGAACGTAGCTCGATTGCCAAAAAGCACCAAGAAACATGCCATAGGGATTTATT 

TCAATGACCATACCTCCAAGACTTTTGCTTGCGAATCAAATCTTGAGGCTGATGAGTGGT 



# 
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GCAAAGTACCTNGGCCCGCGACCACGCTAAGGG 
Sequence 4717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTNTTT 




NANTT 



I I I H I H 1 1 1 I I 1 1 1 I I I II I I I I 1 1 ) 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I NNANNAGNNNGNNCNC 

GGAGNGCTTTTNAAAAAAAAAANCCCTTNNGANNNNNNANAAAAANGAGNGGAAAAAAAA 

ANAAAAAAAAAAANCNGGGGGGGGGNACCCCCCCCCCCCCCGNGGGNNNTTNNTNNANNA 

ACCNCCCCCCCAAAAAAA 

Sequence 4718 

CGAGCGGCCCGCCAGTGTGATGGATATCTTGCAGAATTCGCCCTTTCGAGCGGCCGCCCG 

GGCAGGTACAACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTG 

ACCAGGGAAGTCACCCCACGGNTATGGGGAAATTAACCCGAGGCTTAGCTTTCATTATCA 

CNGTCTCCCAGGGTGTGCTTGTCAAAAAGATATTCCGCCAGNGCCANGATTCGGGCGCTC 

CCATCTTGCNGCMGGTTGNNNCACGGTGGTGNACCCCMTTTCTTTTGATGGCCTTTNA 

CCTTGCTCAATTCAGGGTAAATGGGTCNTCCAATGNAAAATCACAACAAAATGGGGGGGN 
CA 

Sequence 471 9 

CCCTTTCGAGCGGCC GCCC GGGCAGGTNCTNCATTTGC^TAATTTTTGCCATTCTCATAA 

TGTGGCAATTGTTCAATTTTGCATTTCTTCCATTTTATTTTTTTGCATCTCTGCTTTTCT 

TTTGGTTAGCTTTGCCAGTTCTGCCTATTATATTAATCTCCCAGAATCAGCTTTTAGTTT 

TGTTAMTCTCTGACATGTTTCGTTGATTCCTGCTTTCATCTTAAACATTTCTTCGTTGT 

TMTTTGTGTTTGCTATAAAATAAGCAACATCTTAMTGCTTGATTTGCTTTCGATGTTT 

ATTCTGTAATAAGATATTTAAAGATATMTTTTTTCCCTAMTGCTTTATTAGACTTTTC 

TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGAGCTGAGAACACGATGATGAGCACAACAC 

AGTTCTTCCCTTTGGAAACATAGATAAGTGGAGGGAATGTCATCACAAATGTAAAACTTC 

ACTATGAGATGAGTTCCCGTGATAGGATTTTCTTAGGGAAACCCTGAGAAAGAGTTGAGA 

CTAAAGGTATGTGTCATATTTTTTCACAAGGGCAAAACCTGGGGGGAATGACCGTATACA 

GAGGGCTTGG GCCT AGAAAAAAAGATACCCGTTAGTTCCACTTTACTTTTTGNAGACAGG 

TTTTGGCTTGGTTTT 

Sequence 4721 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATCTCACAAGTTAGTCCACTCATTG 

TAGTCTTGGCTATACTTTATCATCCAAAAATTCATCAACATTCTGGTGAATGGACGGCAT 

CTTTTGAGGGTTGATTGTATTCTATGTCATTTAAAGGGATTCAGGAAGAATGCTTTCATG 

GGATTCATATGCCATCCTGAATTAGMGTTTAAGTTTTATTCCTAAAGATTCTCCTCACT 

CTGACATTCTCTTAGCCMTMTTCTTTAAAATTTTTCAATCCTGGTCAGGCACGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGGTCAGGAGA 

TTCAGACCATCCTGGCTAACACGGTGAAACCCCGTCTTTACTAAAAATACAAAAAATTAA 

CCGGGCATGGGGGGGGGCGCCTGTANTCCCANCTACCTGGGAGGCTGANGCAGGAAATGG 

NGNGAATTCAGGAGGCAAACTTGCATGAACCNAAACGNCCCCTGNCCTCCACCTGGGCAC 

AGGGCANACTCCTNTCCAAAAAAAAAA 

Sequence 4722 

CCCTTAGCGTGGTCGCGGCCCGANGTACTC 1 1 I 1 1 1 1 1 1 1 AACACTGTCTTTGGTTTTGG 

TGTCAGGGTMTACAGGCTTCATAAAAGTGTTAAAAAAATGTTCCCTTTCTATTTTCTAG 

AAGGGACTATGTAGCATTGGTATTAATTCTTTAAATGTTAGGTAGAATTATCCAGTGAAG 

CCATCTGACCTGTAAATTTATTTTTTGGGGMGTTTAAAATTATGAATTGAATTTTCTTA 

ATAGTTAAAAGGCTATTCAAATTATGCATTCCTATTAAGTTGAGGNAATTCTACTTTCAA 

GGATTGGTCCCTTCATCTAAGTTGTCCAAGGATGTGTTAANAGCTGTCCATAATGGCCCC 

TTATTNTCTTTTNGATATCTGCAGGATCTGNANNGATGTTCTGGGTTCCCCTTCTGACGT 

GGGGGATTTTGGCTTTNGG 

Sequence 4723 
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CCCTTGAGCGGCCGCCCGGGCAGGTACCTTTTTCAGTAATCAATAGACCAGTTAGAACAC 

CTCAGCCAAAMTAGCAGMTATAMTTATTTTTGAGCTCTCACAGAACTTTGCTGAGAT 

ACATTATAACCTGGGCCATAAAACAAACCTCAACCAATTAATACAGTTGAAACCAGAGTG 

TGCTCTCTGACCACAGTAGAATCAAACTATTAATTAGTAATATAATAATGAAAATCTCCA 

CACTCTTAAMATAMCAACATGCTTTTAAATTATCCATGATTAGGGAAGAAGTCTCAAG 

AGGGAAAGAAACATAGAACTGAGTGTAAAGGAAAATNCGACATCAAAATATGTGGAATGN 

GGCTAAAGCAGTCCTNAGACGGAAATCTGTTGCACTAAAAACTGAAAGAAAGGATGGNTT 

CAAGTNATACCTAAAGGGCTAAACTCAAGAAACTAGATNGGGAAAAAAGGCNGAATAAAT 

G CN AAGTT AG AAG A AG G G AA 

Sequence 4724 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCNNTGAANTAGAAAMGGCCTTTATTTGTA 

TCATTTTATGTTAA ATACT GGNTAGNTACTGGTATNGATAANATCTGGGCANNANACAAC 

TMCCANATATGCATTTTNACANTATATTCANATTNCCCATAANACTTGGCAATGTGTAT 

TACCAGTGAAAATCTAAAGTTTCTACTTGGGAAGGAATACCCAATGATGGGTAATCCTTC 

ATTCTGAGAACACAGTCAGAATATCTTGGAGCTACCAACATTGTGCTTGGNTCTTAATGC 

CAAGTTNTCAAGGGNTGGGGATGNGCTAAAAACACTTTTAANNAATNNATCNGCGANCCA 

TTCTTACACGTTTGNTNTTCmATTCTTCNTTNGTTCTTTCCTTTNTTN 

CTCTTTAAMACCCCTCTTTGGMCTMGGGTAACAMTGATTCCTGGNCATMTTTTAC 

CTATTCTTGTCAATACCAGATTTTAAAAATT 

Sequence 4725 

CAGCNTGCTCGACGGCCGCCAGTGTGATGGATTATCTGCAGAATTCGCCCCTTAGCGTGG 

TCGCGGCCGAGGTCGAATTAAAGACCGCAATAAACTTTCTNCCAGAGGAACGCCGGAAGT 

TGTTTGAGCAAGAGGTGGCTCAACGGGAGGCTCAGAACAACAGCAACAGATGCAGACCTG 

GGAATGACATCACCACTGCCCTATGACTCTCTTGGTTATAATGCCCCGCATCATCCCTTT 

GCTGGTTACCCACCAGGTTATCCCATGCAGGCCTATGTGGATCCCAGCAACCCTAATGCT 

GGAAAGGTGCTCCTGCCCACACCCAGCATGGACCCAGTGTGTTCTCCTGCTCCTTATGAT 

CATGCTCAGCCCTTGGTGGGACATTCTACAGACCCCTTTCTGCCCCTCCACCAGT 

Sequence 4726 

CCCTTA GCGTGGTCGCGGCCGAGGTAC 1 1 I I I I I I I I I I M I 1 I 1 1 I I 1 1 I I I I INNANT 
IIIMI1MM 1I1 I M1 I 1 1 M I Ml l ll ll lMl l lMlH l l l l ll IIIIIM I I II 
TTTAAAAAA AAAAAAANA'I MINI I NNAAAAATTNTTAAANAAAANGNGGGNAAAAAAA 
AAA AAAA AN 1 1 I I I I II I I NGNAAAAAAAAAAAN I 1 1 I I 1 1 I NTNTNAAANAACCATTNN 
AMTTTTNCCTTAAAANANNTTTTTNTGANAANNNANNCNTTNTTTNTTTTAMNAAA^ 
AAAMNGGATNTNTTTNTTAAAMAAAAAAAAAATTTTTNTTANAAAAAANAN 
NAAAAANAANNGGGGGGNNANCC I I I I I 1 1 1 1 CTTTTTTNAGNAANNAGTGGGTANAAGG 
NAAAAAANGGNTCNTGGGGCATTGGGATTG I I I I I I I I I I I AGAAAAAAAAAAANNTANN 
CNNCCCCCCCNAAAAAAAMAAAMGGGCCCGGTNTTlsrTNGNTGAAANNTTTNANNGAAA 
AGGGGGGGGGCCCCCCCNTTN I MINIM I CCACCANAANAAACNTNNAAANAATNTTT 
TTNTAAAAMGGGGNGANGGGGCCCCNAAAAAAAAAAANMCNCNCCCACTTNTTTTNAA 
AAAAAAAMAAAAAAAAAAAAAACCNTNNNGNCNNNNNNNNCNNTNGGGGNGNNATTTTT 
TTT 

Sequence 4727 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGGATCCTGTGACTTTGNAACCANACTNNTT 

CCTTTCNMCACANAGGAGGANTNNTNGCTTCATCTGACTTTATTCAAAANTANTTATGT 

ATTGGCCTAMTTA TNNGN GCMANTTTGAAATGNTNTTNATTTAAATATTNGAAATANC 

GCAMGTCATGGAGTTTTTAAAAATTGTTATAATTAAGTAAAANTAAANCTGAATNGTGT 

CNAANTNNANAANGNGNANACAATCCCTGAGGATGTGTGTNGGAGCTCCTAATAGCTTGG 

GNNMGGCTATTAACCGTATTAGCTTTAAATGGGTGGTCCCTGCAACCTCTTGTTTCAAA 

GAATTTTCTCCAAMCTTGAMGNTCATCAGGGTTCCANCTGGGCCTGCATTTTCAANGN 

NGNCACTTTTAANCNGAAACNGTTGGG 

Sequence 4728 
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CCCTWcGAGCGG CCGCCCGGGCAGGTACTTNNTTNnTTTN i I I I I I I I 1 I I 1 I 1ATTTT 
l l l l ll I NTTTTTTNNTNNTTNTNNNTNNTACNTTNNANTNNTTTTGCTAATTTTTT 
TTACAACCAACAAAAGTGAATCAATANGTTTACAAATGGTCCATGGCACTACAATTAAAA 
TMAAMTATCAAMGGTCACAGGATCTTANGTAAAGTTTACTGACAATTTCATAAATAT 
TCAAMNAAAATTTCAAMTTTGNMACTTAAATTTGCCTCATmAA 
A 1 1 I M I AAAAATTTACMTGGTTAATTTTTCTCCCCTCTTGGGTATAGTAAACCAATAT 
T 

Sequence 4729 

CCCTNAGCGNGGTCGCGGCCGANGTACTTCCT^^^TTCTTTTCACTTNATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCANAAGAACAGNAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTCATANGCATCCCCTGAACAAAGTGGGNGTCTCTAAAGTTCTA 

TTAACANNACTCAATNNCTAANCACCTNGTAACCAGGAAAAATATTCCCNTNTGGGTCCT 

NNTTCCTTTACATTCCATGNAGTCGGAGAAANGNGAAGGGAATT 

Sequence 4730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTNTNNNCCTAACCCCTTGGNNAGCCTNNGN 

NNGANGATNNCTCGNNATCACNAGTNAGNNACCNGNCNNNNCANCANNCGGNGCCNNATG 

N NNAC NAANGNTCNTAAAAATNTCNCNGGGTGNGNGNGGGCNCACGGAGATNTACTAGGA 

CTTTTACCAGGCTCCAGANIGNATGNAGGCCATNTTACCANAGGGTCAGAGGATNCCANAT 

GGAGGATNTACAACTNTNANTTTCNCTCAGAATGTATGAGGAAACCCTGCCCCTCCTTGA 

GTGTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAATTCCAG 

CACACTGGC 

Sequence 4731 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCTTGMTGMGGACTGTGGCTGGATTGGCCTTT 

TAGTTTGCCCCCTACATTAGGCCCCAMTTTTCTTACCCTGAGGTGCTGATATCTGTATG 

GATGAGTTATTTGTCACTAAAGTTATGAGTTGTGCCTAAAAGTTAAAACTGTTGACTGTA 

TTATGTMTGATCAGTATTTCAGTTGGGMGATATTTTAGAGTCTAGATMTTATGTTTG 

TATATTGAAAAAATGGTGGCCAGTTTTTAAGTTCCTTAATAGAAGAGAATTATGTCTCAG 

CAC ATATA ACAGTMTGCTAATTTATTGAMCTACTGCTGTTAGAGCACTTCTTATTCAT 

TGTCTTTTAGTGAMTTATGGCGTAACACTTTGTCAGAGAGGAGGCTATATAATTTGGAG 

CG 

Sequence 4732 

GGCCGNCCGGGCAGGTACCTCATTGGCTAAAGCTAGTTACGTGGACAAGCAAAATTCAGT 

GTAGAMGAGATTTTTACAAGGGTGNGAATACCAGGATGCATGGCTTATTGTAGGCCACC 

AAAGAAACAGCATACCNCAGCTATTNAATATGTATTTCACCAGTATNCCACANNTATNTA 

ATGNGTATTNNANCAGNATACCACATCTATTNAATGTGTNTTTNANCAGANTACCACNNN 

TATNNANNGNGNATNTCANCACNATACNACANNTATGGNNTGNGNATTTNNANAGNATAC 

CACNNCNNTTNNATGAGTNTNNCATNNCTNTNCCGCNGGTNTTTAANGNGGGNTAAANCN 

ATCTNCCNNACCTATTTAATGTGTNTNTCAGNACTNTGCCCCAACTATTTAATGTGTATT 

GTCATAGCTATGCCCAGCTATTTMTGTGTATTTCAGCAGTATGCCACAGCTATTTAATG 

TGTATTTCMCANTNTGCCACAGCTATTTMTATGTATTTCAAAAATGCAGGCAGCCTTG 

CTTTGCATGGNAATGNGGAGCCNTAAAAATGACCATTGCTGCTGAAACTCTGCCAAAGCA 

ATGGTMTCATCAGTGMGGGMATTTATTATTCTGGGACCTTTNCATTTTTTGNGAA 

Sequence 4733 

CCCTTAGCG TGGTCGCGGCCGAGGTAC I I I I I M II I I I II I I I I N II 1 1 C I I I I I 1 1 1 

M I I M ) I | | I l M I I INI I I I I INTGI I I I I I I I I CACTTTN I I I I 1 1 I I I I I I I ICNT 

I I I I 1 1 I I I I I I I ATTTTTCTTTCANCCCNNCNCNCCCGNGNTNTNTTTTNAAANANCNT 

NCNACATNTTTGGTTTTTTTNGATATTTTTATTTTAGGNGGGGGNTATTNATAM 

AGTNTNTTTTAAAANNGGGCCCTNTTTTTTTNTCCCNCNCGGT^CTANTNGTTTCMT^ 

TTN AAAAAAG N GTTTTTTTTTTT AAN AC ACTG G GGG CTTTT AC ACCN CCC AAAAA A AA 

Sequence 4734 
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CGCGTCCGGCCTGANNNCGTNGGCGCAGCGGGCCTAGCCTAGTCAACATGCCGGTCGCCA 

GAAGCTGGGTTTGTCGCAAAACCTATGTGACCCCACGGAGACCCTTCGAGAAATCGCGTC 

TCGACCAGGAGCTAAAGTTGATTGGAGAGTATGGGCTCCGGAACAAACGTGAGGTGTGGA 

GGGTCAAATTTACCCTGGCGAAGATTCGTAAGGCTGCCCGGGAGCTGTTGACGCTGGACG 

AGAAGGATCCTCGGCGTCTGTTTGAAGGCAACGCTCTGCTGAGACGACTTGTTCGAATTG 

GGGTGCTGGATGAGGGCAAGATGAAGCTGGATTACATTCTGGGCCTGAAGATTGAGGATT 

TCTTGGAGAGAAGGCTGCAGACCCAGGTCTTTAAGCTGGGCCTGGCCAAATCTATTCACC 

ATG CCCGT GTGCTCATCCGCCAACGTCACATCAGGGTCCGCAAGCAGGTGGTGAACATTC 

CATCTTTTCATTGTTCGCCTGGACTCTCAGAAGCACATTGACTTCTTCCTTNCGNTCTNC 

TTATGGTGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCACACCTTCCCTGAACCTG 

AAAACATAAAATGAATGCCAATTGGTGGTGGTAA 

Sequence 4735 

CGGGCAGGTACCTCACAAGTTCAMTTATTGTTnTTGGGGAAATGTAAAGGAATATAGT 

AATATTGAAGACTGTTTCCAGCMCTTGACTTTGTGAMMTGATTTCTTCTTTGAACAG 

ATTTATAAAACCTTAAACATCCATGTGACGTTGGTTGGCATTGAAATATGGACACATGAA 

GATAAMTAGMCTATATTCAAATATAGAAACTACCTTATTGCGTTTTTCATTTTGGCAA 

GAAAAGATCCTTAAMCACGGAAGGATTTTGATCATGTTGTATTACTCAGGTTGGTGATT 

GCTCTATTTTCTTGCATACCTTTG 

Sequence 4736 

CCCTTAGCGTGGTCGCGGCCGANGTACANCCANTTCCCTAATAGATACCCCCATTCGTCA 

AAAATGGGCACATTTTAAAAATNGCTTTTCCCTTTT C ) MINIM 1 AAAAAATAANAAG 

TMTTGNGMTNrrAThn*AAAACCATTTGTAMTATGTNGTTTNTTACTATTNAATAGTAT 

GMAGTAMCANAAAAMGAATTTTTAGACTTACATCATNNGCTCCATCTACTTTTGGTA 

AATTTACATCCTCATCACCACCCATGTNGTTNATCATCTATTNGAAGNGNAAAAATTANT 

TTNAAAAATGANGCTAAGTTAGGCCCTAATTATTAATGCTGTNNGCTTCAAAANAAACCT 

TMGTCTGCCACAGATTTAAAAAMTGCAAAATGCAAATATAAACATTTTTCCNTTNNGG 

AAAAGGAAAATTATAGGTAATTATACAAAATCCTAAAAACCCATATGGAAATTAAAACTA 

AATTTTCCCT 

Sequence 4737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTCTCCTCAGMGAACTTTTCAGTTATT 

TATATTTACTMGAATGGCTCTACTTTCCACCCCCMCTCCATTTTAATCCATTCTGAAT 

TTMACCATTGTTAMCTTTATTTTTAAATTATGMTGGTAMGGAGCATTTCAAAATCA 

TCTC AATA MCGATCTTTAAAAACATGAGCTTMCTTCMTTGCTTGACATGCCCTTTGG 

CTCCTTTTCTTTGGGTCMGATCCCGAAGATCTTGTTTCACACCAACACTCTCCATTCAT 

ACCTGCAAGTGAAAAGTGCCTCAACTTGACACCTTATACAGGTACCTCGGCCGCGACCAC 

GCTAAGGGCGAATTCCAAGCACACTGGCCG 

Sequence 4738 

ATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAATAAAA 

GMTNNGAGAAGAGTGGTCAAAMTAGTCTATCTATCTTGAMCCTTTAAGCGCTTTNNT 

NTNCAGGATATGGCACAAATTTAATAATTATAACATTNAAAAAATAAACAACAACGCTGA 

CATCACTACATATTAAAAGCTGTGGTGTGTGGGAAAAGNGGCATCCNATGCNAAATTTCA 

GGCATGAMGTATTTATCAGAAACTTATAAAAACTGAAAGTAAGTGACCTAAGTCTTCAG 

CTTAA AGATANAAATGATTAAAACNGANCATCAAAAGTNTATNTGAACAATTTAAGCNAA 

TrFTTATACTNCAAAAATGATCAGATATAlVlACNAGCTTGATTAAGATAAGATGGATGACC 

CTNGTTAMTTANCATTAAMMTGAANTATNMCNACCCAGTTAGACCTTTTAANAAAT 

G CNCAM ACCTATTGTGCAAAGGTTTATACCACTNTGTTTNTGGATGAGATATTNCATGG 

G i I I I I IGTGGNAATTCNNGATMTTTAAACCCGATTNCNAAGNNANTTAAAAANTNTTC 

CNACTTATTTCCCNGGGANNTNGATCCCCCTAAAAAGAAAGTTC 

Sequence 4739 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC 1 I M M M M M M M I M M 1 IN N1 i M M 
MMMMMMMMMM MMMMMMMMMMMMMNMMMMMM 
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I I I H I M I 1 1 I I I I 1 1 I I I 1 1 1 | | j 1 GGGGGGGGGGGNANAAAAAAAAAAAANAANNAN 
TNATN m inimum AAAAAAAAAAAAAAN AANNATNNAAGAANAAAACAAAAANATT 

I I l l ll NNAMAAMTMGAAAAANAGANATTTTTTTNCCNCNCCCCCNAAAANGGANNN 

NNANNTN NTTCCC CCNATAAAAAAAANGAAAANNNNATNTAANNNATNAAAAAAAAAAAA 

MAAAAAhfTITTTCGANAA AAANACN ANGNGATAGGGAGGGAAAAAAANAAAAAAAAAAA 

AAAAAAAA^NCNCCCTTNTTTTTTTNTGNTNTTCTGTCNCNCCCCCCCrc 

GGANGNAGAAAAAAAAAAAAAAAAAAANNNNTNNNATNNNTNATNGGNANANNAAAGGGG 

NNNNGGNATNCNCCCCCCCCNGGNAGGATNGGNGNMNTMTTNTATTAAATTTTTTGAN 

NGNAANNAAAAAAAANAAGTAANANN I 1 I 1 I I U I I M I I I NTTAT AAAAAAA AAAA AAA 

AAAA 

Sequence 4740 

CCCTCGAGCGGCCGNCCGGGCAGGTACCCAGACATGCTCAAAATGTGCTTTCCCTTATCT 

TTCAAAACCCACCACCAGGAAACCAAAACGGACCCCACTCTGAGAGTTCCATGATGAAGG 

TGT TTMNMTCACATTM CCCCMGTTAMGGCAGTAGATGAAATTTATCCATTTCTTT 

TTTCI I I 1 1 1 1 I I I I I I I I AAGTGAGACTACATTTGGGCAAATGGGGAAAATNACTACCC 

NTCATTTTGGATTACAAAAAAATGGTTTTMTTMTCCTTCCTCTTGGAAATTATTGTTC 

CNGGCCCNAGCGTGGATNCCTTTATGCCTGNCATTNCCANNCNCTTTTNGGGANGGNNAA 

NGGCAGAAMGMTCTGTTTGMCCCCCAAGGMNTTTTAANACCTANGCCTTGGGNCAA 

NCNTAGTANAGAACCCCCCANTTNTTTTGN I I I 1 1 i I I I AAAAAAA 

Sequence 4741 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAGAAACAGAATTGGCAAATGTTCAGTTGA 
CMTTATGAAAGCTGGATAAACAMTACCTGCAGGGTTTATTTTTACTACTTTTCTACTA 
TTGMTATATCTG ATATTTATATAATAAAAAGTTTAAGTTACCAAAATCTCTTCACTGTC 
Til 1 1 I I 1 1 1 1 I I IGAGATTTCTCCTACTCACCTCAAACCCTCTAAGACTGCCAAAAGCT 
ACGCCACMTCAMTTCTGCAGGTTCTTTCAMTATCATTTCACTTAGCTCTTCTACAAT 
AAAGCCTCACTACTCAA AGTATG GTCCTTAGAATAGCGTCATCATAATTGTTTGGAATGC 
TATTAG AAAAATAAAATG I I I I I CTTCTG ATAATTG AAAATGTTCCTCTTCAAAGCATTT 
TACCAAAGAAGACAGTCAAATAACCAATAAACATATAGAAAAGTGTTCAAGTTAATTCTT 

GGCAGGGAAATGCAAATTATAACCCCCAAAGAGGGTCTTCTGCCATNCNCCCAGAATGGG 
TTAAAATGA 

Sequence 4742 

ACTTTTTTTT I I II 1 1 I I I I M I I NGG GGGGGGI I I I I I M I 1 1 I I I I I I I I ) I I I M I I 
I I J I I II I I I I M I I M | I | I | | J | | | | l J | | | | | | | 1 1 AAAAAAAAAAAAAAAAANNNT 
I Ml NAAAAAAAAA AAAAAAANGGNNNNNNN I 1 1 I I I I I II NGANAAAAAA 

AAAAAAAAAN I I I I II I I I I I I I NCCAANCNCCCNAAAA N I I I M I II I I I AAAAAAAGG 

GGGGGGGGGGGGNNAAAAAAAAAAAANNNGGGGGGGGGGNNNCCCCCGGGNANNNNANNA 

AAAAMAAGNNTGTNTNMGGAMGNNNNTTTTTTT 

Sequence 4743 

TGCTC GACGGCCGCCAGTGTGA TGGTATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCA 
GGTAC I M 1 1 I I I I I I I I I ITTTTGGGI I IN I I I I II M I I I I I I I I I I I I I I I I I I I I 
i m m i m i i 1 1 I I II II NGNAAAAAAAAAAAAA I I I I I I 1 1 I I I I NNGGGGGGGGGGGG 
GNNMAANTNNAMAANNNNNAANNTTTTTTTNGGGGGGGGNCCCCNNTrTTNAAAAANG^ 
NNNNTTT NNAAAAANN CNGGGGGGGGGGGGGNNCNNNNN I I I I I II I I I I NAAAAAAAAA 
NNGGGNN I 1 1 I I I I » I I I I I NAANNNGGGN N I I I 1 1 1 I I I I I I NCCNGGGN I I I I I I I M 
I II I I I I I 1 1 
Sequence 4744 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAAGGATCAATACCCTATGTGAGTTGCAATA 

TACACAGAAAGCATAGCAAGGAAAAATTTCCTGGAGTAATTGGTGTCAGTGTCCAGAGCA 

GGATTCGTTCAGCCTCCTGAGTTGTCCTCTTCAGCATCCCCCAGGTCCGGGGCTTGTGTC 

ATCTGTGGAAGCTGCTTTGTTCAGGGCTGCGGGTACCTGCCCGGGCGGCCGCTCGAAAGG 

GCGAATTCCAAN 
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Sequence 4745 

CCCTTANCGTGGTCGCGGCCGAAGTAC I I I I 1 1 I I I I I I I I I I I I I I I IGNNGGGGGGNN 
N NANNA AAAAAAAAAAA I 11 I I I I I I I I I II I CCNANCANGG 1 I I I I I I I 1NNCCCCCCA 
NTTTTTNNCCNNNGTTCCNGGGhfTACCNCAGNCAAATCCNNNC 

AACCNCTTNTGNANNCCNTTTGGNCCCCCCCAAANAAANMAAAAAAAANNAANNTGGNC 

NCCT TTAM AGGNTTTNGCCNNNNTTTTTTTAAAAAGGGNCCNCCCCCCGGGGGNNAAAN 

TTAANTTTTCCCNTTNGAAAAACCNAAAA I I 1 1 1 1 1 1 1 1 CCCCNGGGGGNCNNTTNAAAA 

AAAANATTGGTTCCCCNAAAAAATN I I I I I I I I I AAAAA AAN C C AA AACCTTTTT AATTG 

TNNMCAGGNNTTTCGCCNAAAACCTGGNAAAGGGCCCCTTNCANTTTAGGCCCGGAACC 

CNCCNGGGAMTTCCNCCCNCCCAATNTTCCNCNTGGGNANANNMTTTTTTTNNCCCCC 

CAAAAAAAAAAAAAAAAANGGGGTTTAANNAAAAAANAGGTTNTNNAAAAANAAAATANC 

TTTTGTTTGGGGCCCCAAMNGGGCNNNGGGGNGNCCCCCNTTTTTCTTAAAAAAAAAAA 

AAGGNTTGGGGNTNTTNGCCCCCCCC 

Sequence 4746 

CCTTAGCGTGGTCG CGGCCGAGGTC I I I I 1 1 I I I 1 I I II 1 1 I I 1 I I I I GGGG 1 I I M 1 1 I 

M 1 1 1 1 I I I I 1 1 I I I NGGGGGGNNNNNNNNTNAAAAAAAAAAAAAANCCCCNTNTTTTTN 

NC CNGGG GGGNAAAAAAAAAAAAANCCCCNAAAANNCCCCCCCNNCCCCCCNTTTGGGGN 

MNTTTTNGGGGGGGGGGGGGGGGCCAAMMANCCNAANNNGGGNNAAAANGGNTTTTT 

TNGGGGGNAAAAANNCCCCCCCCCCC 

Sequence 4747 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCACATCCTTAAAGTTATCTTTTTTTATATA 

AGTAAAGAACACACAAATAMTTCACTTGAATTTGATMTTTGGAACATTGGCAATGAAT 

ACAGTGCCTGTTGAGGCCTGAAAGAGAGGGGAAATCAAGAACAGTGTGGGAGAAGAAAGG 

CAATCCTTCGTTGAAMGCTTTTCTCTTAACAATCCTTAGTGCCTGAAAAATAAGCCATT 

TTGATAACAAGAGTATAAAAAGCCATATGATCTGCAAAGTAAATCGTATCTGGNTTAAAT 

TTCATCC CMGT CTCAGGTTATGGCTGAGGAGCTATACTMGTATCTTTGTAACACATTT 

CTTTGAATTTTTATAACTMGACMGMMTTTTTTTAT^ 

ATCTTCATTTACAAGTATAGTAATTACTTGCACTCAGGACTATATAGACATGGGGCTCTG 

AAAACCAAACAGAAGGAAACGCCCAACCATAACCCCAAGGCAAAATTAAAAGTACNCNGA 

GMGCCGCGGGTGATAGTTTATGMTTTCMTATTAAMMGMGCCTTACCCTTTCAGA 

ATGTCCCCCTTAAAGNCCCGAAAAA 

Sequence 4748 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTAGCTTACATCATTTTGGATAAAAAAAAA 

TTCAGTTTTCCCAGCTTTTAGAAGGTAAGTCTGAGTGAGGCCTTTAGGGACTCCCTAGTC 

TCCAGTTTGTTTAAAACACCGATGAATGAATTTTTAAAAACAGACAAGTGAGAGATGAAT 

GGAMACTTTTATGAATAMGACACAAGAMTTAGCCTTTCAAAGTAAAGTTATTCATAA 

TGTATAAACCCATTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4749 

CCCTTACCGTGGTCGCGGCCGAGGTACAGCTTGGTCAAAT7TCCATGATATGAAGTATTT 

GAGTTTTMAATATACTGTTATTAMAGGAAAMGACATGGCCATTATTCCATGTGCTTA 

MTGATMTTTCCTTATTCAGTTTCAGAAGAAAAAGAATGAAATNGGGTAACTGTCATTG 

CGTTAGCTTTATGTTGMTTGGGAMTTGTGGCATAAAGCTTAMTTCGTGTTTATCAAA 

TGTGGACCATAGTAGTATAATGCTGCTTTGTATATAATGTAAGTGCTACAAATAGTCTCA 

GCACTGAAMTGTATTGATACCTCTTAMTGMTGCMCTTTTGATGTAGGTGTTTTGCT 

ATGCCTCANAMCTATCTGTCTGAGMTTTGTTAATCTGTTTGATAATGAAGATCTTCCT 

GTTTTCTTG NTTC ATATTTTCATGTTC AAA 

Sequence 4750 

CCCTTTCGAGCGGCCGCCC GGGCAGGTAC I I I I I I U 1 1 M I I I I I I I i I I 1 I I I I M I 1 

m i m m i u 1 1 n i n 1 1 1 1 1 < 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n n n 1 1 1 1 inttnnncaaaaa 

AAAAA AN N AN I I I I I I I I I I M I I I 1 1 NNANANCNATTTNATTTTTAAAAANCCTTTTTN 
NMAANNNTTTTANTTTNTTT AAAAA AAAAAMAAGGGAAMTTTTTTNGTTANAAAM 
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CCNCCCCCCNNAAAAAATTTTTNAAAAAAAAA 
Sequence 4751 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACTCCAAGTCCAAAGCAAATACCCATGGC 

ATGMCAMTAGGATGCCTAAGATTCTAACATTTGCTTCGGCATGGCTTTCCTCCTCACT 

TCCCTACCTCACAACAAGAAAAAATTTCCTAGATGGGACAATGGCAAGATATTGTGCTAA 

T ACATTTC ATAGGATTTCTAGATGCTGGGCTATAACATCCAGGTTACAATTTGGTGACGG 

A I I I I n l ATTTCTATTGCAAATGGACTACACTCCAAACACAAAAAGATTCTTGCCATAG 

CATCCAAACATCCCTATGTAGACCCACACTTCCTCTCAATACAGAAAGAGAATCACTCAG 

AAAGGACAAAGCTGGCAGACCAAGAAAGGAGGCAAGGGTAAACTCTGTCACTGACCAATT 

ATCTAAAACAAAAATAGCAGCCTCTGTTATCAAAGTTGTCAGTTAAAACTGTCAGCTGTC 

AGGCCAGTGACAC ACAC CTGTAATCCCAACACTTTGGGAGCCCAAGGTGGGGTGGATCGC 

TTGAGCCCAGGAGTTTTGAGACAAGACTGGGCAACACAGANAAACCCCATCTTTACAAAA 

AATCAAACTTAACCAGGTTGTGGTGGTGTGTGCCTGTAATCCCAGCTGCTTAGGAGGATA 

AGGNGAGANGAACACTTGAACCCCAGAANGGAGGGGTTGAAATGAANCATGATCATGCCC 

CTGNACTTCGGGCCGGGGNGACAAANGGGAGACTCTGGNCCAAAAAAAAAA 

Sequence 4752 

CGTGGTCGCGGCCGAGGTACTGGAACCCAGGACCAGGAAAAAACTAAAGGGTGGCTGAGG 

ACACATCACCCCATAGATTTTTCCAAACCAAAACCTTGACCCAAAAACATTCTGATAAAT 

CTCTGTGCCTANAGAAGGTA AAAG GAAAAGAGACACAGAGATTTTCTACAATACAGTGTC 

AGAGGATTAGTCTTTGTTTCCTTTTCGTGGGAMTATTTACAAGCGGATAACACATCTTC 

TTAAMGCGCCATTTAATGCTTTGTCAAAAACAATTAATTAAAATATGGTATAAACAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 4753 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGAGAGCTGGGGAGGCCAGTGTGCCTGCAG 

TGAAGGAAGGAAGGGGAGGGTGATTGAAATGATGTCAGAGGGGCAGACGGTTGACCTGTC 

CAGGGCTTGTGGCGAGGGGAATCAAATCATTTATTCTCCACACCAGCATACTTCAGAANG 

TGNACAGGGGANCCATTGNTCATTGTAAGTATTGTACCTGCCCGGGCGGCCGCTNNAAAG 

GGCGAATTCCAGC 

Sequence 4754 

ATTCGCCCTTAGCGTGGTCGCGGCCGACGTACTGGACNCTTCTTTNCCCACCCCTTTCCT 

GATTGTTTTATGTGATTGATTTTAAATTCTCACACTGCCNCTTCTTTAAAAAATNAAANC 

CTTT!TrTNGCTTAACANAAAAAAAAANNGANTAAACTTNAGAAATAAACGMNGTTTGNG 

NANGCTATACTMCCCGNGGGTTGGNCMTTTCGTGCCNGCTACCNTGTTACACNATTTN 

CCCMNAAAATATAANCCCNGCNTAAAAAMTGTTTTANATTACCCCNTCCCNAATNAAA 

TTNAAACTTCACCTGGANTTGNANAAANCTCCGGTTGACACAANTTANACTACNAAAAGA 

NGGCTTTNACATTATGTGAACACNCANTNNCTAGNNACCCNNACTGGNATTAGATNCCCN 

NCTTATGCTTAACC 

Sequence 4755 

CCCTTTCGAGCGGCCGCCCGGGCA GGGACTTTN I I 1 1 I I I I I I I I I I I I I I I I I I I NCTT 

M i i i i i i i i I I I I I I I II II I I I II I I I I NAAAATNTATTTCCTTTNTTTANATGGNGT 

MNATTTNNAANAANAMNNTTTTTAATNNTGAAAAATGGNNTTAAAANAAAAATATTGT 

CNTGATTGAGNCAATGGGAAAANANMAAMTGCTGTATTTMNAATTTTTCCGAAAAAA 

MNGTNTA NTTTGTTNAM NGCAACAAANCCTGTTTAMTTCACTTTATAAACCATACAC 

CCCTTNTTG I I I I I I I I I TAAACANATTNTGGAAGGCCNNTGTNAAAAACGGATTACNAG 

GTCCCNCCATTAAAAATCCCCCGGGTNCCTTGGCCGAGACCCCNTAAGNGGNAAATTCCA 

NCACACTGGGGGNCGNTACTAANTGGATCCCAAACCNTGGGACCAAACTTGGNGTNAATN 

ANGGNAAMCCTGGTTCCTTGGGGNNAAANTGGTATTCNGNTCNAATTTCNCANAANNTT 

TGAGCCCGAAGCNTNAAANTGNAAAGCCCGGGGG 

Sequence 4756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTCI I I I I I I I I I I I I I I GAGACGGAGTT 
TCGCTCTTGTCACCCCAGCTGGAGTGCAGTAGCACGATCTTGGCTAACTGCAACCTCCAG 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTMTTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAMGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAAATTAATTTCTCATTTTTTGGTCAGGTAGAATTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTMCATTCCMGCTTCCTTTNCTTTTTTGGNCTTTATG 

MT ATATT T ATATG GGCNGMTTTAGATTMCAMATTGATTGGCCCATTCTTTACTTTC 

CCATTTTGN TTTT CTANAACCCACAAMGTTAAAACTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGMGGTTCNGNCCCAAAAACAAACACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGAAATTTATTTMCCGGTTTTTGGTGGGNGGG 

GGGTTTTTTGGG 

Sequence 4757 

ACCCTTTTMCMAGGAMGTGGG1TTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTTCTCTMGTGAMTTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTGTTTTCCCTATGCCAGAGGGATATGMTTTCCTTCTTAAATAAACCCTTAAATAA 

ATAAATTTAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTnTCAACACTCCTCC 

CCCTACTCCACCGGACCTCAACCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCAMCGGGCTGCAGAGATGGAGCTTCAGGCAAAACTTACAGCTTAACCCATTTTCAA 

GCAAAACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTTTTATTAATATTTGCAC 

GAGATGTCTT CAAT G GGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAMNGGGTTTTCTTTTTTAMTGTTTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCAATATCATGTGA > I I I I I I 1 CCTCCCCTTTCCC I Mi l l I GGTT A1 M I 1 1 1 1 

AGACTGNGCCAATAACTTTANANGMCCCTTTNGCATTTTTTNTCATTTCCCATGTGGGN 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGAACAGCTGGGGAATTAATTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

AMTGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTAATTTTTGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACTTCTAGTAACATCATATAGTTAGTAAAGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGTTTGATTTTTTCTATTATAGAMTCCTTTCCCCTTTCTTAATGTCTCTTTGGTA 

TTCTTGAAAAAAACAAAAGAGAGCCAACAAATAAAAGTAATTCCTCAGAATTTATGCTAA 

TTTTGTAGCMTATAACTTGCGCATTTGATTGCTGCTTGATT^ 

CCTACATTGCTTTTTAAGGGCAAGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 
GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 
AGGGCGTGTGATAACAAANACACTTTTCCTATA 
Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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CTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 

TTTMTMTACTGATATAAGGCAGCTTTTMTCTATTCACAGGAAAAGGAAAAATTTATA 

TTATCTCCTAAATATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 

GAAAAAMCTMCTTTAAATAAGTTMTTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCAAAAGANAAATTTTAAAGCTGGGCAGTCCGGGG 

GAGACAT CACAC GTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAAAAGGAGAATTGCTTGAACCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCANGGTC 

ATNGCCTGNTTTCCCTTGTTGNNAANATTTGTTANTCCGGTTMCAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

MGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAMGAGATTTATACCAGTMCTTTCATACATTTCTGTTTCCTTATTCTCT 

CACTTAAATTCMCAACATCATTCCTCTTAACATTTTTGCCMTGGTGAAMGTATTTCG 

TATACAAATTTACATATTCTTACTCATGTGGTTMGTTTCTTACATGTATTTGTTGAACT 

TCCTGTGMTTGCTTATTCATATC 

TCTTTAATG AATTTT AAG AATG CTTTATGT ATTGGTG CT ATTAATCTTCAATTTT ACGT A 

TATTTGCATAAGTAATTGCCTACTTTTMCTCTTCGTGGCATACAGACATTTTTACATTT 

TATTTACTTAMTTTATCAATCTTTTTCTTTAAMGTTCTCTGGATTTTG 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

C CCTTA GCGTGGTCGCGGCCGAGGTAC 1 I 1 1 1 I I I GTTTTTATTTTATTTTATTTTTGTT 

TGTTTTCTCCGTGTGTGTGTTTTCCTM 

TTTTTTTMTTAMGAGCAMGCTTTTTATTACTTTG 

AMCTGMGAACTTTGGGGGGMTTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 
Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I 1 11 1 II I AAAGCAAACCATTGTATG 
TGTAAGTGTTTMGTNACCTTTTTGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
MTGMAGCCATGTCAMTTMTCACTTGGATTGACTGCTTCATCTTTTTA I I I I I AAT 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACATTACTTTGI I I I I I CAGGTGAAGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTG CAAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I I I I IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCNTCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

CNTNTNCTCMGACTNNGGGGNMAMATTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCCTTGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 

AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTGANAGAGGGTCCAGTMATCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

1TCCAGTAMGTTTAGAGMGAGGAAMGCTACTTGGCTTGCTCCTTTGAAGGTTTTGTT 

TCCCTCTTMCACAGAAATTAAAAGGTAGAGGAGAGATGCTGAATGATGCTT7TTTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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ATGATGAAAGAAAATCAGATGTTTGTTTCAATCAAAGTGAANCAAAATGAGAATAACTAT 

TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGA GCGGCCGC CCGGGCAGGTACTGGAATTACAGGCATGAGTCACCCCTCCCNG 
GCCCCCCCCI I I 1 I I I 1 1 AATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGMTACCTCTTCTAAAGACTCAGCAMAGGGTCATTTGTGCCTCTTTAACTGTTC 
TTACCAAACTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA I I I I I I I I I 
Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 

GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 

CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 

AATCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 

CGATT CCAGGT TTTAMTAGTTTGTAMTTTTCMGTTTCTACACACTTTATCATCCACT 

TGTGATTTTT TAATT AMGCGTTTTAATTCCTTTCTCTGTTCAGCTGTTGATGCT 

C CATATTTA GTTTTATAGGCTTCTCCCTGG I I I I I I I I 1 1 I CGG I 1 1 1 1 I II GGCTCANG 

AAl M n l iGGTTTGGCATGGAAAATGTAAAAMGGGGAAATTTAANTANCATTTCAAGT 

TTAATThfrGNAAATNGNNAGGGAAATTTTTTCMAAAAAAATTTAAAAANNATNGGGCCC 

CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 
TATGAGCCATTTCATTTAGACATTTAATTATGTCCTATTTCTCTGGCTAAATACATTGAA 
AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 
TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I II I II I I I I I I I M I I 1 1 1 I I I I I I 1 1 1 1 1 

I M I I I I I I I I I I I I I I | | | | | | | | | NTCCAAAAAANTTTTTNNNGGGGGNAAAAAANNT 

NNNAAAMANTTTNNGGGNNNNTTTTNNNANNAAAAAAAANGNGGGNAAAAAAAAAAAAN 

NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 

N TNTT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 

CTTTTNCCCCCNNTGNTAAAAAANCCCCCCCCCNGN I I I I I I I I I I 1 1 1 I 1 1 I AAAAANA 

ATTTMNCCCCCCCNGGGGGGGGNTrTTTNAAMMNTTTCCAAAANAANTNGGGNN^ 

AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I I I I I 1 I 1 1 1 NN 

GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 

Sequence 4772 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGACAGAGGTTCCAGTAAACGAAAACTTGAT 

TGTTTCCTTGTATATTTTCAGCGTTATGTTTGGTGGAAGMMGTTTGGAGGTTTGGACA 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 

AGA CCAMGA TCAAACTCTGTMTTCTCTGGAAGMTCCATCAGGCAGGTACMTTTTTT 

TTTCTTriTTTAGTMTAGAGTTCTACTMTGGGMTAATG 

GGGAGGTAACATTTTGCTCAATTTGG 

Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I M I I J I I J I M I I I 1 1 I I I GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGCTCACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTAATTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTCTTGAACTCCTCACCTCAGGTGATCCGCCCGTCtTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

MMCCCMAAAAAMCTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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CTTTTGACAGCNTTTTNAAAAAATAA 
Sequence 4774 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGAAGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTMTGAGCTTGTGTGTTTTTGTCATTCTTTTTTCTTTTTT^ 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCAACTGCCAGTCCTGTCTCTTCMTTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGAAACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCA CAGCA GTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTMTMTTGATGTATAAAGAACACCACTTCCTTACAGAACTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CCC TTTCGAGCGGCCGCCCGG GCAGGTAC I I 1 M I I I M 1 1 I I M I I I 1 1 1 I I I M 11 I N 

NNNi n i i I I I I I 1 | | 1 | | | | 11 1 11 1 1 I 1 I I I I 1 II I I 1 I 1 I I I 1 i II I I I I I II I I I | 

m i M I I I I I I I I II 1 1 I I 1 1 1 I I N 1 1 I II II I I I I I I I I I NNTTTTNANNANNGNNNNG 

GNNNTTNNNAATTAANACCAAAAANAAANGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCCNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACA AMTN NCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

MAGNNTTTTGGGNAGTTTATAAAMNTNNNTANCT^ 

AAGCNAACCCCTTNAANCMTNNMTNGNTNGN^ 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 

CANGGNTNNAATTNAACCCCCNTTTTNNAMCAAGANCAMNCAMTThrTNCCCTTTNAA 

ANGNAAGGGCTTTNAAAMTTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 

GGAAAAGG 

Sequence 4777 

NGGGCGAGGAGGGCGGCCGAGNMNNMMTNTNTTTTNTTTTT 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGAATAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCAACATATAMGGNTGANTTTTTTCATGAACGGGGMGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGAAGGGGCGTNTTAAGGAMGCCCTNTGCTCCAATATTTTTTCTTAAA 

Sequence 4780 

ACI I I I I M I I I II 1 1 I I M I II I I 1 1 NANTTTAAAAAANGGGNAAAANGGG I II I 1 I I I 
TNNNNNTTAAAAANTTTTNNCCCNGNAMNTTTAANCCCNNCCCCCCAANAAAMNTTTT 
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TTNGG NM^r^TTNC^ITTTNAAAAMNNAN AMMCNTTrTTTTNCNGG NCCCCCNNAAAA 
MANGNNTTNGNTTTTA AAACC CNNATTTTAAAAAAANTTTCCNANNAAAAAAAANCCCC 
TTTNAAAMNTTGNGNNTTTTTCCCTNhnTTTAAMTTNGNMGGCCCNTTTTTAAAAA 
Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTATMTTTATATTTTTTCCTATAGAGGCTTTT 

CTATTTATGTGTATTCCACTTCCCCATATCACTAAACTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

mCTTTGMCATAGTTTCCACAGAATTCTTCCCTGTAGGGGAAGGCCTGGGCACTTCTr 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTAACATAGCGAGACCTCGTNTCTACATTAAAAATTTTAA 
AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCCCGGGCAGGT AC I I I I 1 1 I I I I I I 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 I 

I I I I I I I I I I I I I I I I I I I | | 1 1 | | | | | | | | 1 1 | NN I I I 1 1 I H I I I NNNNANNN 

ANNTNNNTTTTN I 1 1 I I I I 1 1 1 1 I NTTNTTTAANAAN N I I I I 1 1 1 I NNTTTNTTGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
AT NTNCTT ACCTTGGATTCTTGGCTTAAAGTANAAG I 1 1 1 1 1 1 1 AANTTATNNAGGAAAA 
CAl I I I I INTAAAANTTAAAATTNAACCCACTTTAAATGCTTCAAAAANAAANCCATNCC 
TTNCATTGTNATNNNNNNNAAAAAAAAAAATTNACANAAANCNTTTTTCACTNAATACTN 

NTTTANNNTTTAAAAATANTTTCAANANAAMTTTNNNCNAANTAGNNGGGNNNAANTTT 
TNNTTTANT ATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGAATAGAACTGTGCAGATTTAAAACATTTCTAAATAGCA 

AAATACTTCATAATTGAAAATTCAGAAATGAGCAGCTACAAATTATTGAGAATTTAMTG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTMCCTGACAGGMTTMCTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACMGCTACTTTTTCTTCTGTCCCTTTAACAAAT 

TTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGAACACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATAAATTCCTCAGGAAGAGTTTGCATGAGCATCACCTCGCAATATTCTGTACC 
Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAAGTTTGTGTGACTAAACCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TCAAGCCAGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
TTCTTTTCCTCCTTGTTGTGGGAMCAAGCTATGCMCCATTTGACATTCTGTATTTTAG 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGMCTCATGGATGCTGATGGGTTGGATTTTAACTTTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

AATAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 

Sequence 4789 

CGCCAGTGTGAT GGGAT ATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 

TTTGGGAT TATGG I 1 1 I I AAAAGCTTGAGAATATNACTTATTTACTTTTGCAGCTTTCCA 

TGCA GCTG 1 1 1 1 1 1 1 I ICTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGATTNTNATC 

TTTACTTTTCTCTTTATTNTGTGCCTTGGNC7TGAAAAAGTAATAAATATTTCTTACTGA 

GGCCCCCTCCTGCTTTG TTCTG CCATCTAAGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCMCTTTACTACTTCTTNAACATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGAATTTTTTGGTCACCTNATGTTAAAGGAG 

GCN CACTT NATNCTNAAACTTCAAGTAACTTGTGCCTTGCCTGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTMGACAAAACAATGGGGCCCCTTATTTTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCAAGAGCTTTAGAATTTGGTTCTCAAGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

AACGTACCTATTCATCTTANAATTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AMTATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAMAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNAAAAANGNAANNCCNTTTTTTNTTNNN 

NANNTCCGN NGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTNTTTTTTTTNTTTTTTTTNCCCCCNCCCC 
CCCCC 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGAATTCTGACAAGAAACATCACAAGTTTA 

TATAAATACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGAAATGAGATAATATTTATGTTTTTGCCATAGTGATAGCTCAACTGCCACTTCATCTC 

TTTTCCTGTT CTTCTT CCGACGACCCTTCAGTCTGTTTTCAAMGC 

GTTGTCTTCGTTTTTCTTCTTCAAGAGCAGCTTTGGCTTCTGCTTCTTTTATCTCAGATG 

GTTTCCGCTTCATTTCCTTGCACGTTGTGTCACATTCTATTGAMCCTGATTTTCACGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAAACCAAGCTGCAGTTACTCCTTTGA 

GACACCAAAMAAGTTGCTTCCATATGGTTACATTGTTMTTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCMTTCMTGTCCTTMCTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTACATTTCMTTTTTTTC^ 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAMCTGMTTCTAGAMGATTATTTTGGA 

MGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAAATTTATGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCAATGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACTTTGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGTGACGAGGMGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAMGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTAATATAGCCACAGAAATAAAGGATGGAGAAA 

AATCTGGGACAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 

ATTCTTTTT 

Sequence 4798 

NCCCTTTCGAGCGGCCG CCCGGGCAGGTAC I H I I I I I 1 I I 11 I 1 I 1 < I 1 I I I N i 1 1 1 1 I 

'MINI MM I II 111 I III 111 I III I Nil 111 MM IIM1I MINIM III Ml 

I M I II 1/ 1 1 1 IAAAAAAANAANNNCTNNNNNTTTGGNACNCNNNANAAGAANAAAAAAA 

NANNTNNMNAAAAAAAMAAAAAANATNTAMNAMAAMANTNCTTATTTTTATTTTT 

TTTAAAAAAAAAAAAACGGGNGGGGGGGGGGGGGGAAAAAACCCCNNTNTTCATNTTTNC 

CMGAMNNNNNGNACNNCNGGGGNCTTTNNCNMTNCAACCANTTTTNCCCCCCCCNCC 

GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CMGG CCTTTTGGGMCCTGTTTTCmGCCAGATTTCACATTCTTA 

TCTTTTTCTTCTAACAAATTAATCAGCTGAGAGMGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I M I I I I 1 1 I I I I I I II 11 II I I I I I 1 11 I 
IM 1IM Mil 11 IN I Mi l M M || I M | | MIHU 1 1 1 I 1I ANI MM M 11 NTTT 
TTNI I I I I 1 1 1 NANTNTNNTNTTNNNNNTTTTTTTGAANNANNNACCNTAAATNCCACTA 
TTGNGGAMTAAGAAAATTGTMTTGTGAAAAMTAATTTTAAGGAAATNTTACAAGTAT 
TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 
GGTTT GCAGAAAGANATGGATATAGTTACCTNAGMGAAATATTTTATGTGGGTTTTTTG 
TTTTTCGTTACTANATTTCAAGGATNMGGGGATATGGNTTGACCTTTTACTTTTTA 
Sequence 4801 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I I I I I M I I I I I I I I I I II I I I I 1 1 I I I 
i M I I I M < 1 1 1 1 N I I N I I H I M I I 1 1 1 M I NNNNCCCCCCCCCCCCCNGGGNNNNA 
ATTN I I I M NAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN I I 1 1 I I I I I NCCCCCCN 
CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN I I 1 1 I I I I AAAAAAAAAAANCCCCC 
NNTNNNNAAAAAAAAAANNTAATTATANGGGNTTNTTTTTNANCCNAAAAAAAAAAAAAN 
T NNTTNNCCC CCCAAAA I II I I I 1 1 NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 
ATTTTTTTTTl CNNCNNNCAAAAAAAAA 1 1 I I I 1 1 1 I 1 1 1 J NGNCNANNATNNNNTNNNN 
NAAAAAAAMCCGGGNNGNTTNCCNTTTTNTTNANANGGGGNGCTNTTNTTTTTTNGGGN 
GGGGGGAAACN I M I I I I I ll I NNAAAAAAAAAACTNTN I I I I 1 1 I I I I I I I I I AAAAAA 
AAAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 
NCCCCCCCCNTNTTTTATNNGGGGGGG 
Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 

TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGAACTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAMGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CMGCAMTTAAMTAGMGAGMTGCMCAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTMTGAGACAGTTACAGAAGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I I 1 1 1 1 I I I I I I I I I I I I I CCAAAAC 
CAAATCmATTCTCTAGTTTGAAAAGGAGGGGTAAATGGTTGTTCTGTTTAGTTCCAGA 
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GAACAGAACMGGCCCAATAGGTAGAAATTNTAGGAAAGCANAATTCATTCATTATAAGG 

MGGATTTCTMCAATTANAATTTCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NAACCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAMAGCCAGGACCAAACCCAGGGGGTAAMTGCCCTGGGGATCTGNTTTTTTGGG 

MAGGAAAAMGATTGGAMTTTTTTACMGCNGAACCGGGTNTTTTCCAM 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 
Sequence 4806 

CCCTTTCGAGCGGCCGCC CGGGCAGGAAC 1 I II I I I I I 1 I I I I li I I I I II I 1 I I I ICTT 
H 1 1 1 I M I I I 1 1 M I I I M U I I II I I I I I I I U I 1 1 I I I I 1 1 I I I M I I I 1 AANNNTT 
minim iMNTATGAAGNTTTNANNNAGTATTGTNNNANGGACNAAAMNCNNTTTfsIT 
GNAA AAAMMNACNNCGGGGGGGGGGGGGGNGNG1TCTTTTAAAAAAAMAGNGTTTTT 
TTTTAAAAA AAAGGGGGG GGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 
ANNNNAANN I I I I I I I I I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 
GTNNCAAMTANANNTTTAAAAAAACCCTANTTTATATTAAAAAAAANANTNNTTTGGGN 
GNTGGATTGTTNTTNNNNAAAAACCAAAAANNAATNTAAAAAATTNNAAAATGGNNTTTN 
NGGNGNMMNNACCCNTNTTTTTTC 

NTGAMAATATNATNNTTTTTTTCNCNCCNCCCCCAAAAAAAAAAAATTTTNTTTTCN 
NGNTNTGNNGGGGGCCTNTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 
NTTTTT 
Sequence 4807 

GAGCCGGCCCGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 
CCGAGGTACTTTTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 
TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 
AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTCTGAG 
Sequence 4808 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

CTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGT GGGAT GMGTGCTTTCACATCTTGTGGMGGACCAAATTTTCTGAAAAAATTGGAAC 

MTCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACMTGTCTGTMAGATTGCCTACAGCGCTCCTTTAAGGCACAGGTTTTCTCCTGCC 

CTGCTTGCCGG CATG ATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTC TTCCCT GGCTACAGCAAAGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTG^f^CTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I I I I I I I 1 I I I I I I I I I II I I I I I 1 I I I NNT 

mm I II I I I 1 1 I 1 1 1 I | I I 1 1 n I I 1 1 1 I 1 1 I I I I I I I I I I I I I I I II I NNNTN 

TNAAAAA^^ 

TTTNl Mill INGNNNAAAAAAAAAANNANNTTNTTTTNTNNCNAAAAAAAAAAAAAAAA 
NCCN NGGGGNNA NANNNNNMMAAANNCCCCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCNI I II I I M I GGTNTTATTNNAAAAAMAMAAATNTCNfvrrTTNNNTTTTAAAAAAA 
AAAANCNJNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN T T I I I I I I 1 1 AAA 
Sequence 4810 

GC TCGNCGGCCGCCATGT GAGGATATCTGCAGAATCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTTT7 I I M I I I I I I I I I I I INGGG 1 1 I I I I I I I I I I I I I I I I I I II I I I II I I I 
H II 1 n I I 1 1 1 1 ) I I | | | || ) | | | I AAAA AAAAAAAAAAAAAAA I rTTTTTTTTTTTT N 
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AAAAAAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN I I I I I 11 I I 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGGGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 4813 

GATATCTGCAGAATTCGCCCTTTAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAAATTCTCMTGTCCTTCTTACATTGTTCTMTTCTTTCTCAA 

GTTTGGATAGGAATCTMGAGAGCATTGGGTTTACCTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTTCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGMTGTATGGGGGGTGGGGTCAAGCATTTTAAGGGGGATCCCAAGGGCTTTTTCATTTG 

AATGACAGCTTCTTTACCTATGCTC I I I I 1 1 I I I I CTTCCTCTTCNTTT AAAGGGGGAAC 

ATGGG GMGT TAMTTTACCCAATCCMCAMGACTGTMCCCATCTTCTrfiTTGGGANG 

GATNGNTTTTNATCATTTNACAAGANAGMTTTAMGTTTGGCACACTTCMTCCTTNTT 

TTGACCCMCTTMGGGCCAAAANAACCGAAAMCTGTTGMTGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTA C I I I II I I I I I I I I I I M I I II I I i CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTMTTAGTTNGTCATTTGAAGMTATTCCTTMCAAATGTAACATTTAACA 

TTACAAAAAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAAATMTNCAAAMTATAAAAATATATAAAMTAAGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCTACTTACTGNGTAGCT 

ACAACTGNGAAATMCTAAMTTCAGTATCAGAGTCTTGGATTTACMTACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 4815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 M I 1 1 I I I I I I AACAGATGTAATTTCACTTA 

ACCCTTTGCGCTTTCCCTTAGTTGTCATTTAACATACAATACTGGCTTTACTTATCTCTA 

GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 

TTGTCTTAGCTGTTAMCTGTTTTTAGTATTTTTGTTAMTATTTGCAAAGG 

TTCTACAGAGGATMTTMTTTCAAGMMATATCTTGAGTTTTAAGAAATAAACATCTC 

CAGAAAAGGAGAMGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 

GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 

Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTrGGCAGATGTGAGCAMCTATGTATAGGMTTCCAMGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

GGmGAATCTCTGCTCTGCCACTTTTATTMTCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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Sequence 4817 

GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 
CACCCTAAACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 
CGCAGGGAATTTGCCTN 
Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTA7TAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAGCATTGATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGMTATMGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTMGTTTCTAAGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTAAT TAAA TCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTMGCCTTTTGGTGGGMCAGTTTCTCAMGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAAACACMCAAGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAMTGNTATCAATACTTTTCTGNTGGTTTTTATTTTANGA 

Sequence 4819 

AC TTTTTTTI I M I I M I I I TTTTTNGi I I M I I I I II 1 1 I 1 11 I I I I I I I I I 1 1 I I 1 I N 

NN i i i i i i m i i i NGTTTTNTTNTNNAMNTTNNTTTTTTTATNTTTAATAAANTTAACC 

TTCTC CCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 

TTTTTNNATNAAAAAAAMAAAAATNNTNTTNTTTTTNNTATANAAANNANMTTAAAAA 

AAAAAAA 

Sequence 4820 

TCGACGGCGC AGTG TGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGG 

TGGGGGAGACTTTTGACG TGGA GTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGAAGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAAAGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGAANATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 

GTTTCTCTTCCCTTG N A 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 
TG AGGT CCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 
GGTTTTGTMTGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 1 1 1 1 1 M I I I I AAACAAAACAACAAATC 

MCAACAGCAACAACMCAACAAMATTAAAMCTTTTTTCTAAAAAAAAAGTGAAAATA 

MMAMTTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC 

AGATTGNAGCCATACTTAAMAAAMAAMMGCCAAAAGATGATGACACATTTTTATCA 

GTA TTGN GMTAAACTTGMCCCCMTACCCGMGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTAAGGGMGCGACCMCTTGGACTTTT^^^GGCACACGATTCGCAGTT 

NTNTAAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

MATATGGGGAGTTGGTTTTAAGCCTTTTT 

Sequence 4823 

CCCTTAGCGTGGGT CGCGGCCGAGGTAC I I I I I I I I 1 I I M I I I I I I I I I I I I 1A TTTTT 
I I ) I I I I I j 1 1 I I i I i CTTTTTTACATTTTTATAANAGTATATAAAAAATGATNTAAATG 
GACATTTAC CGGT MGTGGGGGGMGGCATATATNTACGTTAAMGGCAGGACATTTTTA 
AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGT CGCGGCC GAGGTAC I I I M I I 1 1 I I I I 11 I I 11 I I I I I I I I I L i AAA 
AATNGAATCACTTA I I I I 1 1 I I AAAGCCCTGCATAG AAATTCCCAAGGTNTCAAAAACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGMTGTNTMGGCACACTTTGTGTTNTTTGCAACATCCC 
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ATGAGCMGTACATTTTATCCACTTAGGTAANAAAAGTATAATTGTAACTCAATNT7TGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

TTTACMCTTTAMTCAAACAACTTTTGGTATATTCTTAAAA7TATATAAAAATAGTTTT 

AGTGATAAAATGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCGNCTAAAAAAAAAAACCNAAAATAAACCCCCCCACAAAAAAAG 

NTCCTNCCCGGGCGGCCGTTTTAAAGGGCGAATTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAAATTTTGGCCNCNCCCAAGGGGNATMNTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGGCTGTAGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGTTATACCCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

AAGTAGGTTTACATTTMCATTTTTCTTAACTACATTCACTTCTTAAAAAGGAACAAGAA 

GTGT AAATA AGTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TATGCTTTTAAGTCAAAATTAATATTCTCAAATTCGAATTTGATAGCTATTATTTCTAAA 

TCi I u I AATCCTCAATTTTCCTGGTAACCTTCTTTCAAGAGTCTCCTTCTTCTAAAAGT 

TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 

TGGCATTCCCCCCATGCMGTTTTCAGCTTGCTTATCTATGTTTGTAGCTCAAGTTTTCA 

GGTCGCTCTTTGTTAGGAAAGAMTTATTTTGGGGCTGCTTTTTGTTAAAAGGGAAATTC 

TGCCTAAATAATTTTTTCTAACTTNT 

Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I 1 1 I I I 1 1 I I I 1 1 I 1 1 1 1 GGAGACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATTNTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTMTTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAAATGAGTTCTGGCAACTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I I 1 1 I 1 1 1 I I 1 1 1 1 1 1 I 1 1 1 1 I I I 1 1 I I 1 1 1 I 
I I I I 1 1 I I I 1 1 1 1 I I 1 1 1 1 1 1 1 1 I I I 1 1 I I I I | I I | 1 1 1 | | | | | | | | 1 1 1 1 1 NGGGGGNA 
AAAAAAANl nil I NNAAAAAAAAAAAAAAAAAAAAAAAAAANANANTG 1 1 1 1 1 1 I I II I 
TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN H 1 1 1 1 1 1 1 1 1 1 1 I NAA 
AAAAAANNNNNGGGGGGNAAAAANNCCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCC1 1 1 1 1 I I I I I NNGGGGGGGGGGGGGGAAAAAAAAAAAATTTTTTT 
i i l I 1 1 NGGGGGGNGNNAAAAMAMNCCCCNTTTTTNCCCCCCCCCCCAAAANNNTTTT 
NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCANNGGGGGGGGGGG 
GGGGGTNCCCC 
Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCAACCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTTAATATMTTATGACCATGCTMTGTGMTTCTTAGGCmACTATATTTACAACAG 
CACMTTrTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCTTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 

GGATCACTTGAGGCCACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 

ACAAAAACAAGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 

CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGGGCAGGTACTMTTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAMGAGTAAMTTTTAAAAAATGMTTAATTTACATACAAAAGCAGTGGCATT 

GAAATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCAATTTTCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

GCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 

GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 

AGCAGTGGCATTAGATTCTCATAGGAGCATGMCTTTATTGTGAACTGCACATGCAAGGG 

ATCTAGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTMTCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGCaGTCCCTG 

GTGCCCAAAAAGTTAGGGGAC 

Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I H I I I I I I I I I I I I I M II l I I AAN l HIM 

1 1 I I 1 1 I I n 1 I 1 I I 1 1 I I I I 1 1 I I 1 1 INI I I I 1 1 I I I I I I I I NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACCGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGAAANNTNTNNGGGGGGGAACCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCATTNGG 

GGG GGCNCTA AAAATTTNTTNTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNTTTTTTNNGGGGGGGGGGCNAAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

AAMAAAAAMNCCNTAAMlsrTTTTTNGGGGNAAAMANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNNGGGGGNGGNANNAANNAAAANNNNNNNNNNNNNTNTT 

NTTATNNANNNNNNNNNNNNNNNNNNNNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 

Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCAATCGGAGACACTTTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAAACATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

TAC TAAG GGAATAAGCTTGCGGCCGCACCAA I I I I I I I I I II M ll I I I I II I I I I ICAA 

TGCTTTTAAGACCTTTAATAATGCCCACGTGCCCTAAGGTTGGCCCTCTTAACTCCCTCA 

GCTCTTTCTGGCTTTAAGCCATCACCCCAGGTGTGCAGTTTATGTCAGAGGGGCCATCAG 

GTAGGGAAACTTATCAGCTGCTCTAAGAGAAAAGGCCGCCCTGCTATTATCAGTGGGCAC 

AGGCTGGAGCTCACCCAGCAGGGGCTACAGTCGGGTTACCTGNAGACATGATCCCCTGGT 

CCTCTGAGGGCCTAGGCAGGACATGGGGGAGGACACGGCCCCCGGNACAGANTCCTCTGG 

CCAGGAGCANCCTTTCAGGTTGCTCTTGNGTGCTANAAAAAAATATTTTCTCTATGTGCC 

ATGTCATGAAAAAGACAAAAGCACTGAGTTAATGGGATGNGGAAACTTTANCCACAGGCT 

TTTN TGCTG TGAANAMGCATTTTTGCATGTGAACAGCTGGANCANGAGGCTTAATGGCA 

NTGCTTTTTCAAAAACCACAACATTCCCCCAATCCCTNGGCANCTACATTCACCTATNCA 

TTTATCCTTCCCTTACCCTGGCAAAANTTTATTGNATGCCTACTTTGCCCAAGGCCCATC 

TTTATCCCNAAACAAAGTGAANACCCCTTAAANGGGCAAATCCTGGGGGATTTNGGAAAC 
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AAAGNCCCAGGG GTNTN NGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 
TTGAATGCAAGACi I I I I GTTT^^^TGGGGGGGGNATTTTCCAAMTTTTTCCCCNCCTTT 
TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 

GGAGAGAAGTTAAAGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACMCACTTCATTCCGGTTTTCATTTTCTTTGTGTTC 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

aci m i m 1 1 1 1 1 1 n 1 1 1 1 n 1 1 1 1 1 nan 1 1 1 1 1 1 1 1 1 1 1 n i n 1 1 1 inaaaaaaaaa 

AAAAANl I I I I I 1 NAAAANTNNNAAAANNCNGNNTTTTTTNNNAAAAAAAAAAAAAAAAA 

MNTTTNAAAAAAANNNNTTNNNNAMNTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 

NNNAAAAAAANNCTTTTNNGGNNTNCCCNAAAAAAAANNAAANNCCCCCCCNNNCNGNNT 

TTNAAAAAANCAAAAAAAAAAANGGGGG 

Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCMAATCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGG TAAAA TTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCAMGAAAATTTTAAAAAAAANGGAGAGAGAGAAACCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAMGGGAATAAATCCATTTGAAAATTAGAAAAGAGGAAT 

TGGGAMAGGGAAAAAMCTTATTGGGTTTTANAAGACCAGCCTTGCTTCCNTTGGAGGG 

GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCMGAGAMCCGACTGCGGGAMMCTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAAAAATACCCT 

CCCTTTAMCNGTGGATTGAAAATGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCAAAAATCCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

GCCTCC TGTGATTTTGAAAGCCATTGTGMGGAAMCMTGCAGTGAAMGAMGTCTTT 

CTTTTTAGGACAGATATTATTGCATCACATTTATTTATCTTTC^ 

CTTMTAAAAAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 

AAAAAM 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTNTGTNTNCATTNTNTTTTTTAAANAATCATCA 

NGACTCCTTATGAATNAANTNCATTTGCTGTNTTGTNCCAAAACCATATANCNCAGAAAA 

ATC AAMCC ATGACANGACATTTTACCNTTTMNTACTTNNNATMCTMNTACTCTTTA 

AATATT TTTATTTCMTACTGTGGATGGAMTGAGAAGCATTCTAMTTTNAGTTAATAT 

Ann I ATGAANATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTCNTNNTNATGGACNTATNTANGTTANCTMTTTGGCCTTTTAAAAAANGNGTANNG 

TTGTTTATTATAGCTACTTTCMGGGMAGTTTGMTATNATTCTAGTCTCTAAAGTTCT 

TCACGTTTTTCTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAAANACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 
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TT NANG GANC I I I M 1 I I'C CCCNTTTTTGGNAAACAAGGTNAAAAAAAGNCNTTTTNNCT 
TAT TTTM TTATAAATTTTTAMAACCANNATTTTTTTATTNT^ 

ATATTT TCTNN AGN ATTGNG CCTNAAGAAAATTCNNTTTTTTNNNNTGCCCNANNAATTA 
TAA MATT TTTNTNNTTTTTTNNTGAATANGNNNAAAANAAAAACAAACTTN I I 1 1 II I I 
TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGG 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCTATGAGACTGAGMGAACAATGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAAAAACGATGCCTCTATGCAAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTCTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCTGCCTGTGTGACAGAGTGACCCCTTAAAAGANAAAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAAATNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTMCCCATNTTTNCGNTGAAATNGMTTCCTTMGTTCTTGAAAAAATNCTNTTTTNA 

ATAMCTTGC TCTTGG GTTTCNTGGGACMNMTNMCTNCAATTCNTTTTTTGTTAMN 

AAMAMMAATTTTrGTTCI^GGCTTTTGGCMTMTTCAAAAAMCCTTNTTGGGATA 

ACCCCTTGATCAAACAACCCGGGTTTCNAAATTTTTTTCCTGGMTCGGGNGGNCCATTT 

TGMCATTAANTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

AATNAAATTC CAAAC CCCTTCCCNNCCMAANTNCNCTTTTGGGCCGGGNAANCCCNCTT 

TMGGGCNMTT7TCNNCCCNNCTTGGGGGGGGGWTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAMAAACAAAAGCAAACAAACAAAAAAAAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

MATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCMGTGCAGTMCCAGTTCAAGTTGGAMGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGCCCG GGCAGGTAC 1 1 1 1 I M 1 1 1 1 I I 1 1 1 1 1 1 II I M C I N I If 
1 1 i 1 1 I N 1 1 I I I I I I I I I I I I I I I I I M II I H H 1 1 II I I I H M I I I I I I I I I I II I 
N J I M 1 1 1 1 1 1 I I I I I 1 1 I I I J | INAAAAAAAAAAAAAAAANCCCI 1 1 I I I I INAAAAA 
AAMAAAMNNNTTNATNNCNNNTTNAAAAMNNMNAAMNANNNAANCGNNTTTTTNA 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I I I I I I I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACAACTCAAAAGTTCTTCACAATTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAG I I I I I I I I I AAACAGTG ACATCTNTTGGGAAAAATGG 

ACTTAATAGGGMTATTGGGACTGAGTTCCAGTCTTTTTTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAG CGGCCGCCCGGGCAGGTAC I I 1 1 1 I 1 I I I I I I I I I 1 NN I M 1 I I I 1 1 1 I 1 
I I I I 1 n F M I U 1 I I U I i I I 1 I I I II I I 1 I I I I I I 1 1 I I I I 1 I 1 1 II I I NTNTNNNTT 
NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 
CCTTTANCNANMCAAAACACCATTCAGGATAAAMCTTAAATTCCAANTTTAGGGANTT 
AAGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 
TCANANNNNGNNANAAGNNNGAAANCAANNAAATNANAAAANNNNNNAATNTTNTNCCCT 
TTTCCCCCANTTTTAG N AAC A AANTN AATTTTN AN AAAAAAAAA 
Sequence 4847 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I I 1 1 1 I III I I I 1 1 I I I I II II I I I 1 1 1 1 II 
» 1 1 I 1 I 1 H M I I I I I I I I 1 1 I I I I » I I I II I I I NNNTNNNNTTTTNCC 1 I I I I I i I I IN 
ANNTTTGGGGGGGNNNNNNNNANNTTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 
ANTTTTAAAAAANCTTNAANTNGNTNNTTTNGGGGNCCCCCCNAAAAAAANTGGGGGAAA 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 I I I 1 1 1 II I I I I I II f I I M I I 1 I It M 1 1 1 1 

1 1 M I II 1 1 1 1 1 1 1 M III I I II I I I I I 1 1 1 1 1 I IGI I I I I n I I I I I I I I I I n I I I 1 I 

1 I II I 11 I 1 11 \ I NNNAN GGNGNN GGGGCNNNCCCCN I 1 I I I I 11 1 1 I I J INTNAAAAAA 

AAATNTC TTAAAAAAA TN I MINI I AAAAAAANGANAAAANAANNCCNNNAAAAAAGGG 

GGGGGNAI I I I I I I I II I N I I NCCNCAAAAAAATTTTTTNTGNNGNNTTTTTTAAAAAA 

MAMAAANTNAN CNNNM TTNANCCNNGGGGGGGGGNNNMMNNrrTTTTAANNNANNN 

NNNNNNNNNNNNNTTTTTNAAAAAAANAANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 

AAAAANCCCCCCCCN I i J I I I M 1 1 1 I NNTAAAAAAAAAAAAAAAAA 

Sequence 4849 

CCCTTTGAGCGGCCGCCCGG GCAGGTA C I I I 1 1 I M I I I I I I I I I ) I 1 1 1 1 1 I II I NNNN 

I 1 1 M I I I 1 1 I I I J I II I I 1 1 1 I I 1 I AAAAAAAAAAAAAJMCN I I I I I I I I I II I 1 1 I AAA 

AMAAMNNNNNNAAANNGNNNNTITnTNGGGGAAAAMAAAMAAAMAAANCNNTTT 

TTTNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 

AAAAAAAANTTNNNGGGGGGAANNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 

NNAAAAAAGGNGNN I 111111 I I ANNGGGGGGGGNGGGGNTTTNNNTTNNNAAAAAAANG 

GGGGGGNI 1 1 I I I I I I I rNTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 

GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 

Sequence 4850 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA I 1 1 I II I 1 1 I AAG AAAAATGGAATCACACT 

MATATTTCAGAAAAATATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

AACCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCTATTAAATATACAAA 

Sequence 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCA 

CGAAG GCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATTTTGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TACTTGMGCTTTCAATTTAAGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGGTT 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTAC 1 rTTTTTTTTTTTTTTTTTI I NAN I 1 I 1 I 1 I I I 
1 1 i » I I I J I I I NNGGGGAAAAAAAAAANAAN I I 1 1 I I 1 1 1 NNNNNTTGGGGGGGGGGNCC 
CCNNAANNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAAMAMNGGGGGGGNTTTNAAANNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCNTTNAAAAAANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTTNGNGCCCCCNNNTNGGGGGGGNNNA I 1 I I 1 I 1 I NNNANGG 
GGAAAANAAANNANGGGGN I I 1 I I I 1 I I I I 1 1 1AAAAAAGNNN I rTTTTTTTTTTI I NAA 
AAATTAAAAANN I I { I (I f NNNMMAGGTTTTTNTAANACNTTTTTTN/WVAANTTTTT 
GNNAAAMNAAANANGGGGNNNTTNCCCCCCNTTTNTTTTTTTGGGGGGGGNGANAATTT 
TCCC CNT7TNN AAAAAAAAAAAAAANCCCCGAANG I < I I 1 1 U 1 1 < AAAAAACCCTTTTN 
AAAANTTTTTTCCCCCCCC 
Sequence 4853 

CCCTTNGAGCGGCCGCCCGGG CAGGNAC I I I 11 I 1 I 11 11 I I I 1 I 1 I I 1 I M C I I 1 I 11 I 

H I I II 1 I 1 1 I I II 1 I 11 1 I i I I I 1 M I M M I 1 1 M M i I I I I I 1 I 1 1 1 I I 1 I 1 1 1 M C 

CMAMAAAAANNN NCTTNT TTATNNANGGNAMAMNGNTTTTTGGGGGGANAAATNAA 

AAANGGNTNAAAAATTTTTTNTTTTTTAAAAANGCCCCTTNCNGGNAGGGGGGNAAAAAN 

AAATTNANNAAAACNAAAAANTTNCCCTTTTANAAAAAAAA 

Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATTTTCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGTTTCCTCACTGGGAGACMCTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGMGTGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGAMTGCTCCCTTTTTMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCCTTACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 

7TCACTCTGTAAATCATCACTAAGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 

TGTTTMTGCTTGAAGGATGGTTTGGGAGGCAGGGMTCCTTTTCTTAAMCACCTTTAA 

TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCAACC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATTMGTTTCCMCACATGCTTTTT 

GTGAAACATGTTCAMCCATAGCATTTTCAAATTCCAAAATAAGATATCCCTTACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I I I I I I 1 1 I I II I I II I I I NGGNTTTTTT 
i m I 1 1 I I I I I I I I I I I I I I I I | 1 1 I NNGGGGGNAAAAANATN I I I I I I I INTNANNNNN 
AMNN NNNAMNNG GGGGGGGNNNNNNNNAAMMANNNGGGNNMNNNTTTTTTTNGGG 
GGGGNi I li l I I I I NNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
MNAAAANGGGGNTCCCCNCNNAAAAAAAANTTTT 
Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCTGCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTGACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4860 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAMTAAMTGTTTTACATAMTMGTGTTMATTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCMTTTGGGAAAAATCTCACMTTATTAACTCTTCTCAGTTACATTTATTnTG 

AGCATTTAAATCTACTATACACCAGTTTGTAAAATTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGTGCTGGGGAGGTTTA 

MTAGCACTTAAAGAATATTCATGAGAGTTCTGAMTGAAGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGMGAACMAGGGCTCMCCCTGATMCTCTAAAATTTGGGATCTTGTCAAA 

TTMNTTTCAACATTCTTTAAATTTTACCCTNATCCTTGTTTTCTTCGCTT 

NCCTTTCTGACTCTNITTCCGCTTTTGGGTTGGTCTTCTMCAGTAAGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCCCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 

TTCCGCCCTTT CGAGCGGTCGCCCGGGCAGGGACTTTA I i It I I I M M I I I I I I IAAAT 

I'llllllMI Mil MUM II M i l IMIIUMIMI II IIMMII l ll lll ll I I 

1 1 I M 1 1 M I I I I 1 1 1 1 I I 1 1 I I I I 1 1 1 1 1 1 1 1 ! GNNGGNNNNNNGNNNNNNNNNAAAAA 

AAAAAAAAAAAAAAANNNANATNTNNC I I I M M I M I NNAAAAAAANAMNTTTTTTTN 

NCCNN NNGNNA NNAANANTNMNNNANNNNNTTNNTTTTNTTTTTTNNNNTTGGGGAAAA 

AANATN I I M i ! MTTNNAMNGAMGGGGNGGAAAMAAAAAAAANNTTTATTNTTTTT 

NNTNTTNNNAAATAAAAAAANCNCCCGNGGGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 

NCNNCAAAAAAAAANNANAAN I MUM I NNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 

N N AN AAAAA AAAAAAA 

Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TMTTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 
AGACTCTTTGMGAC7TTCTTGM7TGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 
AGCTGAG TATCAAC TT GCCTTT CTGATAGMATGTTTCTTGTGCCAGTTTTATTGTTGAG 
ATATACTATTTTTTTCCTTTTTTAATTCAGTTTTTTAAAAAAAC^ 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATAATTGTGGTA 

TAGTGACCAATAGATGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 

CCGGGAGTAAAA TGAG TGACCTCAGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 

GAATATGGTATAATTTTAAATTTTMTGCNAAMTTTTAATTTGGNCTTTAT^ 

Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAMTGACCTCCCAGATTGACTAGTTTTGTMGGAACTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCMTGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGCGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCMGCTTGGGCCGTAATCAATGGGACATAGCTTGTTTCCTGTNGTGAAAATTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I I I I I 1 1 I I I I I II I I I I 1 1 I I NN I I I I 1 1 1 I I 
H I I I I I I I I I I I I I I I I I I I I I I II M I I I I I M I 1 1 1 I I I I I M I I I M I GANNNNNA 
AA AAAAAA NNI I I I I I I I NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTN N AAAA AA A AAAAAN N N CAANNAI I i I I I I i I NAAAAAAAAAAAACNCAAAA 
ANGGGNN CCNNNTTTTN NNNANNNMNAANANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG 1 I 1 I I I I I I [ NAAAAAAAAAAT 1 I I I I I I I I I 1 I I I NTCCNCCCNAAAANNAT 
NATNNNTNTTTTTTNGGGTGNNGGGCCCCCCCCCCCCNNAAAAAAAAAAAANTTCTTTTT 
TTTNNCAAANNGNGGGGGGG II I I I 1 1 I 1 1 1 II I I I I AAANAAACNNGGGGNNAAAAAAA 
AAAANAA ATNT ANNNGNNCCCGCN I J I 1 1 1 I I 1 1 I NCCCCCCCCCTCCCCCNNNNGNGNN 
NAAAAANTTTTTTTNAAANCCCCCCNCTN I I I I 1 1 1 I I 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACMTTTGTTTTATTATGTA 

ATTGATAAAATGGTGATGTGTATTMTGTTAGTTCAACCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAMTMTTTTGTCAGTGTTCACCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAA AAA AA AAGTACCTG CCCGGG CGG CCG AAG G G 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGTTT 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCACTTGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCAANNNGGGNMNCCCCTTNTTTNNTAAAANTNCAAAATTT 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGNGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTAATTT 

CGCATAGCTTCCCTAGTAAGTCGTTTAGGTGGAGGCCGCTCGCCAMTTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAMCCACGCGTCCTACTACAAAGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCTTTCTGTGCTTTTATCTGTCACGACAGGAAGGTGTGGAAAGTTTATA 

TC GTTT ATATCCTTMTTTGACTACTCTTGGATATTAAAATCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAATTACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGMCTGAGAGTTCTTTGAAAACCATTCCCAATAAAAACTAAATGAAAAATAA 

ATATMAACAMGCTTAAMAAATATGCATTACCTGACACCAACCTTTTCTGGCTGACAA 

TATTTATTCATGAAAACATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TMCTAGGGGCTGMGCAAACTAGCATTTAGGATGCAAACATTCTTGGATTTGTGATGTA 

MCTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTCTTTAGCTTTCACAAAACATTGGTCCACAMTTAAATTTTCAAAA 

AGT 

Sequence 4872 

NCCCTTCGAGC GGCCGCCCGGGCAGGTAC I I 1 1 1 I II I I I I II I 1 1 I I GGI M I N I M I 
I M 1 1 I M I I I I I I II I I I I I I I I II I I I I I I I I 1 1 I NTTAA AAAA A I I 1 1 I I I II I I NA 
AAA AAAAAAAAA AAAAAAAAAAAANAAAAAAAGNAAAGGAAI I I I I T 1 1 NTNTAAAAAAA 
AAA I II I I II I I NTAAAAAAAAAAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 
NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
MAMTNAGNNNNTGNGGGGGANAAAAAMAAAAAAAMNCCNrTTTAAANNAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNTTTAAAAAAAMAAAANAACANNTANTTTNTGGTNNANAAAAAAMAMTTTTNTTN 
AN AAAAAAAAAAAM AAMTTTTTTCCNGTGNAAGNAAAANATATTTTTATTAGAAAAAA 
AMTTTTTTTTTTT ATA AAAAAA AAA A A AAN N N N N N N N N NCTTTAATN N AAA AAAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I I I I I I I I I I I I I I I I I I I I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAGCTATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTAATTTTTGTA I I I I I I GTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTAAMCMGTTTCTMTTANMCCCTTATTTTACCC 

AMTGGGGTTNAGGGAACMAAACCAACCCTNATCACCCTATTTGGGGAAAAATNAATTT 

T 

Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTMGTTTGTGAAAAGTGATGCAATTTGTTAT 

ACATTCAAATGCAAATTAGAACTAGCTGCCTTACGATGAGATTTCACTGTCA I I I I II I A 

GCACCCTMTTTTTGTCGGTTCTGTAGGTTTCAAGTAGCAGAAACTTACATCTATTTCCT 

TCAGAAMTTAAGGAGCAGATATTTTMTATGCTTTATGTAAATAGGATTCTGATAATTT 

TAGCTTTAGTTAATGCAACACACTTNCCTGGGCACAACCATGACCTCTCTGAGAACTGGA 

AMTACTGCATAATTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAAATAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTGGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCAATACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATT TGGAA AACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTGi I I I f GTTTCCATTATCCMTMATGCMAATTTCTTCTGAGGATTTGGGCTGGT 

GTAAAGTMGTCCATGAACGACCACCCCTTTTTGGCaTATCTTCCCGGACAGCAAGTGGCC 

CTGAATTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 

GATAMGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 

ATAAAAGTGTCAAACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 

AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTAAACAATCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

AATAGACATCCTAATACTAAGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

MAGGCACAAMT ATGAA TTCTGCMGMGGCTATTTTTTATTGTAGTTTGAATGGGTTA 

GGAAMGCCTCMTTTTTCACTCTTMGTCCTTCAGTACATTT1TCTTTCATCTTATTAC 

TTATGCAAGTTMGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTAAGAAGTCATGTAAACGGTTMCMGCTTACCMGGTTAGCAAAACTTTCATTGT 

MATCAGTCTGTACTGAGCAMTAAAAATCATTATTAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCATACTACTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TGTTACACAAACTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATAAATTCTATCTTTAMTTNNNANAMAAAAAAAAAAAAAGGGNGNCCNTTNAATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAMNCTGGTTTNTGGNNCNCTTTAAAGGNTTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCAAMAAAAMCANTTTTTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTNTNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGT GGTCGC GGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACAATTTTTTAAAMTAMTTMGAGGTATTTATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGMTCTAAACCAGCTTAMMCAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACAAGAMTTCAGAGTMTGCTTTGMGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTMNCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAAATGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTAMCTMAATGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCAAGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCCTTAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNCCTTCCCCCCTTTATGTNAACTMCCNTTATTTCCCGGGMTACCTTTCN 

AAATTCCTGAACTTTTTACCCMACCNATTTGACAGMGTCCCNCGTTTATAAACCTTCT 
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TTNQGMAATATTTGGTAAAAGGGCCCNTCTANACNAAATNTGCCAGGGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC 1 1 1 I I I I I I I I I I I I I I I I M I I I I I M I 1 1 

[1] I I I I I I I I I i I I I I I I I 1 1 I I NTNTTNTTTNTTTTTTNAAAAAAAAAAATTC 

I I 1 1 I I I I I I I I NTTANAAAANTGGTNTAMCACATTTTTTNTTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTTATNTAAACTANNATNNAACTTTGATAAAAACTATAT 

TTTCTTTCTTTAAAANMTTTAAATGTTTTrTCACAAAGCTTAGCCATACMC 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I H I I I M I I I I I H I I I I I I I I I I 

n i i I I « l l I I I I I I I I I I I I I I I I 1 1 I 1 1 I I I I I 1 1 1 I I I I I I I M I I I NCNNNNNNAA 

AAAAAANTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 

TNNAANNNNNNNCNNANNTTGNG I I II I I I I I I NAAANANNNNNAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANAACCCCCCNTTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 

AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I U I I I I I I I I I I I 1 1 II M I I I I M M 

m i i i i i I I I II I I I II I I I II I I I I 1 1 I I I I | I I 1 1 NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAAA AANC CCCCCCCCCNNAAMNNANTNTMAAAANNNTTmTTNTAAANGGGG 

AAMCNCNNTTTTNNGNCCANAGGNGGGNNAAAAAAMNACCANNCNNNGNNNCNTTTTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANG I M I I I I I I A AAAAAAAAAANNCCCCNAA 

ANNNNN GNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCNI I I II I I I I I I I I I I NTTNTNNGNGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGGTTTTTTTTCCCCCCCCNGGGGGGGGGGGNNNNGTTTTTTTTN 

Sequence 4885 

CCCTTAGCGTG GTCGCGGCCGAGGTAC I M M I I I I I I I I H I I I I I M I I I I I GTTTTT 

i i 1 1 I i > I I I I INI ( I I I I I I I I AMGGTNANANANAAATTTTTTNAANGGTNTTNAAM 

AAAAAATTAAAAAAAANNTNNNNAANNNAANNNAISJAAANNNTTTAAAAAAANNNTNCNAA 

MNNTTNATTGAAGGCTTNANAMNAWNNTNNAAGGTTTAGGGTTANNAANNNAAANC 

TTNTAAAATGAAA 

Sequence 4886 

GANAAAGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGAAG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATCTTGGCTCACAGCAGCCTACA 

CCTCCCGGGCTCAGGCCA TCTTTC CACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTrGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGAACTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTMGCCACCACGCTTGTCCMTAMTGGATTTTAATGGAGGAGTTA 

GAAMGTTCTTTGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAAAGAAGAATATCCACAATTATCTGTAAGGGCTAGCCCTTTTCCATCT 

ATATATTTGTMMGACTGGATTTCTTTCATATGC7TCAGCCAAATCMCATTTTAAAAC 

Sequence 4889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGAACTACTGGGCTCAANCAATTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGAAGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNA 1 1 I I I I 11 I 1 1 GN 1 I I I i I 1 1 I 1 I AGCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAAAAAAAAAAMGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATTNTGGGGTTGAAGAGACTGGGGGAAGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAMTTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTAAGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTMTTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAAACCTCCTACA 

CTCGGMTGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAAAGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTAACAAGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGMTGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

AMTGCTAAACACTGGAAAAMTGGMTTTTATACATTTGTTTTCTTAMTTTTGACAG^ 

TATTCTTCAGAMGTTAAMCTGCCTTCCACMMTTTTGTGTGTATATGGCACAAGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATTA TNGrslTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTlTTrATGACMGCCTATANACCCCNTTGAMTCACATTATTAGNTCTTGTAACCACA 

AAAAAATGANAAAAAAATATT 
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Sequence 4894 

CCCTTAGCGTGGTCGCGGCCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCTTTCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCAAAGAGGCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTTTCC CTTCC ATGCCATTATTTTCAGTGGGGMGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTAAGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCAA GAGTCC CCAAAATATTMTGCTCTTCCCTTTTTCTACCCTCAMCTTATAGTT 

GTATCTTATTTTTTAAAATGMTTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNAAGANCTGGGACTTACANGCGCCGGCCACCACNCCCGGNTMTTTTTTT 
G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTAC I M M I I 1 1 I I I H I I I M I I NAN I MINIMI 
i i i i 1 1 1 1 1 1 1 III I I 1 1 1 I I I I II I I li I II I I 1 1 rNNNGGNCCCNNAANANNAAAAAA 
AAAAAMNNNNNNAMAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAMNNN 
NNNNNG GGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 

nrm iggggggnnnntntntaaaaaanantnccccnggggggggnaaaaanaaaaaaa 

AAAANNNNNNNN I II I I I I I I INCCC 
Sequence 4896 

ccctttcgagcggccgcccgggcaggtacactgcaggcaaatgtggtttggtgcctgtcc 

tggcagagaactacaaatcccaacaaagcagtgaccctgatcctaactgtgtggatagac 

ctgtggaaggatatcttgctgtggcggtggttaggagatcagacactagccttacctgga 

actctgtgaaaggcaagaagtcctgccacaccgncgtggacaggactgcaggctggaata 

tccccatgggcctgctcttcaaccagacgggctcctgcaaatttgatgaatatttcaagt 

caaagctgtgcccctgggtctgacccgagatctaatctctgnctcttgtgtattggccga 

cgaagcanggtgagaataagtgcgttcccaacagcaaccnagagatactacngctacact 

gggggcttttccggtgcctggcttmaaatctggagacgtttgtattttntgaaaga^ 

cacttgtcttncaanmcacttgatngaaaataacaatgaaggcattggnctaaaggatt 

tgamncttggcagacttttgcgctgctttnccctcnatngcaamcggaaaccctttga 

ctgangcttagaaacctggcattnttgccattggcccncnaattaatgcccnnggtgtct 

tnnggatgggatamggtggmcncccttamaaaggtgcttgtttcaancaacanggct 

nmtttgggaaaaaatggatcttacttccccganmnnttttnttantttcantttttm 

accaaanaaaaaaaaaaaa 

Sequence 4897 

cccttagcgtggtcgcggcccgntimtaccagaatcggcagaagaatcagccccataaatt 

ttamgacttcctcaatcgggatactgttcattaagattccagcataagatgataaaatc 

atagcttctcgttctctacgatttggatatatgggtctgccatggagtggtattttcagt 

tcctcccactccagccaagttaagtcttctgagggatccagccattgcaaagcaacactg 

atggccamtcataagtgtgccatatcatctagmaggtgagttgccgtcttccttttgg 

gtcmatttcmttttccccgmgctgatgccmtatmtctcccmgagctttttcatt 

tccttctttatgagccttctttccatgttamgggcttagccagcttgagcaaggtattn 

tgcagtttacactmcacttagacccagctttttnntccccgcggtacctgccccgggcg 

ggccnnttcgaaaaggncaaaattnnaccccncnttgggggcaggttcttaggngnaatc 

cangnttnggtancamntttgggnaanaaaggggccaatgntgggttnccggggggaan 

atnnnnnannattnnnaaaaaatttc 

Sequence 4898 

cccttancgtngncncggccgacgtacncnamtacttcatactaaactttctagagaat 
tamctttaatgatgggctcaaannanananaaccngccnactaatttgttcctgcccgg 
gcggccgctnaaaagggcgaattcd 

Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGTC I M I II I I I n I M M I M M I I I M II I I I I II I I 
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TTTTN I 1 I 1 1 1 1 1 11 1 I I 1 1 I II II I 1 1) I II I I I I 1 1 1 11 1 II I 1 1 1 1 1 1 1 111 I I I II 

TTTTT A AAAA AA A AAAA A AA N N N CN N N I I I I I I I 1 11 NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGGGGGGGGGGNNNTNTNT 

TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 

GGANNNNAAAAAAAAAANNNNGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 

Sequence 4900 

CCCT7TCGAGCGGC CGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 11 I I I 1 1 I 1 I < I I I I 1 1 1 I 

iiiiiiiii i i ii i iM i ii i ini i iii i i iiii nn ii i i i ii i ii iiiii i iii.il 

M 1 1 J 11 H 1 11 1 1 H I 1 1 1 1 11 1 1 I M 1 1 1 I I 1 M 1 1 I I I M M I M M I H > 1 1 1 1 1 I 

TTNANAMTNNATNTNATAAMAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNNAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 
TACCTCAAATA CTTCT GTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 
GGGGAMTMGTTTTGAGTGAGAAATAAACGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCCTGTCTGTGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGMGAGCAGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAMGACTTTGGMTGAAMCAMTCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAMGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTAAGGAAACAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAAAGCTTGGGCGTAATCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AMTTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 

AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTMTTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGTTTCCTTCAGCCACTTTGGTTTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCG CCCGGGCAGGTAC I M M 1 1 II II I II I I I GI I I I ll M GI I I I M 1 1 I 

I H 1 1 1 II I I I I 1 1 M I II I M II M II II I M II 1 1 1 AANCNAAATAAATNAAN AATTT 

TATTTAATTATMNGGACCACNTTAMTATTAfVJTTNAMAAATTCAGGCNTATNTTTAAA 

ANAGGNGGCCTGATAANTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 

AGTCCATTNNCGNATNNTAAAMAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 

TTAAGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I I I I I II I 

Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAMAGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

MGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 

TACACTAAACAAGAG 
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Sequence 4906 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCAAGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCMCCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGAAGAACTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 

CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTAACCTGACAGGAATTAACTACTGI I II I I I 

GTGGGGCAGAAAGCAAAACCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 

TAGTG AGMGAAACACAMCCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 

TTTTTCTTCTGTCCCTTTMCAAATTTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTG 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 

GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 

CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 

TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4909 

CCCTTAGCGTG GTCGCGGCCGAGGAAC I I I I 1 » I f I I I I N 1 1 I 1 II 1 I 1 1 11 C M 1 1 1 I 

MIM MIIII1II1 IMM I I I I III I I M IMMMNMH MIMIM II I III I N 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 

GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 

MTTGNNAAAMTAAATACCAATGGCTrsriTTTATCATTGTCCNTTCTT^ 

TTTCAC7TTGAAAATT 

Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTMTGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGAACTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4911 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGTTGMGTCTTTATTGCTTGGGCTAGATACTCCTAGAAAGTTTGATTTTCTAGT 

TGAGTGAATTTTACCCMNMAACACTTAAGMATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTCGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCT6AGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAAAGGGGAATTTCAACTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAA AGAC AAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAAATGTCCCT 

GTTGCCATTGGGGTATTTTCTGAGATTTTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTG GCTTT TGCTTTCCTTGGTTTGGATTTATTCTCAAGCCCCCTTTTGGGGCCCCGT 

TGTACCTTTTTATNATTC ANAC TTGGGAMCGGGGACNTTTNTTGTTCATTTGGTTCGAT 

GAGMCGTTMGGGNAATTTTACTTTACAGACAGGNTTTGTNCCNTTGTAANAACCTGNA 

GCCCCCAGNAGTNANTTNTN I 1 1 1 1 1 1 I AGNAAAAMGTTNTCCCCTTCMTTTTTTTNT 

T 

Sequence 491 3 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTAAGTTTTGTTTTGTGAG 

AAATAGGTAAAGACATTAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTC ACCTC TAAAAAAGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCAAGACTATGACAGATTTGAAAGAGAA 

TTCTAAAGCAGATTTAGAAGAACCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTAAAAGGGATGATTTTTACATTGAG 

TTTTTAAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGGTTGGTCCCC 

Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCCTGAGAAAGTTAAGCCAATTTAACA 

ACTATTTCC AACAT CTCTCTACCTGCTTTTCTTTAAGTATAGGGTCATGTNTTTCGTGAA 

GCCTATGTGTTTTATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GAAAC TTTCTAGAAAGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAACTTGCTGAACTTGGTGG 

AGGAGAAAGGCTTGAACTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TCNTTCCGAAGCGGGTGCACTANCTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I I ) 1 1 1 1 1 1 1 1 

Sequence 4915 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAAAAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

CTGGTCAAGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCAACAGGAAGTAATTGCCTGAGCTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATAAGACTTTTTACCTNTAGG 
ATCATCAGGNGCAAAATGAAAAGGTTGAAAAAA 
Sequence 4917 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACTTT N I I I II 1 1 I I I 1 1 1 1 I I 1 1 I I CTTATTA 

TTATNAi ii 1 1 iGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

AATGGCAGTATCTTAAAGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCAACTCATTGATTGCATATGCCTGTAGTMTC7TTTACAACAAGAACTTGTCAGG 

TTAAAATTATAAATGACTTCAAAGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

C AGGG ATGTCTAACTCAGGAAAGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGATTTTANCTGMNAAAAATCCCCCTTTAACTTTGACTGCTTGGGGCC 

AAAMCCNCTTCTGGNTTATTCTAhrrCTTTAAGGACCANTTTTTAGANGAGNAAATTNAA 
ACCCCAAAAAA 

Sequence 4918 
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CCCT7TGGCCGCCCGGGCAGGTACAGGCCAACATGATCAAAGGCATGCTGGAAACAAGCG 

TATTAMGATCAGCTTGGATCMGCTTTCATTTGCATCTGCCTGAACCGCACATATTTNA 

GTCTGAAGGGAAMTTGGTAATCAAGTTGAGAAGTCTATCAACAATGCTTCCTCAGTTTC 

AACATCCCAAANAATTTGTTGTAGGCCCAAAACCCATATTTCTAATAAGTATGGAAATAA 

TTCCCTCCATTCTTCATTACTCACACAAAAATGGGAAGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACAATGAAGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCC 

TGTGGGGCTGCTCCCATGMCGAGAGCGMTTTGCTGAATGGTACTTGTCMGATTnTT 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGMGCGTGCGGATGTAGACTACATATTTCAGAMGCTTTTCAAGTCTGG . 

AGCGATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAMGGTGGTACCTTAGCCCATGCTTTTTA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGTCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAAACTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTAAT GGGCAC CMGTTTAACAGGGCAGACAATATTTGCTTCTGCATTCACACTTA 

TTCMTTACATTTTTTAAMAAATGATGCTGCTTAMCTATTMTGTTTTACCAAMAAA 

TMTMTTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

AAC CAAGA CAAACTCAAATTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTTATTAAAAGGGCAAACATCATGAATTAACCCAGCCGCTTACTTGAATTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 

Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 
GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 
NAAAAAAAAAAANNNMATTNCCCCCNNGGGGGCCCCCNCTTTTTTNGNCCCMTTTTTT 
GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 
ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGAAGGGTCTTGTGTTTTAATGC 

CMTAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 

GGGCN 

Sequence 4924 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CMCAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTCGAGCGGCCGCCCGGG CAGGTAC I II I I I I I 1 1 I I I I 1 II I I I 11 I 1 I I I 1 1 1 AA 
H M 1 11 I I II 1 M I | M I 1 I 1 1 I M M M I f 1 1 I NTNTTNG I I I III 1 1 I I I I II I NTT 
TTANTTTTNNTTTATANNTTTrTATNTTTGNNANAAAM 

NNGNTTAGMNTNTTTCNNCNCATTTTTNATTTANGGANGAGMAGGGNGNTTTTT^ 

MNAATTAGAGTTNTNTNMNGGNAGNANTGNNTTTNCCCTTGTAAANCCCTAANAATTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

CCTCCCNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTTTNNNGGTTATNNACANNANCTNTTTTCNNAAAMMNATNTTTTCCCCCTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I I I 1 1 1 I I 1 1 1 1 1 I AAAA AAG AATTN N G N NT 

GNNNGNGCC CAAAA AAAAMNAAGTTNGGGNTGNNCTNCCNNNTTANNTAAAATTTTTTG 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTAAGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAMCCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAAAATTGTTTTAAAAAGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGmGGGAGGTTGAGGTGGGMGATTGGTTGAGCCCAAGATTT 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I M I I I I { I I 1 I I I I I I I I I I 1 GGGI I I I I Ml 

I I M I I M I I I II M I I I I I 1 1 I I 11 I I I I I NNAAAAAANNCCCCNTTTTTNNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAAAAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCCATCA GATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

I 1 1 M I I I I 1 1 1 M M H I I GGG AGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

MGGCATACAGGCATTTTTTTAATTAAAMTMTMTGATMTGATTTAAAAAGTCANAA 

AMTTGATGATCTTTGAACCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

TNTACTGC1TGGGTTCCCTTTTCTCCAACTTGATGCTTGGTGGATGCCGCTTGGCGCTGC 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I J I I I I II 1 1 1 I I I I GAGACAGTCTTGCTCT 

GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 

TTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC 

GCCCGGCTMTTTTTGTATTTTTAGTAGAGACGGGTTTTCACCGTGTTGGCCAGGCTGAT 

CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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CATGAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 
CTGAMTGCCTTTGGTTTANAAATGGATGMGGAGAGGCCATGGAAATATTTANACCTTT 
TGGAGAGATCGAAAGGACAGGTGATTTATCTCCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACMTTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTAATTATCAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANNNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 
CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGTCCTCCATAGTACCTCGGCCG 
CGACCACGCTAAGGG 
Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGATCCTCCCTCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCMATTTTTTGTATTTTTAATAGAGATGMGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACAAGTGTGAACTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTCATTTTCCACGTGTAATATAGCANATCATTACACATTCCT 

TTTMCACTGTGTTCACTTGCCTTTTGGAATMCACTCANTCTTTGGTCTTATCCTACTT 

CACTGGCTGCTCCTTTTCCGTCTTTTT 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N I I M M I M I H I I I I I I H I il I I AACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GMGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAAAMTTAATCTTMTACTAAAATATTTATGAATAAATTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GMTGMTTG AAGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTAC I M I M A 

MCATTTAAMTTTTTCCATAATAAATGGNTTTTAAAAAATGCNTTNTTACACTTCACTT 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 

AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 

GAMGTNMCAAACAAAAAACTAGTTCAAAGCTTTGTTTCACAGTGGGCANTNTNTTANC 

GCCMCAAMCMCCTCMTTTATTGCTTCTATTTAAAAATGTTTTMNTTTAT^ 

TTAAAAMAMTMTATTGTTCCATGANACATTCAMGTTGCCACTTGGCCTTTGGGGTT 

CACTGG NCCTTT TTNTTCNCTGCAMCCTTTTNCCTGCCAATTGGCCCTGAANAAAAAAC 

TTCANGGTTTTTAAMCCMCAATGGCCNCGGTACTGGTGTTTTMCNTTTTMTNTT^ 

NCNMNTCTGTNGGTNAMAMCCTTTTTGGGCCCNCCMTTTTCMTTTCTTCI M M I 

AAMATNANCCTTTGGGGAAMTTTTAAAAAMMNAAAAATTTNCCTTAAGAAAATGGG 

TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGCTTGAGGGGGACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGAACGGCTGCTTTTGGMGACTATTGCCCAGMGAMAGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCAAAGTGTCTMCTTTAGTTTCATCAGATTAAGAGCTTTAGTGCCT 

GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 

TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 

AGGANANANANAGNGGGGATTTTTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 

AANGGNANCCNCCAAGTACNGGGNNCNCAAAAANTNTTTNGGCCCNGGNTTNATNTNNTA 

GGCCTTAAAAAAAAAAAAANTNNCCCCGGGGGGGGGGGGGATCCCTNNAANCCCACTNCN 

TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 

ANTAACCCC NTTGC NCTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 

AAAAMAAANTTTTTTNNCCGGGGGGGGNTTT 

Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTC1TCTTGGCA TTCATC TTGAACATGACCCAAATCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCATTTTTCTTCCTTAT^ 

AT1TGTAAGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCMCTTTGACAGGCTGAGTATTCTTCTATTTCCAACCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I 1 1 I M 1 1 1 I 1 1 I I I 1 1 i J I I I 1 NGG 11(111 1 
i u 1 1 I l l l I I I I I I I I I I I I I I GGGNNAAAAAAAAMNNNNAANTTTTTTTNNNNNNNN 
NAAANANNCCCCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGN N I H 1 I ) I I 1 IN AAA 
CCCNNi 1 1 I I AAAAAAAAAAAAAANCCCCCCTTTTTAANANNNAAAANTTTTTAAAAAAA 
AAAAAAAAAANNCN A AATTTCCCCN ^ NTTTTTTT AN AN N AN AAA 

AAAAANN I M I I I I I AAAAAAAAAAI I I I 1 1 1 I I I 1 1 CNNNGANAAAAAAAAAAAAANNC 
NCCCGGGNN TTTTTTAAAA NAAAA AAANTTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 
Tl I 1 1 I I I I I NAAAAAAANNA I I I II 1 1 I NNNAAAAAANNCCCCCCNAAAAAACCCCNTN 
NAAAAAAAAAl I I II I I NANNGGAAAAAAATTTTMAAAAAAAAAAAAACNNTTTTNTTT 
TTNNCANNGGGNGAGNANANAAAAAAAMTTTNGAAAAAAATTTTTTTNTTTTTT 
AM NNNAAAAAM NNNGGGTTTTTTNTNCCTTTNAAAAAANANANAAAAAANNNGGGGNC 
NCC1 1 1 I I I I I I I 
Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAMTATMCATMTGMTATTATTTCATTCTTACTTTG 

TTTTTGATC TTTCA TACAAGTMAAMTGTAAAATACTACACAGATTTATAAGTGTGCTT 

AGTAATCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA 

MGGAAAGAGGTTTAATTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCfAAATTAGTCCCCAAACCAAATTC 

ATTATTTTCTTCTTAAAAATGTCTTTTACTTCCTTGMTCTGCTTCTGTATTTCCCATGT 

AMTTTACMTGTATTTTGTCCAGTTACTGAGATAMTACCTCTACTTTTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTAMTTCATTTGATGCTGTCTTCTAAAAGAACTAAAATCT 

AGCATC TCCTC TTCATACCTCCTGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTAACGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 

CAGGCTGGTATG I I I I ICCCCCTAA 

Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAAAGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAMTTMTTTCTCATTTTTTGGTCAGGTAGMTTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTAACATTCCMGCTTCCTTTNCTTTTTTGGNCTTTATG 

MTATATTT ATATG GGCNGAATTTAGATTMCAAAATTGATTGGCCCATTCTTTACTTTC 

CCATTTTGN TTTT CTANAACCCACAAAAGTTAAAACTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGMGGTTCNGNCCCAAAAACAMCACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGAAATTTATTTAACCGGTTTTTGGTGGGNGGG 
GGGI I I I I IGGG 

Sequence 4757 

ACCCTTTTMCAMGGAMGTGGGTTTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTT CTCT AAGTGAAATTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTGTTTTCCCTATGCCAGAGGGATATGAATTTCCTTCTTAAATAAACCCTTAAATAA 

ATAMTTTAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTTTTCAACACTCCTCC 

CCCTACTCCACCGGACCTCMCCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCAAACGGGCTGCAGAGATGGAGCTTCAGGCAAMCTTACAGCTTAACCCATTTTCAA 

GCAAA ACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTT1TATTAATATTTGCACATGGGATTGCTAAMCAGCTTCCTGTTACT 

GAGATGTCTT CAATGGGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAMNGGGTTWCTTTTTTAAATGTTTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCAATATCATGTGA I I I) I I 1 I CCTCCCCTTTCCC I M i l l IGGTT A I 1 1 11 1 1 I 

AGACTGNGCCMTMCTTTANANGMCCCTTTNGCATTTTTTNTCAm 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGAACAGCTGGGGAATTAATTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

MATGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTMTTTTTGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACT TCTAGTA ACATCATATAGTTAGTAAAGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGmGATTTTTTCTATTATAGAMTCCTTTCCCCTTTCTTM 

TTCn GAAMAAACMAAGAGAGCCMCAAATAAAAGTAATTCCTCAGAATTTATGCTAA 

TTTTGTAGC MTATM CTTGCGCATTTGATTGCTGCTTGATTTTTAAMTCAMTATT^ 

CCTACATTGCTTTTTAAGGGCMGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 

GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 

AGGGCGTGTGATAACAAANACACTTTTCCTATA 

Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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CTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 
TTTAATAATACTGATATMGGCAGCTTTTAATCTATTCACAGGAAAAGGAAAMTTTATA 
TTATCTCCTAAATATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 
GMAAAAACTMCTTTAAATMGTTMTTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCAAAAGANAAATTTTAAAGCTGGGCAGTCCGGGG 

GAGACATCACACGTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAAAAGGAGAATTGCTTGAACCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCANGGTC 

ATNGCCTGNTTTCCCTTGTTGNNMNA1TTGTTANTCCGGTTMCAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

AAGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAMGAGATTTATACCAGTMCTTTCATACATTTCTGTTTCCTTATTCTCT 

CACTTAAATTCAACMCATCATTCCTCTTMCATTTTTGCCMTGGTGAAMGTATTTCG 

TATACAAATTTACATATTCTTACTCATGTGGTTAAGTTTCTTACATGTATTTGTTGAACT 

TCCTGTGMTTGCTTATTCATATCTTT^ 

TCTTTAATGMTTTTAAGAATGCTTTATGTATTGGTGCTATTMTCTTCAATTTTACG 

TATTTGCATMGTMTTGCCT ACTTT TAACTCTTCGTGGCATACAGACATTTTTACATTT 

TATTTACTTAMTTTATCAATCTTTTTCTTTAAMGTTCT 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

C CCTTA GCGTGGTCGCGGCCGAGGTAC I I 11 1 I I IGI I I I 1 AT7TTATTTTATTTTTGTT 
TGTTTTCTCCGTGTGTGTGTTTTCCTMTTTATTTACCTCTG 

mum i AATTAMGAGCAAAGCTTTTTATTACTTTGTAATTTAAAAAACTGAAAAAAAA 
AMCTGMGAACTTTGGGGGGAATTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 
Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTAC! I I I I I I M I I I I I I AAAGCAAACCATTGTATG 
TGTMGTGTTTMGTNACCTTTTTGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
MTGAAAGCCATGTCAMTTMTCACTTGGATTGACTGCTTCATCTTTTTATTTTTAAT 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACATTACTTTGTTTTTTCAGGTGAAGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTGC AAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I I I I IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCNTCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

CNTNTNCTCMGACTNNGGGGNMAAMTTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCCTTGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 

AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTGANAGAGGGTCCAGTAAATCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

TTCCAGTAAAGTTTAGAGAAGAGGMMGCTACTTGGCTTGCTCCTTTGMGGTTTTGTT 

TCCCTCTTAACACAGAAATTAAAAGGTAGAGGAGAGATGCTGMTGATGCTTTTTTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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ATGATGAAAGAAAATCAGATGTTTGTTTCAATCAAAGTGAANCAAAATGAGAATAACTAT 

TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAATTACAGGCATGAGTCACCCCTCCCNG 
GCCCCCCCCI I I I I I 1 1 1 AATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGMTACCTCTTCTAMGACTCAGCAMAGGGTCATTTGTGCCTCTTTAACTGTTC 
TTACCAMCTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA 1 1 I I I I 1 1 I 
Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 

GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 

CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 

AATCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 

CGATTCCAGGTTTTAMTAGTTTGTAAATTTTCAAGTTTCTACACACTTTATCATCCA 

TGTGATTTTTTMTTAMGCGTTTTMTTCCTTrCTCTGTTCAGCTGTTGATGCT 

C CATATTTA GTTTTATAGGCTTCTCCCTGG 1 1 I 1 I II I I I ICGG I I I i I 1 1 I GGCTCANG 

MTTTTTTTGGTTTGGCATGGAAMTGTAAAAMGGGGAMT 

TTMTTNTGNAMTNGNNAGGGAAATTTTTTCAAAAAAAMTTTAAAAANNATNGGGCCC 

CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 
TATGAGCCATTTCATTTAGACATTTAATTATGTCCTATTTCTCTGGCTAAATACATTGAA 
AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 
TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I H M II I I I I 1 1 { I I I 1 1 M I I M I I II I II I 
I I I I 1 1 1 1 I I I I I I I I I I I I II I I I I NTCCAAAAAANTTTTTNNNGGGGGNAAAAAANNT 
NNNAMAAANTTTNNGGGNNN^^^TTT^ 

NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 

N TNTT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 

CTTTTNCCCCCNIMTGNTAAAAAANCCCCCCCCCNGN I I II 1 1 I II I I I I I It IAAAAANA 

ATTTMNCCCCCCCNGGGGGGGGNTTTTNAAMMNTTTCCAAAANAANTNGGGNNNNNN 

AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I I I I II I I I I NN 

GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 

Sequence 4772 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGACAGAGGTTCCAGTAAACGAAAACTTGAT 

TGTTTCCTTGTATATTTTCAGCGTTATGTTTGGTGGAAGMMGTTTGGAGGTTTGGACA 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 

AGA CCAMGA TCAAACTCTGTMTTCTCTGGMGAATCCATCAGGCAGGTACMTTTTTT 

TTTCI Mill IAGTAATAGAGTTCTACTAATGGGMTMTGGGATTTTTTGGCGGGGGAC 

GGGAGGTMCATTTTGCTCAATTTGG 

Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I II I I I I U I GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGC^CACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTAATTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTCTTGAACTCCTCACCTCAGGTGATCCGCCCGTCTTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

MMCCCAA MAA AAACTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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CTTTTGACAGCNTTTTNAAAAAATAA 
Sequence 4774 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATAATACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGMGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTMTG AGCTTGTGTGTTTTTGTCATTC I I I I IICII I M 1 1 GAAAAAACAATAGAGTC 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCMCTGCCAGTCCTGTCTCTTCAATTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGAAACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCACAGCAGTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTAATMTTGATGTATAAAGAACACCACTTCCTTACAGMCTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I J I I I I I I I I I J 1 1 1 1 1 I I J 1 1 1 1 1 1 1 1 1 1 N 

NNN I I I I I I I I II I II I I I I 1 1 I 11 I I 1 1 I I I I M I I 1 n 11 I I I II 1 1 1 1 I I I I I 1 1 1 1 

I I I I 1 1 I I H I I I n I 1 1 I I I II I N I I I I 1 1 1 1 1 II I II I JNNTTTTNANNANNGNNNNG 

GNNNTTNNNAATTMNACCAAMANAMNGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCCNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACAAAATNNCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

AAAGNNTTTTGGGNAGTTTATAAAAANTNNNTANC 

AAGCNMCCCCTTNAANCMTNNAATNGNTNGNGGGNAAAMNTTTNTAAAANTTTTNNC 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 

CANGGNTNNAATTNMCCCCCNTTTTNNAAACAAGANCAMNCAMTTNTNCCCTTTNAA 

ANGNMGGGCTTTNAAAAATTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 

GGAAAAGG 

Sequence 4777 

NGGGCGAGGAGGGCGGCCGAGNAANNAAAATNTNTmNTTTTTNTCTGACCNTGAAGCC 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGAATAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCMCATATAAAGGNTGANTTTTTTCATGAACGGGGAAGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGAAGGGGCGTNTTMGGAMGCCCTNTGCTCCMTATTTTTTCTTAAA 

Sequence 4780 

AC 1 I 1 1 I I M M J I 1 I M M I H I I J I NANTTTAAAAAANGGGNAAAANGGG (HIIIM 
TNNNNNTTAAAAANTTTTNNCCCNGNAMNTTTAANCCCNNCCCCCCAANAAAAANTTTT 
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TTNGGNMNTTTNCNTTTNAMAMNNANAAAAACNTTTTTTTNCNGGNCCCCCNNAAAA 
AAANGNNTTNGNTTTTAAMCCCNNATTTTAAAAAMNTTTCCNANNAAAAAAAANCCCC 
TTTNAAAAANTTGNGNNTTTTTCCCTNNTT^ 
. Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTATAATTTATAI I 1 1 1 I CCTATAGAGGCTTTT 

CTATTTATGTGTATTCCACTTCCCCATATCACTMACTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

TTTCTTTGAACATAGTTTCCACAGMTTCTTCCCTGTAGGGGMGGCCTGGGCACTTCTT 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTAACATAGCGAGACCTCGTNTCTACATTAAAAATTTTAA 

AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I 1 1 1 1 I ) I I I I 1 1 I ) I I I I )) I I 1 1 I I i 1 1 
M I I I I M I I I I I I I I I I I I I I I I I 1 1 1 1 I I I 1 1 I I 1 1 INNI l II I I » I I I INNNNANNN 
ANNTNNNTTTTN I 1 1 1 1 I I I I N I NTTNTTTAANAANN I I I I I 1 1 1 NNTTTN7TGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
ATNTNCTTACCTTGGATTCTTGGCTTAAAGTANAAG I I I 1 1 I I I AANTTATNNAGGAAAA 
CATTTTTTNTAAAANTTAAMTTNAACCCACTTTAMTGCTTCAAAAANAAANCCATNCC 
TTNCATTGTNATNNNNNNNAAAAAAMAMTTNACANAMNCNTTTTTCACTNAATACTN 
NTTTANNNTTTAAAAATANTTTCMNANAAAATTTNNNCNMNTAGNNGGGNNNAANTTT 
TN NTTTANT ATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGAATAGAACTGTGCAGA7TTAAAACATTTCTAAATAGCA 

AAATACTTCATMTTGAAMTTCAGAMTGAGCAGCTACMATTATTGAGAATTTAAATG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTA ACCTG ACAGGMTTMCTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACMGCTACTTTTTCTTCTGTCCCT7TAACAAAT 

TTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGMCACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATAAATTCCTCAGGAAGAGTTTGCATGAGCATCACCTCGCAATATTCTfiTACC 

Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCMGTTTGTGTGACTAAACCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TCAAGCCAGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
TTCTTTTCCTCCTTGTTGTGGGMACAAGCTATGCMCCATTTGACATTCTGTATTTTAG 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGAACTCATGGATGCTGATGGGTTGGATTTTAACTTTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

MTAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 

Sequence 4789 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 
TTTGGGATWGGTTTR 

TGCA GCTG I lltllll I CTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGA7TNTNATC 
TTTACTTTTCTCTTTATTNTGTGCCTTGGN^ 

GGCCCCCTCCTGCTTTG TTCTG CCATCTMGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCAACT1TACTACTTCTTNMCATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGMTTTTTTGGTCACCTNATGTTAAAGGAG 

GCNCACTTNATNCTNAAACTTCAAGTAACTTGTGCCTTGCCTGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTAAGACAAMCAATGGGGCCCCTTATTTTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCMGAGCTTTAGAATTTGGTTCTCAAGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

AACGTACCTATTCATCTTANAATTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AAATATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAAAAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNAAAMNGNMNNCCNTTTTTTNTTNNN 

NANNTCCGNTTTTTNGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTN J rTTTTTT N TTTTTI I 1 NCCCCCNCCCC 

CCCCC 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGAATTCTGACAAGAAACATCACAAGTTTA 

TATAMTACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGAMTGAGATMTATTTATGTTTTTGCCATAGTGATAGCTCMCTGCCACTTCATCTC 

TTrrCCTGTTCTTCTTCCGACGACCCTTCAGTCTGTTTTCAAMGCTTCTAGTTCAGCCT 

GTTGTCTTCGTTTTTCTTCTTCMGAGCAGCTTTGGCTTCTGCTTCTTTTATC^ 

CTTTCCGCTTCATTTCCTTGCACGTTGTGTCACATTCTATTGAMCCTGATTTTCACGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACMATTTCAAACCAAGCTGCAGTTACTCCTTTGA 

GACACCAAAAAAAGTTGCTTCCATATGGTTACATTGTTAATTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCAATTCMTGTCCTTMCTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTACATTTCAATTTTTT^ 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAAACTGAA7TCTAGAAAGATTATTTTGGA 

AAGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAAATTTATGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCAATGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACTTTGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGACGAGGAAGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAAAGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTAATATAGCCACAGAAATAAAGGATGGAGAAA 

AAT CTGGGA CAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 
ATTCl I I I I 

Sequence 4798 

NCCCTTTCGAGCGGCCGCCC GGGCAGGTAC I I I M I M I I I 1 1 I 1 I II I I II 1 NTTTTTT 

1 1 1 m i u 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n m m 1 1 u 1 1 ii i n i h 1 1 n m 1 1 1 ii 1 1 1 

I l I I I I i i l l I I AAAAAAANAANNNCTNNNNNTTTGGNACNCNNNANAAGAANAAAAAAA 
NAN NTN N AAN AAAAMMA A AAM ANATNTAMN AAAM AMNTNCTTATTTTTATTTTT 
TTTAAAAAAAAAAAAACGGGNGGGGGGGGGGGGGGAAAAAACCCCNNTNTTCATNTTTNC 
CAAGAAANNNNNGNACNNCNGGGGNCTTTNNCNAATNCAACCANTTTTNCCCCCCCCNCC 
GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCCAATATAGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CAAGG CCTTTTGGGMCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCAT^ 

TCTTTTTCTTCTAACMATTMTCAGCTGAGAGMGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC I 1 M I I I 1 I 1 1 1 I I i I I 1 1 M 1 1 1 I j I I < i I 

1 1 n I I I I I II 1 I I I 1 1 I II I I 1 1 1 1 1 I n < I I 1 I II 11 I I I 1 M A N) II I 1 1 I I INTTT 

TTN I I I I I I I I NANTNTNNTNTTNNNNN II I I I I I GAANNANNNACCNTAAATNCCACTA 

TTGNGGAAATMGAAAATTGTAATTGTGAAAAAATAATTTTAAGGAAATNTTACAAGTAT 

TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 

GGTTT GCAGAMGANATGGATATAGTTACCTNAGAAGAAATATTTTATGTGGGTTTTTTG 

TTTTTCGTTACTANATTTCMGGATNAAGGGGAW 

Sequence 4801 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I II I I I I I I I 1 1 I I I I I I I I I I I I M II I I 
I I I I I M l I I I I I I I I T I I 1 1 1 1 I I 1 1 1 1 I II I I NNNNCCCCCCCCCCCCCNGGGNNNNA 
ATTNTTTTTNAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN I M II II I I NCCCCCCN 
CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN I I I I I I I I AAAAAAAAAAANCCCCC 
NNTNNNNAAAAAAAAAANNTMTTATANGGGNTTNTTTTTNANCCNAAAAAAAAAAAAAN 
T NNTTNNCCC CCCAAAA I MINI I NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 
ATTTTT77TI I CNNCNNNCAAAAAAAAA I I I II f I M I 1 1 \ NGNCNANNATNNNNTNNNN 
NMAMAAAACCGGGNI^NTTNCCNTTTTNTTNANANGGGGNGC^ 
GGGGGGAAACN I I I I I I I 1 1 I I NNAAAAAAAAAACTNTN 1 1 II I I I I II I 1 1 I I AAAAAA 
MAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 
NCCCCCCCCNTNTTTTATNNGGGGGGG 
Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 

TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGAACTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAAAGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CMGCAAATTAAAATAGAAGAGMTGCAACAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTAATGAGACAGTTACAGMGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I II I II I I I M I II I I I I I ICCAAAAC 
CAAATCTTTATTCTCTAGTTTGAAMGGAGGGGTAAATGGTTGTTCTGTTTAGTTCCAGA 
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GAACAGAACMGGCCCAATAGGTAGAAATTNTAGGAAAGCANAATTCATTCATTATAAGG 

MGGATTTCTMCAATTANMTTTCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NAACCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAAAAGCCAGGACCAMCCCAGGGGGTAAMTGCCCTGGGGATCTGNrTTTTTTGGG 

AAAGGAAAMAGATTGGAAATTTTTTACMGCNGMCCGGGTNTTTTC 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 

Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGGCAGGAA C I I I i II I I I I 1 I I I I I I I I 1 I 1 1 11 1 ) 1 CTT 

I M I 1 1 1 I I II I I M 1 1 1 i I I M I II I I M I H I M 1 1 I I I M I 1 I I I 1 1 11 I AANNNTT 

I I 1 1 1 1 1 I IMNTATGMGNTTTNANNNAGTATTGTNNNANGGACNAAAAANCNNTTTNT 

GNAAMAAAMNACNNCGGGGGGGGGGGGGGNGNGTTCTTTTAAAAAAAAAAGNGTTTTT 

TTTTAAAAAAAAGGGGGGGGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 

ANNNNAANN I I I I 1 II I I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 

GTNNCAAAATANANNTTTAAAAAAACCCTA^f^TTATATTAAAAAAMNA^ITNNTTTGGGN 

GNTGGATTGTTNTTNNNNAAAMCCAAAMNNMTNTAAAAAATTNNAAMTGGNNTTTN 

NGGNGNAAAANNACCCNTNTTTTrTTCNNANCAMNAAAAAAAAAAAAACNTTTNTCNAN 

NTGAAAAATATNATNN I I I 1 1 1 1 CNCNCCNCCCCCAAAAAAAAAAAATTTTNTTTTCNGG 

N GNTNT GNNGGGGGCCTNTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 

NTTTTT 

Sequence 4807 

GAGCCGGCCCGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 
CCGAGGTACTTTTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 
TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 
AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTGTGAG 
Sequence 4808 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

CTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGTGGGATGAAGTGCTTTCACATCTTGTGGMGGACCAMTTTTCTGAAAAAATTGGAAC 

MTCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACAATGTCTGTAMGATTGCCTACAGCGCTCCTTTMGGCACAGGTTTTCTCCTGCC 

CTGCTTGCCGGCATGATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTCTTCCCTGGCTACAGCAAAGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTGNTCTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I T I 1 I I 11 I I 1 I I I 1 1 1 I I 1 I 1 I I 1 1 I 1 NNT 
I I I I II I I I 1 I I I I I I I I I I I 1 1 1 1 I I U I I I I 1 1 I 1 1 I | 1 M I I I I 1 | 1 1 1 | I I NNNTN 
TNA AAAAAAAA ANTNTGCCCNNNAAAMAMNNNNCNTTTNTTNANTTNNNNNAAAAAAT 
TTTNl I I I i I I NGNNNAAAAAAAAAANNANNTTNTTTTNTNNCNAAAAAAAAAAAAAAAA 
NCCN NGGGGNNA NANNNNNAAMAMNNCCGCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCNI I I N I I I IGGT^ATTNNAMAAMAAAMATNTCNNTTTNNNTTTTAAAAAAA 
AAAANCNNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN I I I I I I I I I I AAA 
Sequence 4810 

GCTCGNCGGCCGCCATGTGAGGATATCTGCAGMTCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTT n II I I I M I I I I I I I I I NGGG l I I I I I 1 1 I I II I I I 1 1 I I M I I I I I M II 
rTTTTTTTTTTTTTTTTTTTTTTTI I AA AAAAAAAA AAAAA A A AA I rTTTTTTTTTTTT N 
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AAAAAAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN I 1 1 I I I 1 1 1 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAA.GTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAMCTTGACAGTCAGAAAAATAACTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 4813 

GATATCTGCAGMTTCGCCCTTTAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAMTTCTCMTGTCCTTCTTACATTGTTCTMTTCTTTCTCAA 

GTTTGGATAGGMTCTMGAGAGCATTGGGTTTACCTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTTCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGAATGTATGGGGGGTGGGGTCMGCATTTTMGGGGGATCCCMGGGCTTTTTCATTTG 

AATGACAGCTTCTTTACCTATGCTC 1 1 1 1 I 1 1 1 1 1 CTTCCTCTTCNTTTAAAGGGGGAAC 

ATGGGGAAGTTAAATTTACCCMTCCMCAAAGACTGTMCCCATCTTCT^r^TTGGGANG 

GATNGNTTTTNATCATTTNACAAGANAGMTTTAMGTTTGGCACACTTCMTCCTTNTT 

TTGACCCAACTTMGGGCCAAAANMCCGAAAAACTGTTGMTGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I M I I I I 1 1 1 I I I 1 1 CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTMTTAGTTNGTCATTTGMGMTATTCCTTAACAAATGTAACATTTAACA 

TTACAAMAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAMTAATNCAAAAATATAAAMTATATAAMATAAGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCTACTTACTGNGTAGCT 

ACAACTGNGAAATAACTAAMTTCAGTATCAGAGTCTTGGATTTACMTACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 4815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I AACAGATGTAATTTCACTTA 

ACCCTTTGCGCTTTCCCTTAGTTGTCAT7TMCATACAATACTGGCTTTACTTATCTCTA 

GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 

TTGTCTTAGCTGTTAAACTGTTTTTAGTATTTTTGTTAMTATTTGCAMGGGMGCA^ 

TTCTACAGAGGATAATTAATTTCAAGAMMTATCTTGAGTTTTAAGAAATAAACATCTC 

CAGAAAAGGAGAAAGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 

GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 

Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAMCTATGTATAGGAATTCCAAAGGTMCTTT7TCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

GGTTTGMTCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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Sequence 4817 

GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 
CACCCTAAACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 
CGCAGGGAATTTGCCTN 
Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTATTAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAGCATTGATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGMTATMGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTMGTTTCTAAGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTAAT TAAA TCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTMGCCTTTTGGTGGGAACAGTTTCTCAAAGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAAACACMCMGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAMTG^ATCMTACTTTTCTGNTGGTTTTTATTTTANGA 

Sequence 4819 

AC I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 ITTTTTNG I II 1 1 1 1 1 II 1 1 II I 1 1 I 1 1 1 1 1 1 U 1 1 ) 1 1 I N 

NN i 1 1 1 i i i ii 1 1 NGTTTTNTTNTNNAAANTTNN I 1 1 I I 1 1 ATNTTT AATAAANTTAACC 

TTCTC CCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 

I l l I iNNATNAMAMAAAAAAMTN^imNTTTTTNNTATANAAANNANAATTAAAAA 

AAAAAAA 

Sequence 4820 

TCGACGGCGC AGTG TGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGG 

TGGGGGAGACTTTTGACGTGGAGTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGAAGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAAAGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGAANATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 

GTTTCTCTTCCCTTGNA 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 

TGAGGTCCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 

GGTTTTGTAATGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I 1 1 1 I I I I I I I AAACAAAACAACAAATC 

MCMCAGCAACAACMCAACAMAATTAAAAACTTTTTTCTAAAAAAAAAGTGAAMTA 

AAAAAAATTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC 

AGATTGNAGCCATACTTAAAAAAAAAAAAAAAGCCAAAAGATGATGACACATTTTTATCA 

GTATTGNGAATAAACTTGAACCCCAATACCCGAAGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTAAGGGAAGCGACCAACTTGGACTTTTNTGGCACACGATTCGCAGTT 

NTNT AAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

AAATATGGGGAGTTGGTTTTAAGCCTTTTT 

Sequence 4823 

CCCTTAGCGTGGGTCGCGGC CG AGGTA C 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 II 1 1 1 1 IA7TTTT 

1 1 1 1 1 1 1 1 1 1 1 1 n I ) CI 1 1 1 1 1 ACATTTTTATAANAGTATATAAAAAATGATNTAAATG 

GACATTTAC CGGT AAGTGGGGGGAAGGCATATATNTACGTTAAAAGGCAGGACATTTTTA 

AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGT CGCGGCC GAGGTAC I I I I I 1 1 1 1 I 1 1 I I I 1 1 1 I I 1 1 1 1 I ) 1 1 1 IA AA 
MTNGMTCACTTATTTTTTTTAAAGCCCTGCATAGAAATTCCCAAGGTNTCAAAAACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGMTGTNrrAAGGCACACTTTGTGTTNTTTGCAACATCCC 



# 
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ATGAGCMGTACATTTTATCCACTTAGGTAANAAAAGTATAATTGTAACTCAATNTTTGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

TTTACMCTTTAMTCAAACAACTTTTGGTATATTCTTAAAATTATATMAAATAGTT^ 

AGTGATAAMTGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCGNCTAAAAAAAAAAACCNAAAATAAACCCCCCCACAAAAMAG 

NTCCTNCCCGGGCGGCCGTTTTAMGGGCGMTTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAAATTTTGGCCNCNCCCMGGGGNATMNTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGGCTGTAGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGT TATAC CCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

MGTAGGTTTACATTTMCATTTTTCTTMCTACATTCACTTCTTAAAMGGM 

GTGT AAATA AGTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TA TGCTT TTAAGTCA AAATT AATATTCTCAMTTCGMTTTGATAGCTATTATTTCTAAA 

TCTTTTTMTCCTCMTTTTCCTGGTMCCTTCTTTCMGAGTCTCCTTCTTCTAAAAGT 

TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCC GGGC AGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 
TGGCATTCCCCCCATGCAAGTTTTCAGCTTGCTTATCTATGTTTGTAGCTCMGTTTTCA 

GGTCGCTCTTTGTTAGGAMGAMTTATTTTGGGGCTGCTTTTTGTTAAMGGGAAATTC 
TGCCTAAATAA 1 11 1 1 I CTAACTTNT 
Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I nTTTTTTTTTTTTTTTTTTn < GGAGACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATTNTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTMTTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAMTGAGTTCTGGCMCTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I II 1 1 I 11 11 I I IN H I I I I II I 11 I I 
1 M 1 ' m i M I 1 1 I I I 1 I I 1 I II I I 1 1 I 1 I I I i I 1 I 1 1 I I 1 I J I I I 1 I I I I I NGGGGGNA 
AAAAAAAN mini NNAAAAAAAAAAAAAAAAAAAAAAAAAANANANTG I 1 I M I I I I I I 
TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN I I I I I I 1 I I I I I I I NAA 
AAAAAANNNNNGGGG GGNAAAAANN CCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCCI I I I I 1 1 1 1 I NNGGGGGGGGGGGGGGAAMAAMAAAATTTTTTT 

rrm inggggggngnnaamamaanccccntttttncccccccccccmaannntttt 

NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCANNGGGGGGGGGGG 
GGGGGTNCCCC 

Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCAACCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTT MTATA ATTATGACCATGCTMTGTGMTTCTTAGGCTTTACTATATTTACAACAG 
CACAATTTTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCTTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 

(3GATCACTTG AGGCC ACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 

ACAAAAACAAGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 

CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGGGCAGGTACTMTTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAAAGAGTAAMTTTTAAAAMTGMTTMTTTACATACAAAAGCAGTGGCATT 

GMATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCMTT7TCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 

GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 

AGCAGTGGCATTAGATTCTCATAGGAGCATGAACTTTATTGTGAACTGCACATGCAAGGG 

ATCT AGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTAATCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGGGTCCCTG 

GTG CCC AAAAAGTT AGG GG AC 

Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I M t I I I I I I I 1 1 1 I 1 1 I I I I I I > AANTTTTTT 

' n 1 1 I n I I II I I I 1 1 I I I 1 1 1 1 I I I INI I I I I I I I I I I I I I NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACGGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGAMNNTNTNNGGGGGGGMCCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCATTNGG 

GGGG GCNCTA AAMTTTfvnTNTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNTTTTTTNNGGGGGGGGGGCNAAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

AAAMAAAAMNCCNTAAAANTTTTTNGGGGNAAAAAANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNNGGGGGNGGNANNAANNAAAANNNNNNNNNNNNNTNTT 

NTTATNNANNNNNNNNNNNNNNNNNNNNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 
Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCAATCGGAGACACTTTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAAACATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

TACTAAGGGAATAAGCTTGCGGCCGCACCAAT I I I I H I I I I I I I I II M I I 1 1 1 1 ICAA 

TGCTTTTMGACCTTTAATAATGCCCACGTGCCCTAAGGTTGGCCCTCTTAACTCCCTCA 

GCTCTTTCTGGCTTTAAGCCATCACCCCAGGTGTGCAGTTTATGTCAGAGGGGCCATCAG 

GTAGGGAAACTTATCAGCTGCTCTAAGAGAAAAGGCCGCCCTGCTATTATCAGTGGGCAC 

AGGCTGGAGCTCACCCAGCAGGGGCTACAGTCGGGTTACCTGNAGACATGATCCCCTGGT 

CCTCTGAGGGCCTAGGCAGGACATGGGGGAGGACACGGCCCCCGGNACAGANTCCTCTGG 

CCAGGAGCANCCTTTCAGGTTGCTCTTGNGTGCTANAAAAAMTATTTTCTCTATGTGCC 

ATGTCATGAAAAAGACAAAAGCACTGAGTTAATGGGATGNGGAAACTTTANCCACAGGCT 

TTTN TGCTG TGAANAMGCATTTTTGCATGTGAACAGCTGGANCANGAGGCTTAATGGCA 

NTGCTTTTTCAAAAACCACAACATTCCCCCAATCCCTNGGCANCTACATTCACCTATNCA 

TTTATCCTTCCCTTACCCTGGCAAAANTTTATTGNATGCCTACTTTGCCCAAGGCCCATC 

TTTATCCCNAAACAAAGTGAANACCCCTTAAANGGGCAAATCCTGGGGGATTTNGGAAAC 
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AAAGNCCCAGGGGTNTNNGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 

TTGMTGCAAGACTTTTTGTTTNTTGGGGGGGGNATTTTCCAAMTTTT^ 

TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTM 

GGAGAGMGTTAMGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACMCACTTCATTCCGGTTTTCATTTTCTT^ 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

ACTTTTTTT1 11111)111) 111 1 1 1 1 NAN I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 NAAAAAAAAA 

AAAMNTTTTTTTNAAMNTNNNAAMNNCNGNNTTTTTTNNNAAAAAAAMA 

MNTTTNAAAAAAANNNNTTNNNNAAANTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 

NNNAAAMAANNCTTTTNNGGNNTNCCCNAAAAAAAANNAAANNCCCCCCCNNNCNGNNT 

TTNAAAAAANCAAAAAAAAAAANGGGGG 

Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCAAAATCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGGT AAAA TTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCAAAGAAAATmAAAAAAAANGGAGAGAGAGAAACCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAAAGGGAATAAATCCATTTGAAAATTAGAAAAGAGGAAT 

TGGGAAAAGGGAAAAAAACTTATTGGGTTTTANMGACCAGCCTTGCTTCCNTTGGAGGG 

GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAAAAATACCCT 

CCCTTTAMCNGTGGATTGAAMTGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCA AAAAT CCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

G CCTCC TGTGATTTTGAAAGCCATTGTGAAGGAAAACAATGCAGTGAAAAGAAAGTCTTT 

CTlTTTAGGACAGATATTATTGCATCACATTTAmATCTTTCTGGGNATTm 

CTTMTAAAAAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 
AAAAAAA 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTNrTGTNTNCATTNTNTTTTTTAAANAATCATCA 

NGACTCCTTATGAATNAANTNCATTTGCTGTNTTGTNCCAAAACCATATANCNCAGAAAA 

ATCAMACCATGACANGACATTTTACCNTTTMNTACTTNNNATAACTAANTACTCTTTA 

MTATT TTTATTTCAATACTGTGGATGGAMTGAGMGCATTCTAAATTTNAGTTAATAT 

ATTTTTATGAANATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTCNTNNTNATGGACNTATNTANGTTANCTMTTTGGCCTTTTAAAAAANGNGTANNG 

TTGTTTATTATAGCTACTTTCAAGGGMAGTTTGAATATNATTCTAGTCTCTAAAGTTCT 

TCACGTTTTTCTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAAANACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 
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TT NANG GANC 1 Mill 1 1 CCCCNTTTTTGGNAAACAAGGTNAAAAAAAGNCNTTTTNNCT 
TATTTTMTTATAAATTTTTAAMACCANNATTTT^ 

ATATTTTCTNNAGNATTGNGCCTNAAGAAMTTCNNTTTTTTNNNNTGCCCNANNAATTA 
TAAAAAl I I I I NTNNTTTTTTNNTGAATANGNNNAAAANAAAAACAAACTTN I I I I I I J J 
TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGG 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCTATGAGACTGAGMGMCAATGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAA AAACGATGCCTCTATGCAAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTCTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCT GCCT GTGTGACAGAGTGACCCCTTAAAAGANMAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAAATNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTMCCCATNTTTNCGNTGAMTNGMTTCCTTAAGTTCTTGAAAAAATNCTNTTTTNA 

ATAAACTTGC TCTTGG GTTTCOTGGGACAANAATN 

AAAAAAAAAAAl I I I i GTTCNTGGCTTTTGGCAATAATTCAAAAAAACCTTNTTGGGATA 

ACCCCTTGATCAAACMCCCGGGTTTCNAMTTTTTTTCCTGGMTCGGGNGGNCCATTT 

TGAACATTAANTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

MTNMATTC CAAAC CCCTTCCCNNCCMMNTNCNCTTTTGGGCCGGGNAANCCCNCtT 

TMGGGCNAATTTTCNNCCCNNCTTGGGGGGGGGNTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAAAAAACAAAAGCAAACAAACAAAAAAAAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

AAATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCAAGTGCAGTMCCAGTTCMGTTGGAMGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I I I I I I I I I I I I I I I I 1 1 I I I I I ICTTTTTT 

i m 1 1 1 1 m 1 1 1 1 m u 1 1 1 1 1 1 1 1 1 1 m 1 1 u n 1 1 1 1 1 1 1 1 1 1 1 n n 1 1 m m i m i 

I I M I I I I I I I I I I I [ I I | I I l I I I NAAAAAAAAAAAMAAANCCCTTTTTTTTNAAAAA 
MAAAMAANNNTTNATNNCNNNTTNAAAAAANNMNAMANANNNAANCGNNTTTTTNA 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I J I I I I I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACMCTCAAMGTTCTTCACAATTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAGI I I I I I I I I AAACAGTGACATCTNTTGGGAAAAATGG 

ACTTMTAGGGMTATTGGGACTGAGTTCCAGTCTTTTTTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC 1 I H I I I I I I 11 I 1 I M NN I I 1 1 1 I I I I I H 
» n I > 1 1 I II U II I I I I M I I II I I I I I I 1 I < I I 1 I I I I 1 1 1 I I I I I I I 1 NTNTNNNTT 
NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 
CCTTTANCNANMCAAAACACCATTCAGGATAAAMCTTAMTTCCMNTTTAGGGANTT 
AAGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 
TCANANNNNGNNANAAGNNNGAAANCAANNAAATNANAAAANNNNNNAATNTTNTNCCCT 
TTTCCCCC ANTTTTAG N AAC AAANTN AATTTTN AN AAAAAAAAA 
Sequence 4847 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I \ 1 1 1 11 M I II I I 1 1 1 1 1 I I f f 1 1 1 | f 1 1 1 

T1 1 I 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I I 1 1 N J 1 1 1 1 1 H I NNNTNNNNTTTTNC C I nTTTTTTT N 

A NNTTT GGGGGGGNNNNNNNNANmTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 

A^^^TTTAAAAAANCTTNAANTNGNTN^^^TTNGGGGNCCCCCCNAAAAAMNTGGGGGAM 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I M I I I I 1 1 . 1 1 I 1 1 1 1 I I I I I I I I 1 1 I I I I 1 I 

I M I 1 1 1 M I I M I t I » I I I M M I I I I M M I I I G I M 1 1 M I I I I I M I I I M I M I I 

I I I I I 1 1 1 I I I I I NNNANGGNGNNGGGGCNNNCCCCN I M I 1 1 1 I I I I M I NTNAAAAAA 

AAATNTCTTAAAAAAATN I MM IT I AAAAAAANGANAAAANAANNCCNNNAAAAAAGGG 

GGGGGNAI I I I I I M I I I I I I I NCCNCAAAAAAATTTTTTNTGNNGNNTTTTTTAAAAAA 

AAAMAMNTNAN CNNNAA TTNANCCNNGGGGGGGGGNNNAAAANNTTTTTAANNNANNN 

NNNNNNNNNNNNNTTTTTNAAAAAAANAANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 

AAAAANCCCCCCCCNi T I 1 1 1 M M I I NNTAAAAAAA A AAAAAAAAA 

Sequence 4849 

CCCTTTGAGCGGCCGCCCGGGC AGGTAC I M Jl 1 1 1 I M I 1 M II 1 1 I I I M I M 

I ) I I I M I I I I I I M II I I I I Hi I TAAAAAAAAAAAAANCNT T I M II I II M I I J AAA 

MAAAMNNNNNNAAANNGNNNNTTTTTTNGGGGAAAAAAAAAAAAAAAAAAANCNNTTT 

TTrNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 

AAAAAAAANTTNNNGGGGGGAANNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 

NNAAAAA AGGNGNN I I I I I I M I ANNGGGGGGGGNGGGGNTTTNNNTTNNNAAAAAAANG 

GGGGGGNI I I I I M I I I I NTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 

GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 

Sequence 4850 

CCCTTTCG AGCGGCCGCCCGGGCAGGTACA I I I II I I I I I AAGAAAAATGGAATCACACT 

MATAmCAGMAMTATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

AACCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCTATTAAATATACAAA 

Sequence- 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCA 

CGAAG GCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATTTTGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TACTTGAAGCTTTCMTTTAAGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGG7T 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTAC I I 1 I < I M M 1 1 II 1 1 1 1 1 1 T 'NAN fi I I M I I T 
Tl I I I I I I I I f NNGGGGAAAAAAAAAANAAN I I I I II 1 1 I NNNNNTTGGGGGGGGGGNCC 
CCNNAANNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAAAAAAANGGGGGGGNTTTNAAANNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCNTTNAAAAAANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTTNGNGCCCCCNNNTNGGGGGGGNNNA I II I 1 1 1 1 NNNANGG 
GGAAAANAAANNANGGGGN I 1 1 I 1 1 I I I M I I I AAAAAAGNNNT I I 1 1 I I I 1 1 II I I NAA 
AA ATT A AAAAN NTTTTTTTN N N AAAAAG GTTTTTNTMN ACNTTTTTTN AAAMNTTTTT 
GNNAAAAANAAANANGGGGNNNTTNCCCCCCNTTTI^^ 

TCCCCNTTTNNAAAAAAAAAAAAAANCCCCGAANG I I M I I II I I I AAAAAACCCTTTTN 

AAAANTTTTTTCCCCCCCC 

Sequence 4853 

CCCTTNGAGCGG CCGCCCGGGCAGGNA C1 I I I I I I I I I I I I I I ) 1 1 1 I II I I CTTTTTTT 

I I I1MI 11 III H I1I I 11M I M I H II I 11 1 1 I M III M IN I M I HMHI I I C 

CAAAAAAAAAANNNNCTTNmATNNANGGNAAAAMNGNTTTTTGGGGGGANAAATNAA 

AAANGGNTNAAAAATTTTTTNTTTTTTAAAMNGCCCCTTNCNGGNAGGGGGGNAAAAA 

AAATTNANNAAAACNAAAAANTTNCCCTTTTANAAAAAAAA 

Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATTrTCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGTTTCCTCACTGGGAGACAACTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGMGTGGAGGTTGCAGTGAGCCMGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGAMTGCTCCCTTTTTMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCCTTACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 

TTCACTCTGTAMTCATCACTMGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 

TGTTTMTGCTTGMGGATGGTTTGGGAGGCAGGGMTCCTTTTCTTAAMCACCTTT^ 

TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCAACC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTrTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATTMGTTTCCAACACATGCTTTTT 

GTGMACATGTTCAMCCATAGCATTTTCAAATTCCAAAATAAGATATCCCTTACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAGCGGCCG CCCGGGCAGGTAC 1 1 I I I I I I 1 I I I I IN I I I I I NGGNTTTTTT 
I I I I 1 1 I 1 I M I I 1 I I I I I II I 1 1 I I NNGGGGGNAAAAANAT N 1 Mil) 1 1 NTNANNNNN 
MANNNNNAAANNGGGGGGGGNNNNNNNNAAAAAAANNNGGGNNAANNNTTTTTTTNGGG 
GGGGNI I I I I I I I I NNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
AANAAAANGGGGNTCCCCNCNNAAAAAAAANTTTT 
Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCT GCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTCACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4860 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAAATAAAATGTTTTACATAMTMGTGTTAAATTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCMTTTGGGAAMATCTCACMTTATTMCTCTTCTCAGTTACATTTATTTTTG 

AGCATTTMATCTACTATACACCAGTTTGTAAAATTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGTGCTGGGGAGGTTTA 

MTAGCACTTAAAGMTATTCATGAGAGTTCTGAAATGAAGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGAAGAACMAGG GCTCM CCCTGATAACTCTAAAATTTGGGATCTTGTCAAA 

TTMNTTTCMCATTCTTTAMTTTTACCCTNATCCTTGTTTTCTTCG 

NCCTTTCTGACTCTNTTCCGCTTTTGGGTTGGTCTTCTAACAGTAAGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCCCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 

TTCCGCCCTTTCGAGCGGT CGCCCGGGCAGGGACTTTA l I I I I I II < I I I 1 1 i I I I AAAT 

Ml I IN Ml III! I Ml I I I I I M l I M l l l l I M il II I I I I I | | I MU I U Mi ll 

I M M I M I II I I I I I 1 1 I I I N I 1 1 I I I I I II \ GNNGCNNNNNNGNNNNNNNHN AAAAA 

AAAAAAAAAAAAAAANNNANATNTNNC 1 1 I I I I I I I I I NNAAAAAAANAAANTTTTTTTN 

NCCNNNNGN^NNAANA^^ 

AANATN ( I II i I AATTNNAAANGAAAGGGGNGGAAAAAAAAMAMNNTTTATTNTTTTT 
NNTNTTNNNAAATAMAMANCNCCCGNGGGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 
NCNNCAAAAAAAAANNANAANI MM 1 1 TNNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 
MNANAAAAAAAAAAAA 
Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TAATTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 
339/599 



CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 

AGACTCTTTGAAGACTTTCTTGMTTGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 

AGCTGAGTATCMCTTGCCTTTCTGATAGAMTGTTTCTTGTGCCAGTTTTATTGTTGAG 

ATATACTATTTTTTTCCTTTTTTAATTCAGI llll I AAAAAAACAAATGTATTGTGGCTT 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATAATTGTGGTA 

TAGTGACCAATAGATGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 

CCGGGAGTAAAATGAGTGACCTCAGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 

GAATATGGTATAATmAMTTTTMTGCNAAAATTlTMTTTG 

Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAMTGACCTCCCAGATTGACTAGTTTTGTMGGMCTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCAATGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGCGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCMGCTTGGGCCGTAATCMTGGGACATAGCTTGTTTCCTGTNGTGAMATTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I 1 I I I I I I I I II I I I 1 1 1 NNI I M I I I II 
I I I I 1 1 1 I n n I I I 1 1 I I I I I I I I 1 1 1 I I I I 1 1 I 1 1 I I 1 1 1 I I I I I I 1 1 I TGANNNNNA 
AAA AAAAA NN I II I I I I I NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTN N AAAAA AAAAAAAN N NC AAN N ATTTTTTTTTN AAA AAA AAA AAACNC AAAA 
ANGGGNNCCNNNTTTTNNNNANNNAANAANANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG I I I I I I I II I N AAAAAAAAAA 1 1 I I I I I I i I I I I I I NTCCNCCCNAAAANNAT 
NATNNNTNTTTTTTNGGGTGNNGGGCCCCCCCCCCCCNNAAAAAAAAAAAANTTCTTTTT 
TTTNNCAAANNGNGGGGGGG I I 1 1 I I I I I I I I I I I I I AAANAAACNNGGGGNNAAAAAAA 
AAAANAAATNTANNNGNNCCCGCN I I J 1 1 I I I 1 1 I NCCCCCCCCCTCCCCCNNNNGNGNN 
N AAMANTTTTTTTNAAANCCCCCCNCTN I I 1 1 1 I 1 1 1 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACMTTTGTTTTATTATGTA 

ATTGATAAAATGGTGATGTGTATTAATGTTAGTTCAACCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAMTAATTTTGTCAGTGTTCACCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAAMAAAAAGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGTTT 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCACTTGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCAANNNGGGNMNCCCCTTNTTTNNTAAAANTNCAAAATTT 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGNGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTMTTT 

CGCATAGCTTCCCTAGTMGTCGTTTAGGTGGAGGCCGCTCGCCAMTTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAAACCACGCGTCCTACTACAAAGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCTTTCTGTGCTTTTATCTGTCACGACAGGMGGTGTGGAAAGTTTATA 

TCGTTTATATCCTTMTTTGACTACTCTTGGATATTAAAATCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAA7TACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGMCTGAGAGTTCTTTGAAAACCATTCCCMTAAAAACTAAATGAAAAATAA 

ATATAAMCAMGCTTAAAMAATATGCATTACCTGACACCAACCTTTTCTGGCTGACAA 

TATTTATTCATGAAMCATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TMCTAGGGGCTGAAGCAAACTAGCATTTAGGATGCAMCATTCTTGGATTTGTGATGTA 

AACTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTCTTTAGCTTTCACAAMCATTGGTCCACAMTTAAATTTTCAAAA 

AGT 

Sequence 4872 

NCCCTTCGAGCG GCCGCCCGGGCAGGTAC I nTTTTTTTTTTTTTTI I GG I I 1 1 1 1 1 I I I 
I 1 I 1 1 11 1 I 1 I I 1 II I I 1 1 1 1 1 1 I I I 1 i I 1 1 1 1 1 1 I I NTT AAAAAAA I 1 i I 1 I I 1 1 I INA 
AAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAG NAAAGGAA I I I i If I I NTNT AAAAAAA 
AAA'I I M II I I INTAAAAAAAAAAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 
NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
AAAAATNAGNNNNTGNGGGGGANAAAAAAAAAAAAAAAANCCNTTTAAANNAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNT^TAAAMAAAAAAMNAACANNTAN^T^^^"GGTNNANAAAMAAAAM7TTTNTTN 
ANAAAAAAAAAAAAMAMTTTTTTCCNGTGNMGNAAAANATATrTTTATTAGAAAAAA 
AAATTT1TTTTTTT AT A AAA AAAAAA A A AAN N NNNNNNNN CTTT AATN N AAAAAAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 I I I I 11 I I I I I I 1 1 11 I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAGCTATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTMTTTTTGTATnTTTGTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTAAMCMGTTTCTMTTANMCCCrTATnTACCC 

AMTGGGGTTNAGGGMCAMMCCMCCCTNATCACCCTATTTGGGGAAAAATNAATTT 

T 

Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTMGTTTGTGAAMGTGATGCMTTTGTTAT 

ACATTCAAATGCAAATTAGAACTAGCTGCCTTACGATGAGATTTCACTGTC A I I 1 1 I I I A 

GCACCCTAATTTTTGTCGGTTCTGTAGGTTTCMGTAGCAGMACTTACATCTATTTCCT 

TCAGAMATTAAGGAGCAGATATTTTMTATGCTTTATGTAAATAGGATTCTGATAATTT 

TAGCTTTAGTTAATGCAACACACTTNCCTGGGCACAACCATGACCTCTCTGAGAACTGGA 

AMTACTGCATAATTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAAATAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCMTACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATTTGGAAAACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTGTTTTTGTTTCCATTATCCMTAAATGCAAAATTTCTTCTGAGGATTTGGGCTGGT 

GTAMGTAAGTCCATGAACGACCACCCCTTTTTGGGTATCTTCCCGGACAGCAAGTGGCC 

CTGAATTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 

GATAMGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 

ATAAAAGTGTCAAACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 

AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTAMCMTCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

MTAGACATCCTAATACTMGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

AAAGGCACAAAATATGAATTCTGCAAGMGGCTATTTTTTATTGTAGTTTGMTGGGTTA 

GGAMAGCCTCAATTTTTCACTCTTAAGTCCTTCAGTACATTTTTCmCA 

TTATGCAAGTTAAGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTMGAAGTCATGTAMCGGTTAACMGCTTACCAAGGTTAGCAAAACTTTCATTGT 

AAATCAGTCTGTACTGAGCAAATAAAAATCATTA7TAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCATACTACTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TGTTACACAAACTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATMATTCTATCTTTAMTTNNNANAAAAAAAAAAAAAAAAGGGNGNCCNTTNAATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAMNCTGGTTTNTGGNNCNCTTTAAAGGNTTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCAAAAAAAMACANTTTTTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTNTNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACAATTTTTTAAAMTAMTTMGAGGTATTTATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGMTCTMACCAGCTTAAAAACAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACAAGAMTTCAGAGTAATGCTTTGMGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTMNCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAAATGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTMACTMMTGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCAAGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCCTTAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNC CTTCC CCCCTTTATGTNAACTAACCNTTATTTCCCGGGAATACCTTTCN 

MATTCCTGAACTTTTTACCCAAACCNATTTGACAGAAGTCCCNCGTTTATAMCCTTCT 



• 
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TTNGGAAAATATTTGGTAAAAGGGCCCNTCTANACNAAATNTGCCAGGGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGA GCGGCCGCCCGGGCAGGTAC I I N I I I I I I I i I I I I I I I I I 111 I I I I I | l 

I I I I I I M I I II I II I I I M I I I I I 1 1 I I NTNTTNTTTN I II I I I NAAAAAAAAAAATTC 

I I I 1 1 I I I I I I I ^^ITANAMANTGGTNTAMCACATTTTTTNTTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTTATNTAAACTANNATNNAACTTTGATAAAAACTATAT 

TTTCTTTCTTTAAAANMTTTAAATGTTTTTTCACA 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I II I I 1 1 I I I II 1 1 I I I I I I I I I M I I I I I 
> I I N M I I I I 1 1 I I I II I 1 1 1 1 1 M I | 1 1 I I j 1 1 | ) I 1 1 | N 1 1 M | ) | NCNNNNNNAA 

AAAAMNTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 
TNNAANNNNNNNCNNANNTTGNG I J 1 1 1 1 1 1 I I NAMNANNNN NAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANAACCCCCCNTTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 

AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGMCTAGMGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I II M I I I I I I I M I 1 1 I I I I i I 1 1 I 1 1 

I I l M I l I l I 1 1 I I I I II M I 1 1 I I I I I I I I 1 1 I I I I NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAAAMNCCCCCCCCCCNNAAMNNANTNTAAAMANNNTTNTTTNTAAANGGGG 

AMACNCNNTTTTNNGNCCANAGGNGGGNNAAMAAAANACCANNCNNNGNNNCNTTTTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANGTTTTTTTTTAAAAAAAAAAANNCCCCNAA 

ANNNNN GNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCN I II I M II I II ITTTNTTNTNNGNGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGG I I I I I II I CCCCCCCCNGGGGGGGGGGGNNNNG I I I I I I I I N 

Sequence 4885 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I I I I I I I M II I II I I I I I I I I I I I GTTTTT 
1 1 1 I M l l I l l I N I I I I I I I I I I AAAGGTNANANANAMTTTTTTNAANGGTNTTNAAAA 
AAAAAATTAAAAAAAANNTNNNNAANNNAANNNANAAANNNTTTAAAAAAANNNTNCNAA 

AANNTTNATTGAAGGCTTNANAAANATNTNNTNNAAGGTTTAGGGTTANNAANNNAAANC 

TTNTAAAATGAAA 

Sequence 4886 

GANAAAGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGAAG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATCTTGGCTCACAGCAGCCTACA 

CCTCCCGGGCTCAGGCCA TCTTTC CACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTTGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGMCTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTAAGCCACCACGCTTGTCCAATAAATGGATTTTAATGGAGGAGTTA 

GAAMGTTCT1TGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAAAGMGMTATCCACMTTATCTGTAAGGGCTAGCCCTTTTCCATCT 

ATATATTTGTAAAAGACTGGATrrCTTTCATATGCTTCAGCCAAATCAACATTTTAAAAC 
Sequence 4889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGMCTACTGGGCTCMNCMTTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGAAGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTN A 1 11 I I M I II I GN U 1 1 1 I 1 1 1 I IA GCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAAAMAAAAAAAGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATT^GGGGTTGAAGAGACTGGGGGMGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAAATTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTAAGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTMTTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAAACCTCCTACA 

CTCGGMTGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAMGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTAACAAGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGMTGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

AAATGCTAAACACTGGAAAAMTGGAATTTTATACATTTGTTTTCTTAMTTTTGACAGA 

TATTCTTCAGMAGTTAAAACTGCCTTCCACAAAATTTTGTGTGTATATGGCACAAGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATTA TNGNTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTTTTTATGACAAGCCTATANACCCCNTTGAAATCACATTATTAGNTCTTGTAACCACA 

AAAAAATGANAAAAAAATATT 
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Sequence 4894 

CCCTTAGCGTGGTCGCGGCCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCTTTCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCAAAGAGGCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTrTCC CTTCC ATGCCATTATTTTCAGTGGGGMGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTAAGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCMGAGTCCCCAAAATATTAATGCTCTTCCCTTTTTCTACCCTCAAACTTATAGTT 

GTATCTTATTTTTTAAAATGMTTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNAAGANCTGGGACTTACANGCGCCGGCCACCACNCCCGGNTAATTTTTTT 

G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTA C I I M I I I I M 1 I I 1 1 II I 1 1 1NAN I II I I I ) 1 1 I 

I I I M I I I I I I I I I M I I I 1 I I 1 1 1 I I I I I 1 1 I I 1 1 I NNNGGNCCCNNAANANNAAAAAA 

AAAAAAANNNNNNAAAAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAAANNN 

NNNNNGGGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 

TTTTTTTGGGGGGNNNNTNTNTAAAAAANANTNCCCCNGGGGGGGGNAAAAANAAAAAAA 

AAAANNNNNNNN I I I I II I I 1 1 NCCC 

Sequence 4896 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCAGGCAAATGTGGTTTGGTGCCTGTCC 

TGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGAC 

CTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGA 

ACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGNCGTGGACAGGACTGCAGGCTGGAATA 

TCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAMTTTGATGMTATTTCAAGT 

CAAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGNCTCTTGTGTATTGGCCGA 

CGAAGC ANGG TGAGAATAAGTGCGTTCCCAACAGCAACCIMAGAGATACTACNGCTACACT 

GGGGGCTTTTCCGGTGCCTGGCTTAAAMTCTGGAGACGTTTGTATTTT^GAMGATTT 

CACTTGTCTTNCAANAACACTTGATNGAAAATAACAATGAAGGCATTGGNCTAAAGGATT 

TGAAANCTTGGCAGACTTTTGCGCTGCTTTNCCCTCNATNGCAAMCGGAMCCCTTTGA 

CTGANGCTTAGAAACCTGGCATTNTTGCCATTGGCCCNCNAATTAATGCCCNNGGTGTCT 

TNNGGATGGGATAAAGGTGGAACNCCCTTAAAAAAGGTGCTTGTTTCAANCAACANGGCT 

N AATTTG G G AA AAA ATG G ATCTTACTT CCCCG ANMN NTTTT^JTTANT7TCANTTTTTAA 

ACCAAANAAAAAAAAAAAA 

Sequence 4897 

CCCTTAGCGTGGTCGCGGCCCGNTNTACCAGAATCGGCAGAAGAATCAGCCCCATAAATT 

TTAAAGACTTCCTCAATCGGGATACTGTTCATTAAGATTCCAGCATAAGATGATAAAATC 

ATAGCTTCTCGTTCTCTACGATTTGGATATATGGGTCTGCCATGGAGTGGTATTTTCAGT 

TCCTCCCACTCCAGCCAAGTTAAGTCTTCTGAGGGATCCAGCCATTGCAMGCAACACTG 

ATGGCCAMTC ATMG TGTGCCATATCATCTAGAAAGGTGAGTTGCCGTCTTCCTTTTGG 

GTCAMTTTCAATTTTCCCCGMGCTGATGCCMTATMTCTCCCAAGAGCTTTTTCATT 

TCCTTCTTTATGAGCCTTCTTTCCATGTTMAGGGCTTAGCCAGCTTGAGCAAGGTATTN 

TGCAGTTTACACTMCACTTAGACCCAGCTTTTTISINTCCCCGCGGTACCTGCCCCGGGCG 

GGCCNNTTCGAAAAGGNCAAAATTNNACCCCNCNTTGGGGGCAGGTTCTTAGGNGNAATC 

CANGNTTNGGTANCAAANTTTGGGNAANAAAGGGGCCAATGNTGGGTTNCCGGGGGGAAN 

ATNNNNNANNATTNNNAAAAAATTTC 

Sequence 4898 

CCCTTANCGTNGNCNCGGCCGACGTACNCNAAATACTTCATACTAAACTTTCTAGAGAAT 
TAMCTTTAATGATGGGCTCAAANNANANANAACCNGCCNACTAATTTGTTCCTGCCCGG 
GCGGCCGCTNAAAAGGGCGAATTCC 
Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGTC I M M 1 I I I I M I I I M I I I I I M I I I I I I II I I I I 
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TTTTN1 1 1 1 1 1 fl i I I I I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 n 1 I I 1 1 1 1 1 11 M 1 1 1 1 1 1 II 1 1 1 1 1 

TTTTTAAAAAAAAAAAAAAANNNCNNN I I I 1 I 1 1 I I I NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGGGGGGGGGGNNNTNTNT 

TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 

GGANNNNAAAAAAAAAANNNNGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 

Sequence 4900 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I I I I I I I I I I I I I I I I I 1 I I I 1 1 I I M ! T 

llllNMIIIIIIMIMI IIMII I IM I IIIIIIIIIM I IH I IIII I IIMM.il 

T I I 11 1 M II M I I I M II M 1 1 M M M I M I I M I I M M M I 1 1 M M M M M 1 1 1 

TTNANAMTNNATNTNATAAAAAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNNAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 
TACCTCAAATA CTTCT GTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 
GGGGAAATMGTTTTGAGTGAGAMTAMCGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGC CCGG GC AGGT GCCTGTCTGTGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGM GAGC AGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAAAGACTTTGGMTGAAAACAAATCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAAAGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTAAGGAAACAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAAAGCTTGGGCGTMTCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AAATTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 

AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTAATTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGTTTCCTTCAGCCACTTTGG7TTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCGCCCGGGCAGGTA C I IU IUIII I I TTTTTG 1 1 I I I I I IG M I I I M M 

M I I 1 1 I I I I 1 1 II I I I I I I I 1 1 II I I 1 1 M M I I I 1 1 AANCNAAATAAATNAANAATTT 

TATTTMTTATAANGGACCACNTTAMTATTANTTNAMAAATTCAGGCNTATNTTTAAA 

ANAGGNGGCCTGATAANTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 

AGTC CATTN NCGNATNNTAAAAAAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 

TTMGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I I I I I I I I 

Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAAAAGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

AAGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 

TACACTAAACAAGAG 
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Sequence 4906 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCAAGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCAACCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGAAGAACTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 

CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTAACCTGACAGGAATTAACTACTGTTTTTTT 

GTGGGGCAGAAAGCAAAACCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 

TAGTG AGAAGAAACACAAACCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 

TTTTTCTTCTGTCCCTTTMCAAATTTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTG 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 

GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 

CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 

TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4909 

CCCTTAGCGTGGTCGCGG CCGAGGAAC 1 1 1 1 I I I 1 1 1 I I 1 1 1 I I I 1 1 1 1 I 1 1 ICTTTTTT 
1 1 I M 1 1 I II H I I I 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 | | 1 1 1 1 | | | | 1 1 1 | h 1 1 1 | 1 1 1 | | | 1 1 | N 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 

GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 

MTTGNNAAAAATAMTACCAATGGCTNTTTTATCATTGTCCNTTCTTTCCCTTTTAAAN 

TTTCACTTTGAAAATT 

Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTAATGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGMCTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4911 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGT TGM GTCTTTATTGCTTGGGCTAGATACTCCTAGAMGTTTGATTTTCTAGT 

TGAGTGAATTTTACCCAANAAAACACTTAAGAAATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTGGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCTGAGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAMGGGGAATTTCAACTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAAAGACAAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAMTGTCCCT 

GTTGCCA TTGGG GTATTTTCTGAGATTTTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTG ^^23T^^ CTTTCCTTG GTTTG G ATTT ATTCTC AAG CCC CX^TTirTGG GG CCCCG T 

TGTACC1 I I I I ATNATTCANACTTGGGAMCGGGGACNTTTNTTGTTCATTTGGTTCGAT 

GAGMCGTTAAGGGNMTTTTACTTTACAGACAGGNTTTGTNCCNTTGTAANAACCTGNA 

GCCCCCAGNAGTNANTTNTN I J I If N I AG N AAAA AAGTTNT CCCCTTC AATTTTTTTNT 

T 

Sequence 4913 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTMGTTTTGTTTTGTGAG 

AAATAGGTAAAGACATTAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTCACCTCTAAAAMGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCMGACTATGACAGATTTGAAAGAGAA 

TTCTAMGCAGATTTAGAAGAACCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTAAAAGGGATGATTTTTACATTGAG 

I M I I AAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGGTTGGTCCCC 

Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCCTGAGAAAGTTAAGCCMTTTAACA 

ACTATTTCCAACATCTCTCTACCTGCTTTTCTTTMGTATAGGGTCATGTNTTTCGTGAA 

GCCTATGTGTTTTATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GAAAC TTTCTAGAAAGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAACTTGCTGAACTTGGTGG 

AGGAGAMGGCTTGMCTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TCNTTCCGAAGCGGGTGCA CTAN CTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I M I I I I I M I 

Sequence 491 5 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAMAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

CTGGTCMGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCAACAGGAAGTAATTGCCTGAGCTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATMGACTTTTTACCTNTAGG 
ATC ATC AGG N G C AAAATG AAA AG GTTG AAAAA A 
Sequence 4917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I 1 1 I I I I I I II I M I I I 1 1 I CTTATTA 

TTATNATTTTTTGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

AATGGCAGTATCTTAAAGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCAACTCATTGATTGCATATGCCTGTAGTMTCTTTTACAACAAGAACTTGTCAGG 

TTMMTTATAMTGACTTCAMGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

C AGGG ATGTCTAACTCAGGAAAGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGATTTTANCTGAANMAMTCCCCCTTTAACTTTGACTGCTTGGGGCC 

AAAA ACCNCTTCTG G NTTATTCTANTCTTTMGG ACCANTTTTTAGANG AG N AAATTN AA 

ACCCCAAAAAA 

Sequence 4918 
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CCCTTTGGCCGCCCGGGCAGGTACAGGCCAACATGATCAAAGGCATGCTGGAAACAAGCG 

TATTAMGATCAGCTTGGATCAAGCTTTCATTTGCATCTGCCTGMCCGCACATATTTNA 

GTCTGMGGGAMATTGGTMTCMGTTGAGAAGTCTATCAACAATGCTTCCTCAGTTTC 

MCATCCCAAANAATTTGTTGTAGGCCCAAAACCCATATTTCTAATAAGTATGGAAATAA 

TTCCCTCCATTCTTCATTACTCACACAAAAATGGGAAGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACAATGAAGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCC 

TGTGGGGCTGCTCCCATGAACGAGAGCGAATTTGCTGAATGGTACTTGTCAAG Al M i ll 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGMGCGTGCGGATGTAGACTACATATTTCAGAMGCTTTTCAAGTCTGG 

AGCGATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAAAGGTGGTACCTTAGCCCATGCTTTTTA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTA7TATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGTCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAAACTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTAAT GGGCAC CMGTTTMCAGGGCAGACMTATTTGCTTCTGCATTCACACTTA 

TTCMTTACATTTTTTAAAAMATGATGCTGCTTAAACTATTAATGTTTTACCAAAAAAA 

TAATMTTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

MCCMGACAAACTCAAATTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTTATTAAAAGGGCAMCATCATGMTTAACCCAGCCGCTTACTTGAATTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 

Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 

GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 

NAAAMAAAAMNNNAMTTNCCCCCNNGGGGGCCCCCNCTT1TTTNGNCCCAATTTTTT 

GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 

ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGMGGGTCTTGTGTTTTAATGC 
CAATAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 
GGGCN 
Sequence 4924 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I I I 1 I I I I 1 1 I I 1 1 1 1 I I I I I I 1 1 11 I AA 
I I I I I I I I 1 1 I I I I I 1 1 I I I I I 1 1 I I 1 I I I I I 1 I I NTNTTNG I I 1 I I I I 1 1 I II I I I NTT 
TTANTTrTNNTTTATANNTTTTTATNTTTGNNANAAAAAAATT^ 
NNGNTTAGAANTNTTTCNNCNCATTTTTNATTTANGGANGA 

MNAATTAGAGTTNTNTNAANGGNAGNANTGNNTTTNCCCTTGTAAANCCCTAANAATTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

CCTCCCNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTTTNNNGGTTATNNACANNANCTNTTTTCNNAAAAAAANATNTTTTCCCCCTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I II II 1 1 1 1 11 M I AAAAAAGAATTNNGNNT 

GNNNGNGCCCMAAAAAAMNMGTTNGGGNTGNNCTNCCNNNTTANNTAAMTTTTTTG 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTAAGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAMCCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAAMTTGTTTTAAAAAGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGTTTGGGAGGTTGAGGTGGGAAGATTGGTTGAGCCCAAGATR 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I 11 I I I I I I 1 1 1 1 1 IGGGI I I I I I I I 

I I I I I I I 1 1 I II M I II I I I I I I II I II 11 I NNAAAAAANNCCCCN I I I 1 1NNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAAAAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCCATCAGATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

I I 1 II II I M I I I I I I I I I IGGGAGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

MGGCATACAGGCATTTTTTTAATTAAAAATAATAATGATAATGATTTAAAAAGTCANAA 

MATTGATGATCTTTGMCCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

TNTACTGCTTGGGTTCCCTTTTCTCCAACTTGATGCTTGGTGGATGCCGCTTGGCGCTGC . 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I It I I I I I I I I 1 1 GAGACAGTCTTGCTCT 
GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 
TTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC . 
GCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGG7TTTCACCGTGTTGGCCAGGCTGAT 
CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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CATGAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 
CTGAMTGCCTTTGGTTTANAAATGGATGMGGAGAGGCCATGGAMTATTTANACCTTT 
TGGAGAGATCGAAAGGACAGGTGATTTATCTCCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTAATTATCAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANNNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 
CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGTCCTCCATAGTACCTCGGCCG 
CGACCACGCTAAGGG 
Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGAT CCTCCC TCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCAAA I MM I GTATTTTTAATAGAGATGAAGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACMGTGTGMCTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTC ATTTT CCACGTGTAATATAGCANATCATTACACATTCCT 

TTTMCACTGTGTTCACTTGCCTTTTGGMTAACACTCANTCTTTGGTCTTATCCTACTT 

CACTGGCTGCTCCTTTTCCGTCTTTTT 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N IIIUIHIIIIIII IIIUMM | AACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GAAGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAAAMTTAATCTTAATACTAAAATATTTATGMTAMTTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GAATGMTTG AAGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTACTTTTTTA 

AACATTTAAAATTTTTCCATMTAAATGGNTTTTAAAAMTGCNTTNl^ 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 

AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 

GAMGTNMCAMCAAMMCTAGTTCAMGCTTTGTTTCACAGTGGGCANTNTNTTANC 

GCCAACAAAACMCCTCAATTTATTGCTTCTATTTAAAMTGTTITAANTTTATTTAT^ 

TTAAAAAAA MTMT ATTGTTCCATGANACATTCMAGTTGCCACTTGGCCTTTGGGGTT 

CACTGG NCCTTT TTNTTCNCTGCAMCCTTTTNCCTGCCMTTGGCCCTGAANAAAAAAC 

TTCANGGTTTTTAAMCCMCMTGGCCNCGGTACTGGTGTTTTMCNTTTTAATNT^ 

NCNMNTCTGTNGGTNAMAMCCTTTTTGGGCCCNC 

AAAAATNANCCTTTGGGGAMATTTTAAAAAAAMNAMMTTTNCCTTAAGAAAATGGG 
TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGCTTGAGGGGGACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGMCGGCTGCTTTTGGMGACTATTGCCCAGAAGAAMGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCAAAGTGTCTMCTTTAGTTTCATCAGATTMGAGCTTTAGTGCCT 

GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 

TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 

AGGANANANANAGNGGGGATTTTTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 

AANGGNANCCNCCAAGTACNGGGNNCNCAMAANTNTTTNGGCCCNGGr4TTNATlvn*NNTA 

GGCCTTAAAAAAAAAAAAANTNNCCCCGGGGGGGGGGGGGATCCCTNNAANCCCACTNCN 

TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 

ANTAACCCCNTTGCNCTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 

MMAAAMNTTTTTTNNCCGGGGGGGGNTTT 

Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCAT TCATC TTGAACATGACCCAAATCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCATTrrTCTTC CTTAT TTTTTATGTATGTTTACCT^ 

ATTTGTAAGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATG1TGTTAGTCATTTCATMGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCAACTTTGACAGGCTGAGTATTCTTCTATTTCCAAGCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC 1 1 1 ) 1 1 1 1 1 I) I II I I 1 11 1 1 1 INGGTTTTTTT 
ITTTTTTTTTTTTTTTTTTTT1 iGGGNNAAAAMAAAANNNNMNTTTTTTTNNNNNNNN 
NAAANANNCCCCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGNN I MINI I I T N AAA 
CCC N NTTTTT AAAAAAAAAA AA A AN CCCCCCTTTTTAAN AN N N AA AANTTTTTAAAAAAA 
AAAAAAAAAANNCN 

AAAAANNi M ini I A AAAAAAAAA I 1 1 I I i 11 I I [ I CNNNGANAAAAAAAAAAAAANNC 
NCCCGGGNN TTTTTTMAA NAAAAAMN TTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 
minimi i NAAAAAAA NNA I 1 1 I I I 1 1 NNNAAAAAANNCCCCCCNAAAAAACCCCNTN 
N AAA AAA AAA I II M i 1 NANNGGAAAAAAATTTTAAAAAMAAAMAMCNNTTTTNTTT 
TTNNCANNGGGNGAGNANANAAAAAAAAATTTNGAAAAAMT^ 

MA NNNAAAAAAA NNNGGGTTTTTT^^^NCCTTTNAMAAANANANAAAAAANNNGGGG<^C 
NCCI 1 1 I I I I I I I 

Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAAATATAACATAATGMTATTATTTCATTCTTACTTTG 

TTTTTGATC TTTCA TACMGTAAAAMTGTAMATACTACACAGATTTATAAGTGTGCTT 

AGTMTCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA - 

MGGMAGAGGTTTMTTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCTAAATTAGTCCCCAAACCAAATTC 
ATTATTTTCTTCTTAAAMTGTCTTTTACT^ 

AMTTTACAATGTATTTTGTCCAGTTACTGAGATAAATACCTCTACTTTTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTAAATTCATTTGATGCTGTCTTCTAAAAGAACTAAAATCT 

AGCATC TCCTC TTCATACCTCCTGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTMCGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 

CAGGCTGGTATGTTTTTCCCCCTAA 

Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCCTGGGTTCAAGCAATTCTCATGCCTCAGCCTCCCAAGTAGCTCAGATTACAGGCATG 

TGCCACCA CGTC TTGCTAATTTTTATATTTTTAGTAGAGATGGGGTTTTGCCATGTTGGC 

CAGGATGGTTTTGAACTCCTGGCCTCAATGATCCACCCACCTCAGCCTCCCAAAGTTTTG 

GGATTACAGGCGTGAGCCACCGCACCTGGCCACAAATCAGAATTTCTATTATCAAAGGAA 

GTTTTATATTAGTTGAGAAATGACTGTTTCTGACATAGTCAACCTCTCTGGTCACCATGA 

AAATGCATGGTGGCAACCATGAAAATGCTCCATTTACATATTGTTCGTTTGAGGAAATTG 

ACAACCCCAGCTACCATTGTTCTGGATCTACTGGGTTCATGCCAAATGCCCAACCCGCGT 

ACCTTGCCCCGGGCGGG 

Sequence 4943 

C GCCAGTGTGATGGGA TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGACTT 

TN I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 NNN7 1 1 1 1 1 1 1 NAACTNAAATTTTTGTAAATTATTTTGTTTC 

TTCCATGGGGATTTANAGGGACTATNTTCAMCCAGCCATAAATMTATCTGGCTATTTT 

GTMCCMTTGAGTMTTTGTTGCACAATAAGCCACCTCACATTTTTCAGCAAGAAATAC 

ATTAMTTTGMTAGTAMGACGTTACACAGTGMTTAGGACACGATTAAMTTTGCTTT 

AMTATTTCm GGGG GM GGGAC ACCACACTTNTACTCMTGMGAGGMCATTTTTAC 

ATTTCANAGGTCTTTTATTATTTTTCACACCTATTATGCCATGAATTCA 

Sequence 4944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATA 

GATGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCC 

GGTGTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACT 

CTTGATGCTGCTGTTTCGGMGAGTTGGTTGAGCGCATCCTCMTATTCCTTTTGTTCCT 

CTGGTAATTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAGGTTGGTGATGGT 

GAAATTCAGGTAGAAGTGCTGGGTGCTGGAGCTGCTTGTTGGTTGATAAACTGATGACTC 

CATTTCTGTCACATGGATGTCCACCAACTGGTAGGTGGAGCCCAACCAATGGAATGAGGC 

ATTCAGGGTCTTATCTAGAAAGACTTGCTCCACCAGGCTGGGGTCCAAATTGGAGGAAAA 

C 

Sequence 4945 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATCA 

GAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCCT 

CCAGAAACATACCGT 

Sequence 4946 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGAATGGCCCTTTCCTAGAATCAGTGT 

CTTTMCTGCAAACCAGGGGTGTCCMTCTTTTGGCTTCCCTGGACCACATTGAAAGAAG 

MGMTTGTCTTGGGCCACATATAAAATACACTAACACTAACAATAGCTGATGAGTTTTT 

GTTTGTTTGTTGTTTGTTTGTTTGATGTTTGTTTGCTTGCTTGTTT7TGAGACGGAGTTT 

TGCTNTTGTTGCCCAGGCTATAGTGCAATGGTGCAATCTCGGCTCAACGCAACCTNCGCC 

TCCCANGTTCAAGCMTTCTCCTTGCCTTNAGCCTTNCGAGTAGTTTGGGATTACAGGCA 

TGCGCCACCATGCCTNATTTTNCATTTTTATTTGAGATGGGGTTTCTCCATGTTGATCAG 

GCTGGTCTCGAACTCCTGACCTTCAGNGATCCACCTGCCTTTAGCCTCCAAAGTGCTGGG 

GATTGCMGCCTGAGCCACCGTGCCCCGGCCTTTTTTGNTTGNTTTGGTTTAAACAAAAA 

AAA 

Sequence 4947 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTAAAAACCTATTTTCCTCCCAGTTAGATA 

AAAATTCCTTGAGTCCAGGAACTATTTGATTGAATATGTATCATCATAATCTTGCTTGAT 

TTTTGACACTCACTTAAMCMTTTGMTCGAACAGAAAAAAAGCTCTAGTTTCTTTTTT 

AAAMTTTTMTTCTAGTTTCTTTTTGMTCTCACGTATTGNCTCTCTTCTTTCAGCTCT 

GGATGAGGGGGATATTGCCTTGTTGAAAACTTATGGTCAGAGCACTTACTCTAGGCAGAT 

CAAGCAAGTTGAAGATGACATTCAGCAACTTCTCAAGAAAATTAATGAGCTCACTGGTAT 
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TAAAGAATCTGACACTGGCCTG 
Sequence 4948 

ATGGATATCTGCAGAATTQGCCCTTAGCCGTGGTCGCCGGCCGAGGTACAAGTCTACCTA 

CATTATCGAAGAGGCTAGAGAAGTCCCTTTTGCCCAACCCTCATATGTGAGAAATCAAGA 

AAAGCAATGTTCAT GGGAT CCTGACAAATCTACTATATAAAGTGAGAGCCCTTATTTAAA 

mGAGC MTTrAAGTTmCCCCAGMTGTCTCCmGTTGGTTCCACAAMTGTAm 

TG7TTTTAGTGTTTAAAGTCMCAMCTGGCATTGCATTTTCCTTMCTTACATAAACTC 

ATCAGAATTACATGAATATTCCTACTGCTTA 

Sequence 4949 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGCTCTTTTACCAAGGACCCGCCAACATG 

GGCCGCGTTCGCACCAAAACCGTGAAGAAGGCGGCCGGGTCATCGTAGAAAAGTACATCC 

CGGTGAATCAAAGACGGTGGCAGCAGGAGAATTAAGGTGACGCATCCAAATGAGCAAGGG 

AGATGGGGGTGGACAAAAAAAACCAATGAAATGTTCCTTGACCCCAAGGTCTCAACANAA 

GTTTGAAGTCCTTCCTGCGTTAAGAGTCTGCAATGTGTGTCTACACACACCAAGACATCC 

AGAGTGTCACANCCTGTCTTCACTGGGCAAAAAGTCCAAGTCACTAATTTAGTGCAAAGG 

CMGTTCTGGTTTCTTGTTTCTTAAAMCAMCAMCMAAAATTTTCATTCCACTGGCC 

TGTTCCTTTTCTCCAAAAGAGGAAGAAGAAAC 

Sequence 4950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTCCTCTTCTCAGAACTCGATCAA 

GATGTTATTCACAGGTAACAGTGACCTGGTTTGGGTTTTCTCTTTCCTCCCTGGCTCTAC 

ATGTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAA 

AGGAACCTGCATAACCCCCAATAGGCCTGGGCACAGTGGCTCACGCCTGTAATCGCAGCA 

CTTTGGGAGACCGAGGCGGGCAGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAAC 

ACAGTGAAACCCCATCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4951 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATCTGTAGGTATTAATAAATACATAGGAAA 

TTGAATTGAATTTGTAACTCAAAGCAGAGGGGTGGAGAGAAGTGCTTCCTAGCCAGGAAT 

ACAGGATTTAGGCCATATCTATTTAAAAGAAGACTAACAAACAGACTAGAAACGATAACA 

CTGGTAAAAAGATCTCTTTACCTGAGCTACAAAAGTCATACATTAGGTAGAGGCTTCAAT 

AGTGTAGAAMTATACTMTGTGTTATCTCCTTAGAGACAGATTTAGAACCATGTCAGTT 

ATGTTGCAGATGACAGAGAACAGAAACCTAGTGAAATCAACTCAAGACAATGAGGGCTAC 

CATAAGGAGGCCCAAGGAGTAGTTGGATGGACCTGAGGAAGGACAGGAGCCAGAGGCCCC 

CTGAGGAGCTCTGCGCCGCCCCGCGTACAGCCCGTTGTCAATGGAGAGTTCAAAGACCTA 

AGCCTTGATGACTTTAAGGGGAMTATTTGGTGCTTTTCTTCTATCCTTTGGAT 

Sequence 4952 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTAGCAAATACTTTTGCAGAAAAGCGCC 

CTGTAMCCTTCACTAGAGAGTCCCTCTGCACCACMCAACACTTCTGTTCCTTCCTCTC 

ATCAMCATGGGTMTTTTGCAAGAGTTTTCATGGGAMTTATTAGGCATCAACATTACA 

GTC CTGAT TTGGTTTCTTCTGACATTTTTTCCCTAATCTTAAMTMCTGTAAAGGGCAC 

CCA7TTTTCTTTAGTTAATMTAGMGACTGCATTGACACGGTTAAATTCCCATTACCCT 

CAGTTCTTTAGCAATGGAATGAATGACTGGGATCATCGCTTAATGGAGTGTCTGGACCTC 

AGTAGAGCTTAAATTGAAMATAAAGTTTATATTTATATTTTTAAAAAAACCNAAAAAAA 

M 

Sequence 4953 

C CCTTA GCGTGGTCGCGGCCGAGGTACGATATTGCATTTAGCATTTTAAAAAATATGGTT 

GTTmCCTTCAGTTGTGAGAGmCATTATATGTTATGGATACAA 

CGCCACTTTTTCACTTGGCACAGTTCTCCMATTMTTGTATTAGTAGCAGAGTCATTAT 

TCGTATTAGATTTGGGTGTGAAAGAAAGAGGACTTAAGGATGACTTGAAAGTTTCTGGAT 

GGCTGGGGATGTTAATTATTGGAGAAAAGGACTTCAGGAAGACCAGGTTTGATTAAGAGG 

GTG AACAG TGGGTGTTGCTGGTGGTGGTAGTGATTAGGAGTTTAGCTTCTACCCCCAAGG 

ANAGTTTTGGGATGCTTATTTGNAATACCAAAGAGGGAAGATNTCNAGGGAAAGTACCCT 
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GNCCCGGGCGGCCGCTCGAAAGGGCAAAANNTCCAAACNCACCTGGCCNGNCCGGTTTAC 
CTAGTGGAATCCCGNGCTCCGGNTCCCCCAAGCTNGGCCGTTNNNAATGGTNCATAGCTN 
TTTCCCTGTG NCCAAAATTTGG AAATTCGG 
Sequence 4954 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I ) I I I I 1 1 1 1 I I I I AACAGATGTGATTTCACTT 

MCCCTTTGCGCTTTCCCTTAGTTGTCATTTAACATACAATACTGGCTTGTACTTATCGC 

TAGAAAGAAGAAGGCATGCTTCAAATAGGAAGGAATTGTAATAATGATCTTTGGCCTNTA 

CTTTGTCTTAGCTGTNAAACCGAATTTAGTNTTNANGTTAAATATTTGCAAAGGGAAAGC 

ATTTTCTNCAGAGGATAATTNATTTCAAGAA 

Sequence 4955 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGCATATTGGCGGCGCACGCCTCATTACGAT 

TCGCCTGCTTGCTTCTCCTGTTCAATCGTTTCTTTGGAAGGCAGTGGAI I I I ICTCTTGC 

GTCTCTGTCTTCTTCAGTTTCGACTTATCGAATTTCTCGATCTCAGCCATATCGGGTTTG 

TCAGACATGGTTGCGGAGGAAAAGCGAAGCGAGGCGCACGAGTACATCCTAGAATCTGTT 

TCCTTTTAAMATGTCTAAATTTGCTTTTGCCATGGCGCTMTGCTAATGGTAAATTATT 

GATTGCGTGGCCCATGT 

Sequence 4956 

CTTAGGGAGTCGACCCACGCGTCCGCGCTGTTGTTCTTTTGTTTTAAMTTGTTCTTCGT 

TTCTTTTCATTAAAGGTTTMTCAGCTAGATTAGAGAGCATCATTTGTATTTAACAGCTG 

AMCTTCGGTACGTTGCCGTTTAATGAATGAACTTGCATTGTGTAGCCAGGGCCTACAAA 

GGCTCTTGTCAGGAATACCAGCCCTGGCTGGGGCTGGTGCTCAAAAGAATTTTCAGGTGC 

CACCNGGAATAGNTTCCTTGGGTGGATNCCCANCTTANGTGGAGAAAGGGGGATGCCTGN 

TCCACTTCTAGGTATGAGGGTNTGCGACTTTGGATCTTAAAATTATGCTAGACTA 

Sequence 4957 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACCCTGGCCAAAACTGGGATAAGACGGAT 

AGTCCTGCTGTGAACTATTAAATCCAGAGGMTTTGTGAGTGAATTATTTCCTGTATATA 

TTCCTGATGATGTTGTAAAACTGCTACCTTGCATCTGGTAGCTGTATGGNGCCTGTCCAG 

GTTGAGGGGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

ANGGGATAGTGTTGTTNACTTTGAAAMTATCTNTTCTTGTTGNAAGATTCANCANGGTC 

TTTATCTTTTTAAMGTATCACATTNTTTGNTTNCTTTATTTTGCNNNN 

AGCNNGATCATTNTNNATNTTNNTNCTNT^ 

GAAANAAAANGGANANTNNNAANGAAAGNANAANAANNAATTTNAACTCNCCNTGAAATG 

AANNANTCTNNGGCtTTGCAGGAATTAACCNACCCCNAGGAAC 

Sequence 4958 

CCCTTNCNAGCGGCCGCCCNGGCNGGNACCTTTTATTTATTTTTGTTTAGTTT^ 

TAGTTTCACTCAGCCACTTCAAMTTANMTTTCTCTGTTGTAGGAATGCTAGCCTTATA 

GATCTGTGMATGATCTAGTTGCTTTATCTATAGTTGCTGGAGAATTGAGTGTTTTGATC 

MAGGTAGCCTATTTAGCTGTAAMCTGTCTAGAATTATTTCATTCCTAGGATAAAGGAA 

AATTTGTGTCCAAAATATCTCTAMGGTATTACACTGTATTCCTTTAATCTTAATGATAC 

AC I I I I I II ICTTATAAATGTANCACATTATACACTAGCGGTCTTCAGTATGATAAACAG 

ATCMCTACCAATTTCATTGCCATTACTCTTTGAAATAGTCCTCATTGAGAGTTCTTGAA 

ACCTGTGTCTAATAACAAAGTAAAATATAATCAAAAATTTCCACAAGTAGAAGAAAAAAC 

ATTGACMATCTCTTGGGGAGACCACATACTTATTTTTAACAAGAATGAATGAAATATNT 

TCMCCTGTAAAAATAGTTTGCAAATGGTCATGGGCTATATTACATTGGNGNGGAGTTNT 

TATTACANATGCCATTTCCTACAACATTAAATCTGCAGTAAAATTTAATTAATCCCCTTA 

AATTTGGGA 

Sequence 4959 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTGGCAGACAGCCCTCAGCTGTCAGCCCTCT 

TTGGGAATTACCTAGCAAAAAGGAGTCACTTCGGCCCAAGATCATACTCCTTCCTGGGGC 

AGCTTGCATCTAATGATTGGGGATATAAACGTCCAGCTCCTCTCACCCCAACTTGAGACA 
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ACTCTGAGGGACCATCCCAGCTTCAGAGCTCTCCGTGTGGGTTACTGAAACTGTATCACA 
GTCCMCTTCTCCCATGGMATCTGGCTTTCTTCCTTTACATGGCATTGGTCCCAAGAGG 
CCTCCCTAGTAAATTTGCTG 
Sequence 4960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGTCATTGTATGACTGCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTmCACATTTTAAAAMTGCTTCCTGAGACTTCTTTAGGCTCCTCTAACTTCTTCA 

G TGCATT TGGGATCAAACTTAGCTCTTAGATCAGCAAACCTGACTTGCTCCTACTTTTGC 

MTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGAMCAGTGGTTTCTGGCCTGCTGCTGCAGCAMTTCCCTATGTrTATTTAAG 

MGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAATTTACTTGCAAT 

Sequence 4961 

CCCTTTCGAGCGG CCGCCCGGGCAGGTAC I I I i > I I I I I I I AAM ll I II I I I I IGGGNT 

i m 1 1 1 n 1 1 n 1 1 1 1 1 m m i n 1 1 m 1 1 1 1 1 1 n n m u 1 1 1 1 1 m 1 1 1 m ingnnn 

MNGCCCCCCCCNTTTTNAAMAAAAAMMNNNNNTTNNNTNTNAAAAAAAAAANNNNIN 

GGGGG GNAAAAAA AAAAAANNNNNTNNNNCNNNNGGGNAAAAAAAAAAAAANTTNTNCCC 

CCCCCC TTTTTTTTNTN NNNGGGGGGGGNAAAAAAAAMCCCNNAANGGNTNCCCC^^ 

NGGGGNT I I I I I I I I I I NAAAAAAAAAMANTNTTTTTCAANNTTNNCNNCCNAAAANNA 

NNMNNGGNNCANANNCNNNTTTCTGGNNGNANTNAATAMAAAAAMAANTNNTTTTTT 

TTNAAAAAAAAAAAAAGNGGGGNNTTNTTAANAAAAAGAGGGGGNGGGGGGGGGNGCGAC 

ATTNTATNANNAGANAAAAAAAAAAAA 

Sequence 4962 

CAAGTGAGCAGGCCACCTGTTGCAGCAAGTAAAGTGGCTGTGTGAGGCCTAGGTGGGGGC 

ATCACTGGCTGAAGGTCCGTGGCTTACAAAGTGACTGAGAAAAATCATGTGTCATAAGGT 

G CTTTG GGC TACTTT ATGATATACTCTGMGTCCCTGTTTCATGAAAAATGCAGTTTACG 

AGTTTTCCAA I I I I IGTTGI 1 1 1 1 GTTCTATGGCTTTGTTTGTTCTATGTTTGTTCAATG 

TTACTGTGTATGTTACTCTTTGGGTACTGTTCTATGGCTTCCAACAAGAAATGGGGGAGG 

GGAGAATTATACATTATACGTCCATGTTCATATCAGAAA 

Sequence 4963 

CCCTTAGCGGCCGCCCGGGCAGGTACATATTAACTTAAGTTTCTCTGTAAATGAATGAAA 

TAATTGGTGCATTANGTTTCACCTAAAACAGGTAGGGTTGAGGATATTCTGANACTTNTG 

TNMGNTGACCATTCTGGATTCATTCTACCANCCATGANGAGANGACTTTNTAAATCTCA 

CNTCATTANCANTATGCNACCMTNCTTTTGGGTGGAAAACNTCATAMNGCTTTTTNCA 

TMGNTTTGTTGGAGNGGGCCAGGNCTCANCMTTATTTCNACTTAATTTGGA 

Sequence 4964 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTATGTMGATATGACAGTTTTTGACTTA 
AGATGTAGCTTTTGTMTACTATTTTGACCTCTTCTGCTCTCATTTGGTTMTATTTGCA 
TGCMTGTCTAAATCTATCTTGCCACCTTCAGTATGTTTTTAATCATTAGATGTCAGCTG 
ACCCTTGTAGAAAGGCAAATTGGATCTTGGTTTT^ 

TGAMGTATGTCTCTTGATTGGAMGTTTTCTGAAACAAAGAGACTTACTAAI I 1 1 I I 1 1 
GTTG TTCT A TTTGA TTCTTGCATCTTTGTC 
GCTGTTTTATTTTTACTTTGATATGC7TTTACTTCTT 
Sequence 4965 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAGAATTCAAACTTCAGCAGTCATGGGTG 

AGTMGGMGTCTTATAAATGTATTTTAGCCACCTAACAAGAAACTAGAAATTTAGCAAG 

TTCTTTCACATTCAGGACAGTTGTGTTCACTAGATCAGAGGCACTGAGACATGAAGAACA 

GACCCCTAAAAAGGGAMGTGTTCCTTTCAGTTTTAGGACACCACTGGAATATTAGGGAA 

GTGGAAACACAGCTGCCCACTCTACAGTATGGGTTGCCTTTGTGTCCGGAATGTGCCTAA 

CGTCCTGACCTCCATGCCCTTTTCAGGGAGCCTTGGGAGGAGCCCGAATCACTGATGGAA 

TCGGACAGTGCATGGAGATGGTTCAACAGGACGAGGGTAAAGTGCAGGGGCAAGTCCAGG 

TCATACTGAGAGACAACGAGTGGCGCTGGACAGAGACAGACAAAGATAAAAT 
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Sequence 4966 

CCCTTGCCGCCCGGGCAGGTACTTCAATCACATAGCTTAAAATATGGAGAAAAGACAGGT 
AAAAAMTTATCTTMCCTGTAGTAGTCTTTTTT 

TAATTTCCC AAAATA AAGAATATTATGACACATTGGTGTCAACTTACACAGATGAAAGCT 
GATGCCAGCTTTTTCCTAACTAAAG7TCATTTCACCAAACCTTTATATATTACATGAATA 
TCCAA GTAAAGTA I MINIMI I AAATTCAACACACAGG AACATAATATACATTGTTTT 
I M 1 1 AAAAAAAAGGTTAATTTAGGMTGATTCATCTTCAACCACATAAAGTATCTTTTT 
AAGACCATGAMCCTCTTGTCATTGCAAGACTTTTCAGTTCATGTTTCTATTTCCCAGTT 
TTMTTCTTAAAGGAAAAAAAAAAAGATGAAAGGGTTTATTATGTATTTCCCATGAGAAA 
ACTGTGGTAAGGATCTTATTCATTACCAG 
Sequence 4967 

ACI I II II I II 11 II 1 1 II I I 11 IGGG I 11 I I 1 I I 1 i I I I I I I 11 I I 1 1 I I I I 1 I I I Ml 
TNAAAAAAMAAAAAMNTTTTTTNAAAAAAAAAANMNNAAAAAANTTTNCNNAANNNC 
NNANAAAAANNNNCNNNN 1 1 II I 1 1 II I NNGGGGGNNAANNNNNCNCCCCNNAAANTTTT 
TTTNN NGGGGGGGGGNNTTTTTTNNNA 

TT TTTATANN GGGATNAAAAAMAAAAAATNNGGNAAANAATTTTTTAAAAANNNNGNNT 
NN I 1 1 1 I I I I NCCNANCCTTTTTTTNCCCNAAAAANGGGGGGNNNGGNCCCCCTNAAAAA 
AANCNCCCCCCCCCCCAAAAAAAAAAAANTTCNNNAAAAAAAANNCCCCCCCCCCCCCCC 
CNNGNNNAAAAAANAAAAAMNCNTTTTTTTAMNNGNNTTTNTm 
GGGGGGNAAAAAAAAAAAAMNGGGGGGGNNCCXCCNTTTTTNAAANCCCCCCNAAAANN 
AAAA AAAAA ANTTTTTCCCCCCN 1 1 I I I I I 1 I II II I NNNNNNNNANNNCAAAAAAAAAA 
NNNNTTTTTNGN GGGGGGGGGGNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGCN 
I I I I I I I I I I II I GGNNGGGNNTTAAAAAANAGGGGNCCNTAAAAAAAAAAAAAAAAA 
Sequence 4968 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCATAAGAAAGATTGATCTAAMTTTTATTG 

TATTGTCCTTTTCCAGTGTTTCAGGATAATATCATACCTCATAAAATTAAATGGGGTAGC 

TTCCTGCACCTCTTACCI 1 1 I I I CTTTTTCTTTTCTTTTCAGAGACATGATCTCACTCTG 

CACTCATGCTGGAGTGCAGTGCTGTGATCATAGCTCACTGCACCTGGAACTTCTGGGCTC 

AACTATCCTCTGCCTNACCTCCAAGTAGCAGGGACTACAGGTGCCACCACCAGAACCTGC 

TAATTTTAAA 

Sequence 4969 

CCCTTAGCGT GGTCGCGGCCGAGGTAC 1 1 M I II I I I 11 I I I I I II I I I I I M I 1 11 1 I I 

MMMMI MM 1 II 1M MM MIMM II M11MU MM MM MM I 1 MM NN 

ANMNMNNANNNNACTTTTTTTNNANNANAAAAAAAAAAAAAAAAAAAAAANNNNNNNN 

NCNNCNNGATANTNTTNNNNNNNTTTTTTTAANNNNNNGNNNTNNTATAANTTTAAAGAGC 

AGATMCNCNANCCACTTTNNGNNGGGGGGGGCNGTTNCNGNTGNGNAGAAAAAAANTTT 

TCTCANCNCCCCATGNGGGGNGGGGACANCNANGTTCANGGNTNAATTANAGGNTGCCNG 

NNTTTGNNAAAAAANTAAACAATGCTTATTGAAAAATTATNNNNNAAAANCANNANGAGG 

NNGAGAANNNTNNGANGNNCCNNNAAAGGAATTGGGNNGNGNTTGGTTNTAAAAANACNT 

NANMNANGGGNGGGGGCNGNGNANANMTGGNTNAAATANANNNTTNAANJHNANNNNA 

TN CNCCCAATT AAANGGGNTAAAAAGGNNNNNATN 1 I I 1 I 11 I 1 CTNCTNCCCNNNGCCC 

N ATTTTTTTTTTAN AAAN AATAN NT ATTTTTTTAAAAAAA AAAAAAA 

Sequence 4970 

CCCTTAGCGT GGTCG CGGCCGAGGTACCAAGTGCTCTGTAATTGATTACAAAGGTTAATT 

CATTAAGMTATTTTTCCAGTCATTTTACAAAAMTATTCTCAATAAMTCACCMTTAT 

ACCMATAAACATAAMCACTCAAATCCTTCTMCAATACTTTATATATTTTAAATACCA 

TTTTGMGATGAGTCAGAAMTTACCTGTTTCTGAACCTCCACCTGCTCATACACAAGGG 

GTATAGGTGTACGCGGGGAAAGAATTCAAGAGTCTATATGATTAGTTACAGAGAATATTT 

T CATCC CCTCTCCCTGAATAGAAAAGCAGGGGTCACCATTTGTATCCTTACCCTTGAGGT 

GTTTTTGAAGATGCTGTAACTCTTGAAGTTGAGCTGAGGCAGAAAGGTTGGAAAAATGCA 

GCCCTCTGGGTATT 
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CCCTTAG CGTGGTCGCGGCCGAGGTAC I I I I I II I I I I I If I I I II ITAAAA1 ITTTTTT 
1 1 1 1 1 i I I I T I I M I I I i I M 1 i I I i 1 1 i I I I I I I I I 1 1 I I I I I I I I M 1 I i i I I 1 1 1 I I 
TTTTTTANTTNAAAAAAANNNN I I I I I I I I I I NTNATGNNNNAANAAAAAAANNNNNNGN 
GANAANNNTTNNNNTN I I I I I I I 1 I I IGNNNGGNGNNNGNNNNTANNTNNTTTNTNCNNG 
NNNNGAAMNCCNTTTTGTTTNNAAAAMNTANNACNCCCNAAAAMCCCCCAANATTTT 
T7TTNTN AGANGGGGGGGGGNCNCAAAAAAGNCNCCGAAANTTAAAAAANNCAGNCNNGG 
TTTTTTTCCCAAAAAAAAAN 1 171771 1 NGGGGGGGGGNAAAAAAAAAAAAGNANGGNGG 
GNGNTTN7NGNMNNGATNGGNNNGGTT7TT7N7CCCNAAANAAAAAAAAA7T7TnTAN 
NAAAAAAAAAAAAACC 1 mTTTTl I AGNNNNANAAAANNGGGGGGGGGGGGGGNGGGGG 
NAMAAAAAAMGGGGGTTTCTT777NTT7777CNGGNCCGG7TCNNAAAANGGCCNAAA 
N777CAG 7NCC CAN77GNGGGGGNCNAAAAAAAATAG7GNGNTTTCNAAACCCCCGNNNC 
CCAAAAG7T77GNNG7AAAAAAAANAGNACAA7NANCGGGGGNGGGGGNGGNCGNAAAAA 
AAAMNA7NN7TN7TTTTTTN7CNCCCCCC7GNGNNAAAAAAAAAAACNCCCTCT77TTN 
7GGAAAAAAAAAAAAAA 
Sequence 4972 

CCC777CGAGCGGCCGCCCGGGCAGG7ACA77TTGC7GGGGGGT7CAGACAAGCAAG7A7 

C7C777TCACCAAGGATGGAG7GCGGC77GGGAC7G7TGGGGAGCAGAACTCC7GGG7G7 

GGACG7G7CAAGCGAAACCGGA77CCAAC7A7G7GG7GGTCGGCTGCCAGGACGGCACCA 

777CC77C7ACCAGC7TATTT7CAGCACAG7CCA7GGGC777ACAAGGACCGC7A7GCCT 

ACAGGGA7AGCATGACTGACGTCA7TG7GCAGCACC7GATCAC7GAGCAGAAAG77CGGA 

77AAA7GCAAAGAGCTTGTCAAGAAGAT7GCCA7CTACAGAAA7CGA 

Sequence 4973 

GA7A7C7GCAGAA7TCGCCCTTAGCG7GG7CGCGGCCCGAGG7ACTTAAAAAATrnTAA 

7G7AAAA7ACCCC7T7AAGGA7AGAAT77AGGGCCT7GAAA77C7AC7CAGT7GC7A7GA 

AC7G7GGGGAAT7TGAGACAAA7AGC7TrTG7AAT7GGAATGCACAC7G7G77G7AATAA 

7G7GGAAAGAGAAACAAAAACT77CC77AA7G7AA7GAG7T7CCAT7ATC7GCC7AA7C7 

AAGGT7TG7AAG7C7ACA7TGTCAGGATTTA7A77GAGGAGATAGGGGG7GTCATT7TC7 

G7ACAAGATAGTT7TAAGTATGTTCTAAA7ATTTGTCTGCTGTAGTCTAHTGC7G7ATA 

7GC 7GAA AT7TTTGTATGCCATTTAG7AT7TTTA7AG7T7AGGAAAA7A7TT7CTAAGAC 

CAGTrnrAGA7GAC7CT7AT7CCTG7AG7AA7ATTCAATT7GC7G7ACCTGCCCGGGCGG 

CCCGCTCGAAAGG 

Sequence 4974 

CCCT7GAGCGGCCGCCCGGGCAGG7AC I I I I I I I I I I I I II I M I I I I I AAAAA7 A7 AT A 

AGAAATTTAT7AAAATACGTATTCAAGAC7CACAAATGTATGCA7TT7ATTCATACTTCT 

AAATAATA7AATCATAGAAATTACCC7GTAGTCAATGTCTATTTAT7TATTCATTT7GAG 

ACAAAGTCTCGCTCTGCCACCCATGAAGATGGTTCTATTTGAAAGTAATATTTAGGCCGG 

GCGTAATCTCAGCACTTTGGGAGGCCAAGGTGGTCAGATTGCATGAACTCAGGAGTTCNG 

AGACCAGCCTCTGCAACATGGCAAAACCCTGTCTCTACAAAAAATCAAAATTAG 

Sequence 4975 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACAAAAATTAGCAAGGTGTGTTGGCGGGCGTCT 

GTAA7CCCAGCTACTCAGGAGGCTGAGGCACGAGAA7TGCTTGAACC7GGGAGATAGAGG 

TTGCAG7GAGCCGAGA7CATGCCATTGCAC7CCAGCTGGGGCAACAG7GCAAGACTTTGT 

CTCAAAAACAAAACAAAACAATACAAACAAAAAACC7TTGACTCTTGAAAAAATTATATC ' 

CACTTCCAACTGATGAGGGGTTAAATGATTGAAATTATCCCAAAGAATATGATGCAGGTC 

ATCAAAATCTGAGTTCCAAATATGTTTTGAACAATAGAAAACATTGAGAAAAACTNCATA 

ACCTTCCAAAACCATTACTTTGAATTGNGACATTTAT7TGAAAA 

Sequence 4976 

CCCT7AGCG7GGTCGCGGCCGAGGTACCGTCCTTCATGACAGCAGGAAGACCCCCGGCAC 
AGAAGAACAACCGGGATGTCAGCACCGCGGGGATGGCTGCCGGAAATGCTCACTCACTTC 
CCCCCGCGTACGTTAGTC7GGGGATAGTAAGTCTGGGTTAATCTA7TATTAAATTATTAG 
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CCTGGGTCTCCTTGGMGCAGACAGNGAGACAAGGACTTGACTTCAMTGGTTTATTTGA 

GATATAATCCCAGAATATAATGATTAAAAAGTACCTGCCCGGGCGGCCGCTCGAAGGGnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATTGTNATCCCGCTCACAANTTCCACAC 

AACATAACGAGCCCGGAAGCATAAANGTGGTAAAGCC 

Sequence 4977 

CCCTTAGCGGCCCGCCCGGGCAGGNCCTCATATATGTATGTATCTTCCCTGAACCTGTAA 

ATTTGGACTTCTTTACMCTTAAGCTCATTTGCTATTTTTGATGCMTGTTCTTAAAGGC 

AATAGATGTCCCAGATATTCGCTTGAAGCGAACCCCATTAAGTGACAGTCGTGGCAACTT 

GCAGACTTCCATCTCCCACTGCACGAGGCTATCCTGTCTAGCGTCTCCATGGACACAGAA 

MGCAAAMTCTCTCTTTTTGCTCATAATCACAGTTATTTGCATCTMCACTTTTCGGAT 

TTCTCTCATCATGTCATTAGGGGTCCATTGAACTAGTGGTCTTCATACTCCATGTGAACC 

GCAAAGAACGCGGCTTAAAATCTTTACCCTCTTCCTTGN 

Sequence 4978 

CCCTTTCG AGCG GCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTCCMTCTATTTTCTATATCAG 

AMTGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAAAGGCCATTTCCCAMTCTAGMTTTATTACTAAAAATCA 

AGTTT GCATT GAGGGGAGGAGTATGATTTGCTCAAGCTTACI Mill I ATAGGTGGGGTT 

TTTATA TTTTC AATGTGATTACTCACCCATACMTTTCAGCTCTTTCAMGCATTCTTGT 

TGGCTATTTTCAGAGTCCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 4979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTAAGAGCCAAGTGTAGCTCTTTACATG 

TAGTAACTCATTTATCTTTACAAGGGCTCTCTGTGGTAGATACCATMTCCCCATTTTGT 

AACTAATGAAACTGAGGATCAGAGAGGTTAAGTAACTTGGCAAGGTTACATAGTAAATTC 

TGGGCCCAGATTTACACCCAGGCAGTCTGACTTCACAGCCCTTGCTCTTGGCAGATATTA 

AAATGCCATGCAGTAAATACAAGGAATAATGTGAATATGAAGAAAGAAACTCCTGAATGG 

GGGTGGGATGGGGATACTGTTGTTAGAGAAGGGAGAGAAAAGTGGAGTAGAGAAGGTTCT 

CCTTAGAGCTGACTGTTTGATCTAAGCTGGGAAGGAAGAGTAGGAATCATTCACATGGAT 

AAAGGAGAGAAGGGCATCCTAGGTAGAACATATGCTGAAGCACAAAAGAACCTAGAATAC 

TTACATAACAGATCAGGATGTCTAG 

Sequence 4980 

NCNCCCTTTCGAGCGGCCGCCCGGGCNGGTACCCCAGTCCCATTCCTTCTNACTGACTGG 

GGCCTCCAGCCACCCCTGCCAGTGTTCTCCAGCTGACANATACTTGAATTCTCCCTGGGA 

GAGAGCTCCCAGAGGGAGGGGCAGGCTGCCATCATTGCTGTTTGGGCGACTTAGCTGTTC 

CAGGCCTTCAGGCTTTGGGGANCTTAAGCAAGGGGTTGGAAGGGGAACCCCAGCACAGTA 

ACAAGCTTGCCCCGACAAAAAAAA 

Sequence 4981 

GGGCGAATTGGGCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGATGGATTATCTGCCA 

GAATTCGCCCTTACGTGGTCGCGGCCGAGGTCTGCCCTGCAATCAAGANGNCTCTTCAAA 

GAGAGAATCAGCTCAAACTGGTCAGCTCTAGATTAGAATGGAAGTTCTTGGTGCCGGCCT 

TTT CTTG ATTTTGGMGCTTCAGTCACTCACTGCTATCAATTGATGAGGTTCAATCCATG 

ATATTTTGATCTTTAGGTGAATTCTAAMCATGTTTAAAGTTAAAAAGGCCGGGCGTACC 

CGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCCACTGGCCGNN 

Sequence 4982 

CCCTTAN CGTGGNCGCGGCCGAGGNACTTTATTTNTTTTNTTTTTTTAN 

A I M I I I I 1 1 TATANANGNTTTTTNTTNTNCATTTTNTA I HUM G (NTrTTT AACTTTTT 

TTNTTTTNNCCTNGNNCNCCNGGNCTCMGANMAAAAMMNANANATTTNAATTNAAN 

TGGGACCACAGGCATGTGCCACCATGACCGGCTAAI I \ WW I ACTTTTCAAAGANAGGA 

GGGGGAATCTCACTTTGTTNCCANGCTGNNNTAAAACTCCTGGGCTCAAGCAATCCACCT 
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GCCTCGGTGGCCAAAGTGCTGGGATTACAGGTGTGAGTTGI 1 1 I I I I I I I AAAAAAACAG 

NCTTACCTCANTTTGTCACCCAAAMNGGGAATGACTTTCNAAAAATTGCAAAAAGCAAA 

AACATATTCCTTGCTGGTAANAAAAANAAAAGNCGNATCAAAGGGGAAANAATATTTNTC 

CTTAAATAAAAATACNAAATANGAAAANGTATGTTTAACTCTAACTCAANAAAAGGTATT 

GTAAAAAACAAAAAGGTT 

Sequence 4983 



I 1 1 n I I II 1 1 I I I 1 1 I I I I I I I I M I I I I NNNNNGNAAAAAAAANNTTTTTTNNAAAAA 
MAAANNN C A AAA AA AAA N N N N N N NTTTN N N AAA A AA AA AAA AA AAA AANTTTTTC CN N G 
GGGTTTTTNTNNT TGNAGGA MGGGTTTTTTNNGGNGNGNTTTTTNM 
NTTGANGANGNNNTTTTTTTNTNAAAAAAAANN1 M M M 1 1 f M NNAAAAAAAAAAANG 
GGG A I I I 1 1 I I I I 
Sequence 4984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGTCTTGTCTACATTATTCTAACAAACAA 

AATTATTCAAACAAACAGATCTCTCAGTCTTGAGCACAACTTTTCAATCCAGCCACATCA 

GCCMAATGATCATACTAMGCAMTCCTGTTATACCTGTGTTTMGATACTTTCTTTGC 

TCCCATGTCCTTGAGTTAGCTGACAAGGTCCCCAGCTCACTTCAGGCTGCCCTCTCTGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4985 

CCCTTAGCGGCCCGCCCGGGCAGGTACAACCATAGAAAACATTCGNGATTACTATTAAGT 

CTTCCAGAGAMATCCGMGAAGTCCTTGTCACCTTGAAGGGCTCCCCTTTCAAAATCCG 

NCNATCCAAAGAAAAMGAMGAAATTTCCCGCACTCCCTTTCTTTTCTGGAAAAGGAAC 

AAMAAAMGGAGGAMGTTGAGGCCTAAATTAAAGNCTTTTTATMTTTATTATTATTA 

ACAATGTGACAATTGCACATCTAAATACCACATTTTAAGTTGGATC 

Sequence 4986 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I 1 1 I I I II 1 1 I 1 1 11 1 1 I I 1 1 I I NGGGTTT 
M II I I I I 1 1 1 1 I I I 1 1 1 1 I I I I I I I I I I I 1 1 II M 1 1 I II I 1 1 1 II 1 1 I INN I I I I I 1 
N I I I I II I II I I I I I I I 1 1 1 1 II I 1 1 I I I I I I NNNNAAAGNANAAAAAAAAANNTTTNAN 
TTNTNNANNANTNAATAAAACAGNANNACAAACAAATTNANNTAAATANNGNAANTTANG 
ACATAAANCTNCNGTTGCNCACCNTTNANAAAAANNGAAAAAAAATTATNTGTNANCNAA 
GGAAAAAAAAAAAATGANNTTN I IT I I 1 1 i I ATTAAAAAANACCCNTTTTN ATTTTAAAA 
AANCCAGGGGGTGGGGGGAAAAAAAAAAAAN I NUN I IMIMAGAAAAAAAAAAA 
Sequence 4987 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCGGCCGGGAGTCCCCACTGTCTCTCT 

ACAATGAGGAGCTGGTGAGCATGAACGTGCAGGGTGATTATGAGCCATCTGATGCCACCG 

GGTTCATCAACATCAATTCCCTCAGGCTGAAGGAATATCATCGTCTCCAGAGCAAGGTCA 

CTGCCAMTAGACCCGTGTACTATTTGATTTTTGCCTTAGTGATTAAAGGAGGAACATAT 

GTGGAAACMTCATCAGATCTGMTGCTACCTCGTCTGCTTCCTATTTTTGTCATCTAGG 

ATGGGTCACMTATTCTTGAGCCTATTTCTTCATCTTAAATCTCAATATAGAAGTTCCCA 

AGGTTGTTACGAGATTGAGAGGCCACGTMGCATTGCTTTGTGCATGCTACAGCTCTTTT 

TGCACAAAAGTCGTTATAATTGTTGCAACCCACAAATAAAAGG 

Sequence 4988 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACATTATTAAAGATAGTCAAGAACTCTAACC 

CMGCATATGGGCATTAMNAAACTTATTMGCCTTTTCTTTGCAGGAGCCAAAGGAGAC 

AGGGGAGCCCCAGGTTTTCCTGGCCTCCCGGGCAGAAAAGGGGCCATGGGAGATGCTGGA 

CCTCGAGGACCCACAGGCATAGAAGGATTCCCAGGGCCACCAGGTCTGCCCGGTGCAATT 

ATCCCCGGCCAGACANGAAATCGTGGTCCACCANGCTCAAGAGGAAGCCCAGGTAAAGGG 

TTTACTTTTMACAGCATAMATAACAAAAATCATGTTTGACCTCAAMGTTTTTCAACC 

TTCTCCTCATGTTACCTTGTTGCTTNTTNTTTCCCTGTGGTCATNTTCATTCCCCCACTA 

CCTGTGGTTTCCATACCCAGCAGTTGTCAANGTAAAGGNAGCCTGTTTGAGGGATGCATA 

GTTAAT 



CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
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Sequence 4989 

CCCTTAGCGCNGNCCGGGCCGGTGCNCNGGNGACATGGNNNNANTNAANNNGGNCCNGGA 

TGAGGAATAANACCAAGGCCNACCATGCCCCATGCTCAGCAAGNANCTGATNNANGTTNN 

NGACCCTGANNTCTTGNNGNACTCACTGNATAGATGTTATNANAACTCCTTCCAGTTNAC 

TNNNNN GCCT GACTCCTGCCAGCCCTATGGMCTCCTTTTTGCATTGGAGGAAAAGCATG 

TACGGCTTTTCT CTTGA CNGCNGGAGAAATACAAAAGAAGGGGAAGGGGAAGAAAAGMG 

GGGANGANNATCTTTTATTACTATACAATGACACCGNTCNTGTGAGCTCACCANNTGCTG 

GGTNNNNNANCCNTNTNNCTGNGGATTTTTGMGACTAAAGMGTTTTTACCCTAGATCT 

CTTCCAGAACAAAATANMNTTTCAGCAMTACTTACTGACCTTTAAAGCCTTGTTGTGG 

ATTTCTGANATTTAAAGATACTTTAAMTTCTCMGMCAAMCTTTCAAACCTCTGGTT 

GAAAGAAATATACCCAGTTCAATCNCTGCANTANAATTCCTTGNAGATAACAACTGGAT 

Sequence 4990 

CCCTTCGAGCGGCCGGCCGGGCAGGTACCAGACCTGGAAAATGCTTCAGACTTTACACAG 

AGAMGCTTATAAMCAGAAATGCAGGATMCACCTATCCTGAGATTTTGCGTTCTAATT 

TAGGATCAGTTGTGTTACAATTGAAGAAACTTGGTATTGATGACTTGGTACATCTGAAAC 

TCAAGACTCTCACTGATTG GAGAGC TTGTGGAAAACAAAACACACCATGCCAATAAATGA 

GATGAAAACTTGAGTTTGCCTTTTTMCTATTTATGTTCTMGTTAMGCTTTGATAACA 

TTCAMTGTCAMTTCTCTCATTCTTATAAAMGTTGAATTAATTGCCTGTATTTATTTT 

AGCMTTATTCMTGTATTTCCAGTATAGGATGTATAGTATMTTAAATTTTTTTGTAAA 

TAAAATATTT 

Sequence 4991 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I 1 1 1 1 1 II M II 1 1 1 1 1 1 1 I I M 1 1 CCTTTTT 

M I I I I M I I II I I I I I I I 1 1 I I I II I I II n I I 1 1 NAAAANNANNGGN I I I II I I I I 1 1 

NTNAAMAANTTNrT TNNN AAAANNCANTTNNCNAMNGGTTNAMAANANCCAAMTTTT 

TCNA NCCT TANTNCTTTTGNAAANAAAAGGAAANNTGNGNTTTTGNTNANNNNNNGGGNN 

CCCNTTTTAAAAAAANNTNCNTTNCCTTGGMGGGTAAAMNTTTNGGNNCCCCNCNAAA 

ANGGNCCCCANCNTGGNNGGAMNCCCTTTNGGGGNACCCNTNGGNNAAAACTTTTTTTG 

GGGGGCCACNAGGTTNMTTTAAAMNTTAMTrTTCCCCCCANNAAATTAAANTAAGGG 

GTTAAAAAAAAAAG 

Sequence 4992 

NGGTACAATATGACAGGCTGGGCATGGTGCTGTAGGAATACAGAACACACATTCTATATT 

TGTTCTGGNGGGGCCTAMGTTGCACATTTNAATCNTGAGGAAAGACAGGGAATTNGCTG 

AAAAAGCTAATATCAAGTGTAAAGACCCTGGGTCAAAACAGAGTTACTTAGGAAGTCATA 

GGTTCTTAAGTGCTGCTGGATCACGGAGTGCACTTAAAGAGTGCATTAAAGATCTATTAC 

TGTGTAMTAGTGATTTAMTTCTCMCTMTTATTTGCTMTTAGGAACTTTNAAAAAA 

MTCCCTGGCTTTGTCTACCGACTCMTTCACCTTTMCATATGTTGAATTTTTCTATAT 

ACTATGGGGTCTTTGGGGCTATTCCTTTGGTGCTTTTGNGA I I I I I I I AAAAAATCTGTT 

TTTGMCTANATTCAMTGGGNTTTCCTTAATGTAGCTTTATAATG 

Sequence 4993 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGACCCAACATACAGGAGGTGTTGATTCTCA 

TCCCTTGACTCAGGACATGTGTGTMTTGTTAATGTCATCACAAGACCTTTCTACAAATG 

TCTTGTGACATACACCTTGGCCCAGCATCTGAGTTATTTGTCTCTTTTTCCTGGGCCCAG 

TTCACAGTGCTGTATCACTGGACCCAGACCCTTGGTAATGTGATTGTATTCTGCCTTGAT 

ACAGCCCATAAGGGTCATTGTGACATATCACAGGGTGTTGCACCCAGGTGGTTTGAGTCT 

CCTCTTC TGCC TTGGTGCTACCCACAGGTGTATTGTGACATATTGCTGGGTCTGTG1TAT 

GAGAATCTTTTGCTTTTGCCCTAAACATATAGGCCATTGTAACATTGCTGAGTCCAACAC 

CCAAGGTGATGTAACGCTTCATNCTGGACCTGTCTACAGAGGGGATTGTACCTGCCCGGG 

CGGCCCGCTCNAAAGGGCGAATTCCAGCACACTGGCGCCCG 

Sequence 4994 

CCCNGGNGCGGNCGCCCGGGCAGGNACNNTNNGNGTGACTCCACACCCACAGAAGGAGAG 
GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCGCCAGTATCTGATGAAGAGTGACTCA 
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GCCCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGG 

ATTCCAACCTNCAGCACCGACAAAAGCAAAAACACACTCGCTCTGAGAAACCGAGGAACG 

AGCCAGGACCGACCTGGAGTTTGCCAAGAGCAAGTCAAAAAAACATTCTGGTTGAGNAAT 

GGTGAGCCGAAGCCTGGGGACAGGGTTTCTGCTTCAACCACCCAAGGAGNAAACCCGACT 

GCGGGGAAAAAACTTGACTCTTTTGCCATTATGAATCCAAGTTGTGGAAAACAAAAGAGT 

CCTCTTCGGTGGGAAMGAMAAAAATACGCTCCCTTTTAAACCGGTNGGGATTNGAAAA 

ATGACCTTTGATTTATAAAAGGAGAAAGAACTGGAGGGGCCGGGGGATACTGATTCAAGA 

AATTCCTGTTAGCCGTGTNAATAAAAAAGAAAGGAA 

Sequence 4995 

CCCTTAGCGTGGTC GCGG CCGNGGTNCAGNGTCTCTAGTCTTTTGTAATCTGATAGAATA 

GTCTTC CTTA TCTNCTTTTCCCCCCCTTTAMTGACATTACCTTTTTGAAGAGACCATGC 

CAGTTGTTTTATAGACTATCACACATTCTTTATTTGTCT 

TMCTCA TTCCA CTAATCCTTGTNTTTCTGGTAAGAGGAAGTTAGGTGTAAAGGTTGATG 

AGACTCGTTTTTGGTAANCAGACCTNACAGTGATNCACAGCGTTGTATTTCATATTGCAT 

CATCAGGAGGCTCACAATATCAGGTTGCTGCTCTTGTGGTGCTGAGTTGGATTGCGTAAA 

GGTGGGGACCTTCAGATCTTCCACGGGAAAGGTCCTGCCCNGGCGGCCGCTCCAAAGGGC 

GAATTCCAACNCACTGGCNGCGGNTAAAAGGTGGATTCAACCTCNGGACCAACTTGGCAT 

AATCATNGGCATAGGCTGNNCCNGGGNANANAACCANAANACCNTNTTAAAAAAAAAAAA 

A 

Sequence 4996 

CGACTCAAGCTCTACACGGGACGGGACGACCGGCACTTTGTGCCCACAGGTGTCTACATT 

GTCAGGACTGTGACTGAGCCGTGGACCATGGCATTCAGCAAGGGCTGGAAGAAGAAGTTC 

TTCTACAACAAGAAAACCGGCGAGTCCTTCTTTACACTCCCCCCAGAGTCCATTGCCCCA 

TTCCATACCTGCTACTACACCCGGCTCTTCTGGGAGTGGGGAGATGGCTTCCATATGCGC 

GATTCCCAGAAGCCCCAGGATCCAGACAAGCTGTCCAAGGAGGACGTCCTTTCCTTCATC 

CAGAGTCACAATCCTCTAGGCCCTTAGATTTCCACCTGATGAATGTCCTGTCATTCTTAA 

GGCAGGGCCCAGTGACTGGGTTCCTTCTGCCTCTTAGAAAGGCACTGGGACTGTTCTCCC 

TGGTCACAGGGAGATGGGCTCCTCTCCATTCCCAAGGAGCTCAATTGGGACCTTAGAGGA 

CGTATCCTTGTGGAACTCTGCTGCCTGAGAGCTTGACACCAGCAGCAGGCAGCCTCCAAA 

GCAGCTGCTTCGGGGCAGGTCAGTGCTTTAAGCACTTGCCANANTGGCAGGCTTTTGGGC 

CCMCCATTCCCATTGTAMTATGTGGGACTCAGCAGTG^r^TCTGAGTTTCAT7TNCTGG 

TCCCCAAGMCAGTCANCTTCTTGTTTTTGCCCMC7TTTTTACTMGGCTAGCCAAATT 

GTGGGAGCCCCTCCATNACCGGGCTGGGCCAAGGANCCCCCTGTNGNNCCAATCAAAANT 

TGI I I I I IGNGGGCTTT 

Sequence 4997 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTC AI I 1 1 I I GATGATGTGAGGGCCA 

AGAGCCTTGGCCTTGGTTCACTGAAAAACTGAGACAGCTGAGTATAAAGGGGTCCCCAGA 

GAACCTCCGACCAGCCTGCGCATGGGGAGAACGGGATGGAGCCTCAGAAAGTTTGTGCCA 

TTGTTTTGCAGTGGGGAGGAGCCTGGCCTCTCCTGTTCTGGGGTGGAGTCTCGCTTTGCT 

GAGAGTCCTTGTTTCCCTTTTGTTCCCTTTTCCTCCCTCAGCCCCTTCTCACCCCTTTGC 

TGTCCTATGTAGTGATTTGGTGAGAAAT 

Sequence 4998 

CCCTTTNGAGCGG NCGC CCGGGCAGGTACCTAGCTGTTGCTTATACCTATTATGCCANAT 
AATTATCTCTATCCTTTTTTTCTAGTATTGTGCCACACACACACACACACACACACACAC 
ACACACAC 
Sequence 4999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAA 

AMTCCTGTTGTATTAACATTTAMMCAGMTTGTGTTATGTGATCAGTTTTGGGGGTT 

AACTTTGC TTAAT TCCTCAGGCTTTGCGATTTAAGGAGGAGCTGCCTTAAAAAAAAATAA 

AGGCCTTATTTTGCAATTATGGGAGTMACAATAGTCTANANMGCATTTGGTAAGCTTT 

NTCGTATATATATTTTTTAAAGAANAAAAAAACCCTTGAGCCTTAAAACGGNGCTGCTGG 



• 
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GMCATTTGTNCTCTTTTAGNGCATTTCCCCCGGCCTTGGCTTGGTCNCTGCAGNCTTAA 

MAMGANGGTAMAGGGCAGNCCMGGGGAMGGMATTNTGTTTNTNGGGAATTGTTT 

CCACCCCCCCANNAAAGGGCCCCGANACNCNCCTGGCCCCCCGGGTTGCCCTGNCCTGGG 

GNCCCCCTTGGGGNAMGGNCMAMCCCCGTTCCCCNTTTNNGNNCCCTNNGCCCCNTT 

TAA AAAAACC CCNNNNGGNTTACCCCTTTTMNAMATTTCCCCCTTTG^iTNAAAAATNT 

TTTNl 1 1 1 1 1 GGGNNGGGGGGGGGGG I I 1 1 1 I I I I I I NNCCCCAAAAAAAAAAAAA 

Sequence 5000 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I I 1 1 I I I I I II I I II I 1 I I 1 1 1 C I1 1 1 I I 
M I M I 1 1 I I I I I ) 1 I I I I I I I I 1 I I | 1 1 | | | 11 1 1 I 1 I I I I I I ANAAANAN AAAAAAAA 
ANi m IN ANTNGAATNAAAAAAAAAAAAACTTNNATNNAAANAAATNANGGAAGGNNTT 
TTTATTTTNGNNNGNTNTTTTTTAGAAAAAAAAAAA 
Sequence 5001 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGTTGAATAGAGACCACAT 

TCTGGTTGMGACACTMGCCATCTTATTTCAGCCTGAATCTAGTAATCAGAAGCTCACT 

AACTCTTGATGCCTCCTGCTTGCTAGTTAGATAACTCCAAAGATTAGAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 5002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I II I I I I II I 1 I I I I I I I GCAGAATTGTTA 

GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCTCAGTAGAGGAATGGCCAAATAAA 

TTATGATATACTCATMTATATAATATCAAGTATCTGTTAAAATMTGCAGTAGTTTATT 

CTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTA C1 1 1 1 11 1 M I 1 1 1 1 1 1 

TTTTTGGGCCCCANAAATACTATNTAAAACCGGGTGATCAAAACAAAACTTATGTCATGA 

ATTTTMNAGTTTTTAGCAAAAMNATATTTTTGMCTGGCNCAGCAAAAGCAMGTTGA 

ACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAAC 

ACTAAGCTCATGACTGACATTCTCMTATATCCACTGATTTTTTTAAAC 

Sequence 5003 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCATGTGCCAGAGGAACTTAAGCAGCCGTT 

ACACAGAAAGTCCAAATCGCAGGCATATGCTATGATGCTGTCACTGTCTGACAAGGAGTC 

CCTCCATTCTACATCCCACAGTTCTTCCAACGTGNGGCACAGTATGGCCAGGGCTGNGGC 

GGAATCCAGTGCTATPCANTCCATAAGCCACGTNTGACGTTATCAAGGTTGACCAAGAGT 

GGGACCMGTCCAACAGTMGCATGGCTCTTTCATATAGGACTATTTACANGACTGCTGA 

GCAGAATGCCTTATAAACCTGCAGGGTCACTCATCTAAAGTCTAGCGACCTTAAACTGAA 

TGATTTAAAMAGAMNGAMGGAAAAAAGMACCTATTTATTCTCCGATATTTTNGTTT 

TGCACAANCNAAAGGCANATGGCTGGACTTNTGGGAANGAATCAANCCAATGGCCAACTT 

TAAANNGANTNCANNTGAAAAACCAAAA 

Sequence 5004 

CCCTTAGC GTGGT CGCGGCCGAGGTACATTCTGTTCAGGTGATAACTGAGCCTCAATCAA 
GCAGA MCTTTTTGCTTGAMTTAAAAAAAAMTTTCTATTAGTGAMTTTC 1 1111111 
TTTTTTGGGAAGCACCCTGTTATCTAAAGAATCTTTGTAAGA I I I I I GTAAAATTTTTGT 
TTTNACMGATTTATTTTGAAAATTGGNTTTTTGCMGAT^ 

ATGGATTTTNTAATTGGGAATNACCATAAAAGAATTCCTTATNNCCAAAAAAAAAANNAA 

AAAAAAAAAAAA 

Sequence 5005 

ACGCGGGGGGAGCCAGAGAGACGCAGCTAGGCCTCCACGGCTGTGGAGAGATCCTGCCAC 

GGGCCTTGTTCACCATGTCGGTGCTGGATGCGCTTTGGGAGGATCGGGATGTCCGTTTCG 

ACCTGTCCGCGCAGCMATGAAMCAAGACCTGGAGAAGTCCTTATTGATTGTTTAGATT 

CCATTGAAGACACCAAAGGAAATAATGGAGATAGAGGTAGACTCTTGGTAACAAATTTAA 

GMTTCTCTGGCACTCTTTGGCATTATCAAGAGTCAATGTTTCTGTCGGTTACAATTGCA 

TATTGAATATTACAACAAGGACTGCTAACTCTAAATTACGAGGCCAAACTGAAGCTCTCT 

ATATACTAACAAAATG 

Sequence 5006 



# 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGGACGTCTCCCCATTACAACTACCCAATCCGA 

AGTGTCAACTGTGTCAGGACTAAGAAACCCTGGTTTTGAGTAGAAAAGGGCCTGGAAAGA 

GGGGAGCCAACAAATCTGTCTGCTTCCTCACATTAGTCATTGGCAAATAAGCATTCTGTC 

TCTTTGGCTGCTGCCTCAGCACAGAGAGCCAGAACTCTATCGGGCACCAGGATAACATCT 

CTCAGTGAACAGAGTTGACAAGGCCTATGGGAAATGCCTGATGGGATTATCTTCAGCTTG 

TTGAGCTTCTAAGTTTCTTTCCCTTCATTCTACCCTGCAAGCCAAGTTCTGTAAAAGAAA 

TGCCTGAGTTCTAGCTCAGGTTTTCTTCTCTGMTTTAGATCTCCAGACCCTTCCTGGCC 

ACMTTCAMTTAAGGCMCAMCATTATACCTTCCATGAAGCACACACAGACTTTTGAA 

AGCMGGGACA ATGAC TGCTTGAMTTTGAGGGCCTTTGAGGAATGAAAGCCTTTGAAGG 

GAAMNAMTACTTTTGTTTCCAGCCCCCCTTTCCCACACTTNTTTATGTGTTAAANCAC 

TGGGCTTTNCTNGAANCCTTGGGMGCCCNCGGGTGGACTGGTNTTTACATTGTTGTTTT 

hfrANAA MMC CTGATTTTAAMAGTTTCTGGATCGGTTCCAAGNANAATGNATTTAAAA 

TNTTCCATTTTCCG NAAAAAAAAAAA AAA AAAAAAAA 

Sequence 5007 

GGAANTGGAAANATGGTNTAAATTGGATCCCTTGGTGANNCAACCCAGGAGGCCTATCTG 
CAACATGTAGGGTGTGGGGCGACAGTATTGTGGGGCTTCCATTCATCTTANTACCTCGGC 
CCGCNACCACGCTAAGGG 
Sequence 5008 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGAGGCTAAAACAGGAGAATCGCCTGAACC 

TAGGAGGCGGAGATTGCAGTGAGCCGAGATTGCACCACTGCATTCCAGCCTGGGCAACAG 

AGGGAGACGCCCTCTTAAAACAAACAAACAAACAAGCAAAAGCCCAGATCACTGGGCCCC 

ATCCTCAGAGTTTGTAATTCAGTAGATTTGGAGGGTAGTCCMMTTTCTGTTTCTAAAA 

ATTCTCAGATGATGCTGATGCTGCTTGTTCAGGGACCACACTTTGAGAATCACTGGTGTA 

GGATACTGTTAAGTGAGATGAGTGAATGTAAAMTATATTTMTCTGGTCCMTTTTTGT 

AAAATAAACAACTCCCCAAATGCTATACATATGTGTATTCATATGAAAAAATATGACAAA 

TGCTACACAGTAGGACATTAACATGAGCCCGAGTACCTGC 

Sequence 5009 

ATAGGGAGTCGACCCCGCGTCCGATTCTATTCCCCAAATTAACTGAAAACATGAACGCTA 

GATGGGMTGATGGGAGAAATMTATATTTATTTCGGTGAMTTTTGCATGTGTGAAAGT 

TTTGTTMCTAGGACCTTCGAGATCCTAGACTGCTTTTGTCTTACTGTGGGAAACAGAGT 

CTCTTGTAGACACTAGCATTTTMGGTGACAAMGTCAAAGGTTGTTTCCTTTGGTTTM 

GCGGCAGCCAAGCATTCTTCMTTGGGGGCTTAGGGTGTGGCTGTTGACAACACATTTTA 

TTATGGGGTCTTTMTGATAAMTATTMTCTMAMTMGCCAAAMTTACAGGTTTAT 

TTTTCACTAAACAGACAATTGAAATACATGGTACAAAAATAAGTGGTAAGATTATTGTAA 

MTGAMAATGGACAGMTAMTATTCMTTTAATTTTCCATCTATGAGAAT7TCACAAT 

AAAATCATAAGTTTACTTTGTATTATANNANAMNNNNNNNNNNNA 

Sequence 5010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNN M » I < I I I N I I I I I I I I I 11 1 H 1 CC 

GGANATAGAGCCTNACTCTGTCTCCCAGGCTGGAGTGCAGNGATGTGATCTTGGCTTACA 

GCAATCTCTCCCTTCTAGGCTCAAGCGATTCTCCCACCTCAGCATCCCAAGTAGCTGGGA 

CTACAAGTGTGCCMCTTAGMTTATATTAGCCACACCCAGCTAATTTTTGTATTTTTTT 

GNAGAGGCAGGGTCTCCCCATGTTGCCCAAGGTTGGGTCTTGAACTCCTGGGCTTCAGNG 

ATCCAC CCATTT NGCCTCCAGCAAAGGGCCAAGATTACAGCCATGGACCCCATGCCCAGC 

ATMCTATTTTTMTGAMGTAGACTTTAAAAAAGAAAMGTNTTTATTAGAGGTAAGAA 

GACCCCCTCNCCAGAAAAGAAAAATTTTACTTAGGGGCCCAGGCCCCAATGGGCTCGGGC 

CTGTAAATTNCCAGCACNTTTGNGANGGCCAAGGNNGGGGGAACACCTGNGGGTNGGGGG 

GTTCAAGACCAANCCTGGACCAACATGGNANAAGCCCNGGNCTNTTCTTAAAAATTCCAA 

AMTTTGCCCMGCCTTGGGGGGGCANATTGCCNGGTTTNCCAACTTCTTAAGGAGGCTT 

NGGGGGAGGANAATTTCTTTGGNCCCCAGNAAGNGANGGTTGCGGGNGAACNTAAAANTG 

GGCCAATTGGANTTCCACCNGGGGGAAAAANMNNAAAA I 1 1 I I I 1 1 AAA A 

Sequence 5011 
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CCCTTAGCGTGGTCGCGGCCGAGGTACMTTAGGTTCTGACTTAAAGATTAGAGATTGAA 

ACAAACAGAAAAAAATGCMCCGCTTGCATTTCTTGCTAAAAGTAAACCAAAAGCAGTTT 

MTTTGAAGGATGTGCTATGGTAGCCGTGATTAGGTTTTAGGTCAAATAACCAATGGGCC 

CAACTCAATGTGAGACAGGGGGAGCCTCATTAAGAAGAGTGGCTGAGAAGGAGGCAGCAT 

GACCAGTACCTGCCCGGGCGGCCGNTTCGAAAGGG 

Sequence 5012 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I I I i I 1 1 1 lAATTTT 

I M II I I » I I I I 1 1 I I I I 1 1 I I I I I I 1 1 I I I I I 1 1 NTGGCAAANNNAN I I I I I I NTTTNN 

ANTTNGGNNATTGGTAAAATCCTAGTNACACMTTGNANATTTTTTTNNCNNNAGAATTT 

m^fmAANGNMANMCNTNTGAAAAAATANTNNANTTNTGGAAATANCNNANANATT 

TTGTTTTTTAAA 

Sequence 5013 

CGCCCGGGCAGGTACTT TN I I I M I I I M I I I I M 1 1 1 I 1 1 I I I I I I 1 1 I I I I M I M 1 1 

I I M I I M 1 1 I I I M I I I I TNI 1 1 I I I I I I M I I I I 1 1 1 1 1 1 I I M I I I I I I 1 1 I II M N 

rTTTTTTTTTI NNTNANNAAAAAAAAAAANNTNNTNNATAAANANAAGCCTNNNNCNNAC 

ANNACTAGGMGNNNNTANATNNANNNNGNGGNTNTGNAAAAAAAAAAMNTTTANTNNN 

ANCATNNAAAGTGGAANGGNNNNTATCCTGAANATNNNGANNGNNANTGNNNNANTGNAN 

ANTCTGNNMGAAATATNNTTTACCCTTNCTTNATGGGGAGGCTTAANNATGNNCANNNC 

TTNCATGCCCTTNTATCCCANATTACCTAAATGC 

Sequence 5014 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCAGGTCTGAAGGCAACCACACTGATTATG 

GAGGC TCCACTTTTTCACTACCCAACTCAAAACTGTCATTGTCAGT CI I I I I I I GAATTC 

ITU I AAAGACAAAACTAAACCCAGAAGATCGAACTGGAAATAAAAGCAGACAAAGAGAC 

CACCAAATATACTGTTTAAAAAAACAACAACAACACTGCTCATGGTTTACAGTATGTGGA 

CAGTTCCTTTGTTCATGATAGAGTAMCAAAAGTCCCTTTTGTGTGCTTGAGCAAATGAA 

AACCAAGAGGAGAAAAACACACACCACCTCCCATCCCCTAAAAACATAATTAACAAAATA 

AAAMTAAMTAAAAAATCCTTTGCCCCAGTCMCGTTTTTGCAGCATCCATTGTGGTCG 

GCCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5015 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAGTTTGCTATTCCTGTTTTATAAC 
CTGTTCTGCAGAAACCTATTTTTATTAAAGATTTTTATAAGAAAGGGAAAAAAAAAAAAA 
AAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5016 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCGTATAGCAGACCGCGGGCACTGCCGCCGCT 

AGGTAGAGTCTGAGGGCTTGTAGTTCTTTAAACTGTCGTGTATACTCGAGTCTGAGGCCG 

TTGCTGACTTAGMTCCCTGTGTTMTTTMGTTTTGACAAGCTGGCTTACACTGGCAAT 

GGTAG7TTCTGTGGTTGCCTGGGAAATCGAGTGCCGCATCTCACAGCTATGCAAAAAGCT 

AGTCMCAGTACGCGGGCCTTTTTTTTCACAAGATGGCGCCGAAAGCGAAGAAGGAAGCT 

CCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAAGGCAAGTGTT 

GAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCC 

GAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGNAAGAA 

ACAAGCTTGACCACTATGCTATCATCAAGTTTCCGCTGACCACTTGAGTCTGCCNTGAAA 

GAAAGAAT 

Sequence 5017 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCA7TCCAGGTTGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCTTTGTTGTCCTCTTTTGMGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATAATTMTAAAGAGCTACTAGTCCAGTATTTTCATTAATAAATTAATAT 

CATAAGTGMTGGAATTCTTCAGGACCTTAGMGMGTTATGMTATMCCTTTCCTTGA 

GMGTMTTTTCATGTAAGAGGGMGATAGATTTATC7TTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCMGCCTTMTGTATGATATAGAGATTAGTCTTTTACTTATGACTGACAAA 
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AAACCCTGATGCCTTGAAAGAAAGCCTTGGCTCAGTGATAGACTTAATTACACACACACA 

CACGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5018 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACTTTATTGTATTCCMTTTAAAAAAACAAAAT 

TMGTCTA TATTTTAAAA ACTCTGACAATAGCAAGATATTTAATGAACTCTACTTCATAT 

CTAGTTCA I I I I II I I I I CTGGTTTGAAAAAAANATCAGCTTTCCCTGAATAAACAAAAA 

TGAATGTAAATAAACATGAAAATNCAAAACCNTAATTTCCAAAAACGAAATGAATGGGCC 

AACAGTAAAATGCNCAATGAGCCACAACTGCCCTGGTNTTTAAAAAAATAAAGGTCAACT 

GNGGGTCATAAANAAGTNTCAACTTTTAAAAATATATGTATGTATNGCTACTCATAGCAT 

ACTCTGACCTAMAAAGGCANATNCTGATTTTATAGCCAGGGACAAAAAATTTGAACGGA 

ATTGCAAAACCCCCTGCTTGNGATCACTATATGAAATGGAAGAATAATTGAAAT 

Sequence 5019 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I II I I I I I I I I GAGACGGAATTTCGCT 

CCTGTTGCCCAGGCTGGAGTGCAATGGTGCAACCTCCGTCTCCTGGGTTCAAGCGATTGT 

CCTG CCTCAG CTTCCCAAGTAGCTGAGACCACAGGCATGCACCACCACACCTGACTAATT 

TTGTATTTTTAGTAGAGACGGGATTTCTCCATGTTGGTCAGGCCGGTCTCGAACTCCTGA 

CCTCAGATGATCCTCCCGCCTTGGCATCCCAAAGTGCTGGGACTACAGGTGTGAGCCAAG 

ATCACAAAAGAGAGAAAAGAAAAAAGTCTATCGGGCTAATGGGAAGCTGCCAGGGAAGAC 

AGGGTCTTACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5020 

CCCTTAGCGTG GTCG CGGCCGAGGTACTAGCTGGGTGACCTGGGGTAAGCTACTTAATCT 

CTCT GMTTrCATTTTGTCATCAGCAAMTGGGCATAATMTACCTACTTTATAGGTTTG 

TTTTATAGATTAAATATGGTMGCCATGTTAAATATTCACTTTAGTGAATGGCTCATTGT 

TAAGTCCTCAAAAGTAGTTGTTAACAATAATAAATGTATACATAAGTTATACATTTCCTT 

AAGCAATACAAAATAGGTCACACTGAATGGAAACACCTCAAACCATCTGTGGTTTACCCC 

TAGAGAAAATTCTGATTGCCAGACATAATATATAGGGGCAGGTCCTTAACGTGTGGTCTC 

CCACTCTCTCTAGGTGGTAGTCTCCTCTAGGGGGTGTGCAAAGTTACCTGGGGC 

Sequence 5021 

GGTACCACTCTTTGGATGTGATTGGGTTCCTGCTGGTCTGTGTGGCAACTGTGATATTTA 

TCGCCACAAAATGTTGNCTGTTTTTGTCTNTGGMCTTTGCTAGAAAACCAAAGAAGGGA 

AAAAATGATTAGTTATATCTGAGATTTGAAGCTGGAAAACCTGATAGGNGAGACTACTTC 

AGTTNATTCCAGCMGAMGATTGTGATGCAAGATTTCTTTCTTCCTGAAAAAAAAAANA 

CAAAAATGGAAATANNTTCNTGNCCGGNNNNNATTACCATGGGGNAAGTTCCCCCCCNTN 

GGNNGNMTAATGNNTGGTTCTTTCATGCTTTTTTCTGTGCGCTTACCTAAGNGTGAATA 

TGTNMGGGTTTG^r^^^GNATACAAATGGGATTATACTAAMTMGTMTGCCTATTTTT 

AAGGATAGGTTAAATTTGTGAA 

Sequence 5022 

CCCTTAGCGTGGTCGC GGCCGAGGTA C I Ml I I I! 1 1 I I I 1 1 I I) I I I I NAN I MINI) 
I M M I I I I 1 1 I I I I I I I I I I II 1 1 I I I I I 1 1 I I I I 1 1 I I I I I I I I I I I I I I I I I I AAAA 
ANN NNNGG GG I I I I I I 1 1 NNNAAAAAAMNANTNNNANANNTTTTTTNNAAAAAAAAAAA 
ANNATTTTNTTTTNNNNNAAANACANTAAN I I I I I I I I I I I CNCCCCCCCCCCCTCCAAA 
ANNANNNNNGGAAANNGGGGNGGNNTTTTGTAAAAAAAAAAAAACTNCCCNCNNANANCC 
NAAAAAAAAAATACTGGNANNATAAAAAAACANNCCNCCCTTAAGGGNTTNAAANNCCCC 
CCCCCTANGGGGNNTNTTTNNAACTAAN 1 1 M I I II I I I I I I I I I I NIMTTGAAAAAAAAA 
AANNGGGGGCCNCCCCNAAAAAAAANGNGGGGC I I I I I I I I I I I I I I AANGAANNCCCNT 
NNCNAAAAAAAAA AAAA AAAATNNNNTNGGCCTTCAAAAAAAAAA AAA AANN I I ! 1 1 ! I I 
TNCCCCCCCCCNCCCNGNNAAAAAAAAAAAAAAANCCNC 1 1 I I I I I I 1 1 1 1 1 I NNAAAAA 
AAAN AAANTNN I I I I 1 1 I ITTNATAAAAAANAAAAGNGGANGGGGGGNAANCCCCCCCCC 
ACCN III I I I I I I I I I I 1 1 GNNGGGNNANNGNAAN I I I I I I I I I I 
Sequence 5023 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCAACCATGGAGAAGATGAAGCAGGTGGT 
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GACACAGACTCGGTGGATGAGGCCAGATGCAAAGAGAGCCAACAGGAGGCACAGGAGAAC 

TAGGGAGGCAAGAAGAACAAGGAGGGCAACGGTCAGAATGGAAATACTAGGCATCTGCAC 

ATGGAGTCCAGGAGAAATCCGGGGCTCTCTGMTCCTGGGGAACCTGCTTAGAAGGGTAA 

GCGTGACTACAGCAGGAGGATTCTGATTACCTTAATGATACCCAGAACATGGAGGTAGGA 

GGTTGAGTGTGGTGGCTTGCACCTTGGAATCCCAACACTTCGGGAGGCTGAGGTGGGCAG 

ATCACTTGAGCCCAGGMGTTTGAGACCAGCCTGMCACAAAGTTGAGACCCTCTTTTTA 

AAAAAAAAAAAAAAATTGANTTNAAAAAAAGTACCCTGC 

Sequence 5024 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATCTTGGGGCTGCTGGGACTCGCGT 

CGGT TGGC GACTCCCGGACGTAGGTAGTTTGTTGGGCCGGGTTCTGAGGCCTTGCTTCTC 

TTTACTTTTCCACTCT AGGCC ACGATGCCGCAGTACCTATTAGAAAAATGCTACAAACTT 

TCCATTAAAMTATATATTTTCTCCTTCATTTGTCATMTAMCAGMTATMTTTTCTT 

TGTAAMTTMGTCATACCGTTTCTTTATAGGATGATAATATGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAATTCCAGCA 

Sequence 5025 

CCCTTAGCGGCCGCCCGGGCAGGT AC 1 1 1 1 1 1 1 1 I i M II I M 1 1 1 I M I 1 11 1 iCTTTC 
I I M I M 1 1 M I I 1 1 II I N N I I I I 1 1 1 ITTTTMNATGNCNTTTTTTTN1 1 Ml 1CTT 
I I 1 1 1 I I I 1 1 I I NATNATTTTNTTC I I 1 1 1 I I I I I I NTTTNNANNCNNNNNGAGGGNNGN 
GGAAAA ACCCNA AAAAAAAANANAANAAAAANTC 1 I I I I I I 1 I NATAAACCCCNNANNAA 
NAANATGTTTTTNAANANTNTN"! ) I I I i I I I I ) I AAAAAAAAAACCAAAAATTCTTTTTT 
TTTTTATM 

Nl I 1 1 I 1 1 I I I AATNTTCNNNNGGNCCCANNNCTTNTATGANNNANNTTTCCNNCNTNNN 
GGGGNNGGATNTTTNTANAAAAAATATNCNAAAAAAAANNGTGTGNNAANAATATNNNAA 
ATTGNTTTNTCTNTTGGGAAAAAAAATT 
Sequence 5026 

NNAGCCTGCTCGNCGGCCGCCAGGTGTGATGGATTATCTGCAGAATTCGCCCTTTCGAGG 

CGGCCGCCCGGGCAGGTCTCTCTTCGTGTGCAAGAGATAACTATGAAAGCCAAATTCAAA 

TACTGGCCMCATTTCCTAMGGGGCTCMTATCTATCATTCGTCTTCTTTTCCAAACTA 

CACATCACTGTATGACTCAACCAGTAGCAGTTATATTGCCCCTTGGI I 1 1 1 ATTCAGTTT 

AACTACTGTTTCCAAQATAAATGAGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5027 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCCTACTCAAAATTATATCACAAATTCAGCT 

GGGAGCTTCTTTTACCCTGTGACCCCTCCCTGAGCTCATTGGCTAACTTTCTTGAGGGCT 

CCTGTGAGATATAGTCAGGMTGGCTTTCCTTGGTTCATACTAGAGACTCAGAATACCTG 

CAAGGCACTTCCTGCGACTGCTTCTACTTTTATTTTCACGAGGCTCCCTAMTTTGTTCC 

AGCTCTTGGTAGCATTAAGGCCTTCTCCTGTGGCCTGGATTTTCAGATTCCTTAGTGGGG 

ATATGTGCTCAAAGGTAGAATCTCCCCGTCTCATACTCTGGGAACTTTT A I I I I 1 1 I ICC 

TATCTCATGGAGTAGGCTGCAGCCTATCACTTCCTTCAAMGGTCTGTGGATTTTTCCAG 

TTTTCCCAGTGGGAGAGGCATGCTAACAC 

Sequence 5028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATACTCAGTATTTAAATATGTCCCAGTATAGA 

AGCATMCTTCA ATTAA TTTGCTGACACTAACTTCTTAAAAACTTACAAATATTCAAAAC 

AMGGGAAAAMTTTTAGATAGCCAAGATTTAAAAAGCCATCGCCTTGAACATGGAGCCT 

CCTNNCMMGAGGAGATATACTTGTATACTCATTATATTTTATTTAGTAGCCATGTAAG 

GAMCACAC ACTCA CTTATCCCAMTATTTTTCTACTTTTAATGGACATCCACTTGAAAA 

CMATCTTMTTTTMTGTCMTTTAGTTTCAMTACTTTTCCAGCTGCCTAGTATATTC 

CMTTMATGCTATTATTATATCTGTTTTAAMCTGGGAATTAAAGGTTAGAAATACTTT 

GCAGAGTGGTATCCAMTCATTTGAGAGGCCMCATTAAMTTTGACTTTAATGTCTTAT 

TMTATATCAACAGGCMTTGTTCCGACTTTTGAGGAACACTAACACTGCTTCCAAAAGC 

ACCCCTGCTTTTCTTTCTTCATCCCACTAATATTGNCTTAGATGTTGTCAACCAAGAAAC 

ATTTATGGTAANGAGAGCTTGCTGCATAAAACTGNATTGGATAATATATTCTTATGTCAG 
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AAMTACTCMTTTCTTCTACTTCACTTATTTAAAACCC 
Sequence 5029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAGAGAGAGGTTCCACTGCTCTTAAGAAA 

TTGMTCTTTTCAGCAGACTCCTCTTCTATTTCCATAACAGGCTGAGMGTCTTCTTTGT 

T7TCAAATAGCTCACATTTGTTCCAAGAAGTCCATCCCCGCGTACCTCGGCCGCGACCAC 

GCTMGGG 

Sequence 5030 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCATGATCTCAGCTCACTGCAACCTCTGC 

CTCCCGGGTTCAATT CTCCTGC CTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCNCC 

ACCATGCCCAGCTAATTTTTTTGTATTTTCAGTAMNATGGGGTTTNTNTATNTTGGCCA 

GGCTGGTCTCAAACTCCTGACCTTGTGATCCTCCTGCCTCGGCCTNTCAAAGTGCTGGGA 

TTACAGGCAT GAGCCAC CACTCCCGGCCTAAAAMNAAMNATTTTCAACCCATTCGTAA 

TATANCAGGA I MINI I AATTCCAGNGTATANAAGTCTAATTAANAANAGCAAATTTAT 

TMTATTTCTAGTTAAATTTATATATTTTAGTCTMGAGAAMTATTAAAGCGTTGAATA 

AATAAATGTTTAAAAACAAAAAAA 

Sequence 5031 

CCC TTTCG AGCGGCCGCCCGGGCAGGNAC I I 1 1 M 1 1 1 ) I H » I 1 1 1 1 ) 1 1 CCACTTAAC 

TATNl i i iui lACTTATNTGCNTTAAACTACCAAAAACAAATCAAAAAAGGATTCTGGAT 

CTMTTCTTCCTMTGGCTCTNGTTAGNCGGAAMGTTGTATTATTACTGTTTCTGAAAG 

GTAAAANCNTNACCNTAAAACAAAATTANATGGATTANAAGAGTANATGTGAGGCTGGGC 

GTGGNGGCTCACATNTGTAATGTGCTTCAAAAACAGTANNTTGAGAATCANAAGCAGAGT 

NGGATGTGTTCACTGCTTCCAGNGACTATGGACAGCACACCGNTGATAAAAAACTAACCT 

CCACGAG 

Sequence 5032 

MCCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTTAAAAGAANNGTAAAGATTGGCCTG 
TTAG AAAAAGCATAATGTGAGCTTTGGATTACTGGA I I I I I I I I 1 1 I I I I IAAACACACC 
TGGAGAGGACATTTGTTNACACTGTTTTTACCCTCGAACCCTGATGCGGNNCCATNANGT 
AAATATTTCAAATATTAAAAATG N ATAN ATNCAAAAAAAAAAAAAAAAAAAA AAGNNCAT 
TGGATACTGCAGNGNCNNCTACATGGGATGGGACAGGACATAANGNAAAACATAA 
Sequence 5033 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACACGTGCACATCAACACTAGGCTTCCTA 

CGTCTGTTTGCTGAAAAGATCTAGAAATAATAACCAACCTAGTGGAATTGATCTTCCCTG 

GTTTCCAGATTGTCATCTTGATACMCATTTTCCACAAAAGMGCCAGGGTTTTTGGAGA 

AAGACTGATTGTATGTCCAATGCAAGGA7TTTAAAAGATGAGCCTGGTGGTGCATCCTGG 

AAACCTAACCAGATAGTAAGAAAACTGACACTACTTTATGTCGGAAGTATTGAGGAACCA 

ATATGAANAGGCTTCCAGTGGCCAAAGATGTGACAGTTAGAGCATCAGTGTGGATAATAA 

CAGGAATGGATTGAAATGCATCGAATATGCTTGTCTCTCTGAGTCCATAATACTAAAAAA 

TTMTTGGTCACCTTTGMGGATAMTAGMGCCCATATCATTGTTTTGAAAAATTGTAA 

ATAGAAGATATGAGCATTTATCCTGCCTTTTCC 

Sequence 5034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGGTTAAATTTGGAG 
AATATCTTTAGAGCCTCMTCTGGCTATTTTGGAAGATTATTTTTGAAMTMTTTCAAG 
GAAMTACTAGATGTCTTTTAGATMNGCTTTTCAATTTGAACTCNGTATACATG 
Sequence 5035 

CCCTTAGCGTGGTCGC GGCCGAGGTA C I I I I I I I I I H I M 1 1 1 1 1 M I I NGGTTTTTTT 
1 M I I I I I n I 1 1 1 I I I I NAAAAAAGAAAAAAAI 1 1 1 I 1 1 1 1 NNAAAAAAAAAAAAANGN 
N C AN N N N A AAAMAAAMN TTTTT AAA AAAAAA AA AAA AAAN G GG N CN NTTN N AAAAAA A 
^NNMNC CCCNNA AAAAACNNNNGNNNCCNANTTNNANTNNNAAAAAATTNGGGGNNC 
CCCCCCCCNTTTTTTNCNCCCCNN I M 1 I I M I \ AAAAAAAAANG A A I I i I I I I I I NNNC 
CCCCC CNAAAAAAAAAAAAAANNNAAAAAAGGNNCCCCCCCCCCCTTTTNAAAAMNTTT 
TTTTI NAAAAAAGGGGGNCCCCN Mill II rNGGGGGGGGGTTANAANNGNGNNAAANTN 
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CCCNNCTNGGGGGGGNTANAAAAANANAANCCCNNNGNAAAAAAANGGG 
Sequence 5036 

ACGCGGGGAAGAGTTCAAAGAGATGTGAGAATTAGAAATGCTGCTGTTGGAGGGMGATT 

ACTGCTGTCAAAGGGAACAGTCAAGTCAGTGCAAAGGCCCTAAGGTAGGAGTGTGCCTAT 

CATGTTTGAGGAGCAGCAAGGAGACCAAAGTGCCTGTAGCAAGGTGAGCAAGGAGCCCGC 

ACATAAAGGGTCACTCTGCCTGCTGTGTTAAAAATAAACAGCAGGGATGGCCGGGTGCAG 

TGGCTCACACCTGTAATCCTGGCACTTTGGGAGGCCAAGGTGGGTAGATTGCTTGAGGCC 

AAGAGTTCAAGACCATCCTGGGCAACATGGTGAAACCCCATCTCTACAAAAAACACAAAA 

ATTAGCCGGGCGTGGTGGCGTGCACCCATAGTCCCAACTACCTGGGAAGCTTAAGCCGGA 

AGGATGGCTTGAGCCTGGGAAGTNGAGGTTGCAATGAGCTGANATTGTGCAACCTGGGTG 

ACAGANCCAGACACCGTCTTAAAAAAAAAAAAAAAA 

Sequence 5037 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCATTATTA1 Mi l ICA AI HIM 1CTTATTTT 

TTTAAAGGTAGACTTCAGMTCATTTAATCAAATTCCAAAAACAAGGCAGTTTCATGGGA 

ACTATATAAAGACAGAGAGAAAGAGAAAGAAATATATATATACACATATATATATTCTTT 

CCATAATGAACATGAAATTTATCAAAGGCTCACGTATGATTCATGAAAAAAAAAAAAGAA 

AAAGAMTTTCCATTTCCTCAGACTTTAAAMTATTTCTCAGTAACAGTTTACTCCATAT 

ACCCAACTAAGGTTATTCCCCCGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5038 

CCCTTTCGAGCGGCCG(XCGGGCAGGTACATATTGTCCTTTTACTTCCAGGTGCAGGGCT 

CCCATTTCTTGTAGGACCAGTCTTTATGTATGAATGATAAGTTTTCTGGGTATAGTATCC 

CTGGCTGGCAATATTTTTCTTTCAGTGCTTTGAATATATCATCCCATGTTCTCTTGGCTT 

TTAA GGTTAC TGGTGAGAAACCCTCTGTTAGTCGAATGGGGGTTCCGTTATAGGTGACTA 

GACATTTTTTCTTGCTGCTTTTAGMTTCTCTCT 

TMTGTCTTATGGAGAATACTTTTTGGAATTGTGCCTGTTTGGGTATCTCTGAACTTCCT 

GTMCTGGATTTCTAMTCTCTTGCTAGACTTMGMGTTTTCAGCTATTATTTTGTTAA 

ATAGCATTTCTATCCCTTTTTTAACCTTGTGGGATCCANAAMTCAMCATTTATTTGCT 

TTATGATGTCCCATATGTCAAAATTAGCTTTT 

Sequence 5039 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTNTTTTNN I I I M I NTN M H I I I GCCG 

GGAMGTNNATCTTCTCCGTNTCTCTGGCATTGGCTTTATTTCAAGAATTTCTAGTCTGG 

CCCAGTCATTGTCTTTAAAAGGAGCAAGTGACCAAAAGAACAAATNGCTCAATGACTAAA 

TTTTCCTGCTAAAATCTTAACCGTATATCACTACCAAGAACCAAAACCGAGTTGCTGATA 

AAAATNGTTAAATAAGGGTAGCCACCATCTTNTCCCTGGCCATTTCAAATCACAAGGCCA 

GCGTTAGTGAACMTTCTGTCTTTGCCAATTTGAAATTCAAG I I I II I CTTTNAAACATT 

CCTCTTTNAACTTGTTTTGTTACTTAACTGTTTTAAGGGCCATCAGGAATANAAAAGACC 

GGGGTmMTTCTCACATAANANAAGCTTTNTAMTCCCMTTTTNCTCM 

GAGGTTGANGTATCTACCCMTTAGCTTCCTTTATCAMGTGTTTTTAGGCTTAAATGGG 

GTTAAMMAAAMCCCTATACCTTATTGGGGNAAATCATAMGGCTTNCTTTGGTAGCT 

TANTGTTTATT AMTTTN ATCMCATTATTTGGGGCMNATGATTTAAGGAATTGAAAGC 

CCNNCNNMAATTTTTTANCCCTTTCCTTMCCAACAACTTCTNGNTAAAGCACAGCATT 

GGmAfvnTGAGGCCANGGACCTTGGGCTNGAMTMCMTTTTCrrAAAGGGGG 

Sequence 5040 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCCAGTGGTTTAMCGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTT 

TACMGTTAMGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCTGG 

ACAGAGCAGTATTTCGTTTMMCTTTGTTTTTCTTAAMGCTTACAGTGTTT^ 

TCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGGCAGGTTAAGGGA 

TACTG TCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGGGAAATTAGGGGCTGAT 

TrFTTAAACTGTGTGAGATATTAACCAGCCGCCCTGTTATAAAATCAGGAAATCCAAACA 

GCGATTTACACCGATTMCACCCCCTTTATATATTTTTTACAAAAATCACTGAGAAAATA 
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ATCAMCGTTTTCATCTCTCTTGNCTT^ 

TTTAAATATAAAAAATTAAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGGAACGTAAAAT 
GGCGTGGGTAACACCACTTCCCAAAAAAAAAGAAAAAAAAGGAAAAAAGGGAAAGGGAGG 
GATTAAGGAAATAAGGGAGTAAAAGAAAGGAAGAAAAAAGGG 
Sequence 5041 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTMTGAMGAGTTTTAAAATAGGTAAGTC 

TTCT AAAAA CAATAATTACTMGTCCATTTTACAAATGTTGGTGGGATAAATGGGTGGGT 

C AGATTTTCTTAAAATCAG AAACAGACTGCTAAATAACCTACTGAATACATCTAGGAAAA 

CI 1 1 1 1 1 I 1 1 1 I I I I I I 1 1 I GGGACGGAGTCTCGCTCTTTCGCCCAGGCAAAAACATTTT 

AMCTTTATGGMGATATACTTATCTTCAGAAGTATAAAAAACACATTGATAAAAATTGT 

TAGGCT GACAT AAAAATATTCATTAAAAAGCTTGTATGCAAAATTTAATCATATAATAAC 

TTGAMCTTTTAAMTGGGATCACTTGTTATCTCCACATGTTCTCTTCTCACCMTTTCT 

CACAAMTCTAAA ACACA GATGTTAGMCTGTAMCATTATTMCCTAGAGACTAATTTC 

CTAAMTMTTACATTTTGCAGAATATAGAGTGAATAGGTGGTTCTTTCTCACAAAAACT 

GGATTGNGTAATCCTMTATGAMTCCCCAAATCTCATGAAAAGTNACTTTGNAAACCTA 

ACCTTAAATTTN 

Sequence 5042 

CCCTTAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTCATGCAACAGGCAGTGTTCAAA 

GAGGCTTCMGTTCA AGGGA GCTCAGAGTTCCATTTTCCACCGAAAAGCTTTAAACAGAC 

TGMTATTAGTGGACATTTTTGMTMTTTTAAMCATMTTTTACACCCGATCTTAGCC 

AGAAGGTTGAGAAGTGATAACAAAAGTGTCAGTATTCTGGAGAGATATTCCTCAGTTGTT 

ATCAC TTACCACAGTAA CTAAC ATCGATGTTGGACATGCTGTTTTTATAACAACATTCTT 

MM l ATATTATTCTTTAATTTTATAAGACTTCATAGGACACAGGCAATACAAATCTGCT 

ATGTTATTCCTTTTTGTCTCTCCTTGTMTTTACAACCTGAAAATGTTGACTGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 5043 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCGGGATGAGATTTAAGAAGGAGTGAAGAGAAA 

GTGGCAGAMGACTATTTGMGATATGATGGCCAGMTTTTCTTAAATGTTATGAAAAAC 

ATTGATCTGCCTMGAAACTTGMGTCCATGTGGTATMTTTAAAGAGATGCATATTTCA 

ACACATAGTAGTTGAACTGTTGAAAGACAAAGAAAAAAAATGTGAAGACAGCAAGAGAAG 

AGCCACTCATCACACAAAAGTCTCCTCAAAAAGATGGCTGACTTCTTATCAAAAGCAGGG 

AGGCCAGAAGAAAGTGGGATGATATATTCAGTACATACTATACAGTAACACTGCTGTTGG 

CCCTGGAGATAAAACAGTCACAGGTCAGCCCTTGCTCCCATAGGGCTTACACTCCAGTGG 

GGACACCCACAAAGCATGAAAATAAAAGCAGTAAAAATAAAACAGGGCATTATGTTACAG 

AGGGGTGGGGG 

Sequence 5044 

A CNATAG CTATCCCTACAGMGATMTGTGTMCTTTTTATAGGAAAAGTGTGGTTTTAC 

TATTTT TGCC TTATCATTCCAAATAANAACTAGTCNGTTAATGATCATATTGTATGTAGA 

GAAAMTTTTCATTGACTCCCATTGTGGMTTCCCTAGCMTTrATTTAGACTTMTTTT 

TTAMTTCMGCTTACTGTATTAGTCATTTTTAGCCCATMTTAAMCATGATCACTTTT 

ACACAGGTGTAGTATGGTGCATTTCATTCCTTATTTATMATTMCTGAMTTACAGTTT 

GCTATMTATAAMTGACMTAGTCTCTTGAGTGGTMGTTGGTTATTTTTTTAGAGGTG 

ATCCANGAATCTTTAGTTTGAAGGCAGTTACC I I I I I I I I I I I I I I I I I I NAAAAAAAAN 

GNGGGGGGGGTTTTTTNNCCMNGMCTNNGAAMTTNGCCCAAATNNNNGGGGGTTTTT 

CCNCNACCNNANTTNTNGGGTTTTNGGGGGGGGNTCTTNNNNANNANNTGGGGGNNNNNG 

GGNTTNNNGGGGGGNANANAAAAAAJ J I J I I J 1 1 I GGANNGGNAAAAATTTTTTTNTNTT 

TNNCCCNNAAAAANNNNCNGGGGGGNNCCCCTTTTNTGNGNGNGGNNNNAAAANANNNAN 

AAACNCCCGGGG 

Sequence 5045 

CCCT1TCGAGCGGCCGCCCGGGCAGGTACGCGGGGAATAAATATTTATCTTTTGTATTGC 
TAAAAAAAAAAAAAAAAAAAANTTCCTTNNNNCNGNNCNNCCNTANGGGNAANTTCNAAN 
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NNTTNGGGGGNNGGTTATTAAGGANCCCNCTANGGAATCAANTCNGGNTCAAATAAANNC 
ANNTTCNACCCTTACTACACAATCAAAGACGCCCTCGGCTTACTTCTCTTCCTTCTCTCC 
TTAATGACATTAACACTATTCTCACCAAGACCTCCTAGGCGACCCANACAATTATACCCT 
AGCCAACCCCTTAAACACCCCTNCCCACATTNMNCCCGAATGATATTTCCTATTCGCCT 
ACACAATTCTCCGATCCCGTTCCTAAACAAACTANGGANGCGGTTCCTTTGC , 
Sequence 5046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATAAAACACAAATCCAGCCCCAGGATCA 
TAMTTTATGACTCCTMTCTAAGATCACAGCTTACTTCTTTTTATTTMTTAGGAAAAG 
GAATGGATTATATTAGGATGAAGGTCACCATATACCCAGCTCTCCTATAAATTACTTAGC 
ATGGTATATATGCTAMCATTAGCMCCTTTACTTATTATCTTGTTTATAAAACTACATT 
TTG ACCATG AGA I MINI 1 ATGGCCTAAAAAG I I I I I I 1 I AATATGCTAAACATTAGCA 
ACCTrTACTTA TGATCTTGTTTA TAAAACTGCATTTTGACCATGAGAA I rTTTTTTTA AT 
AGCATGACAAG I I I I I I I I I I I I I II I I 1 1 GGNAGTGGATATGTGTCAATAAATTT 
Sequence 5047 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACCAAGTAGAAGGCACTATGCCAGCACTGCA 

TAGCTTTCCTTGAAGAAGAGCAN7TACTGCCCTTCAGGAGTGTATAATCTAGTAGGAGAA 

ATAAAATATTTACATGAGTTTTACATGTAGGAMCTGMTGAAAAGAAAACATTTAAAGT 

TGATGATATGTTATCAAAAGTAGAGAAAATGAAAGGAGAGCAAGAATCTCATAGCTTGTN 

AGCTCATTTGCAGCTTACATrTTTGGTTTCTTCCACAAAAATGATAAGCCATCACCAAAC 

TCAGAAMTGMCAAMTTCTGTTACCCTGGAAGTCCTGCTTGTGAAAGTTTGCCAAAAA 

AAAAAAAAAAAAAAAGTACC 

Sequence 5048 

CGNCGGCCGCCATGTGATGGATATCTGCAGATTCGCCCTTACGTGGTCGCGGCCGAGTAC 
1 I I i M M i I I I I M I I M I I I M I I I I I I M I I 1 1 M I I M I M I M M I I M I I I M I 
M ) 1 1 I M I 1 1 1 1 II 1 1 1 1 I M 1 1 I I ) I ) I I 11 1 I M 1 1 1 1 1 1 1 1 1 I I M I M r NNNNNN 
NNGGNGNATThfTAAAAAAAAAAAAAAANN I I 1 1 1 1 1 1 1 1 1 NNNNNNNNNNAAAAAAANNN 
ANANANCMTTTNNNNNNANATTTTTT^NNNMNNNNNTTTNAAAAANNNCCCCCNNNN 
NniUll INNNNNNNNNTTTTTNAAAAAJKAAAAAANANNNNNNNNTNTHTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNN I I 1 1 1 1 I M M I I M NNNNTTTTTNNNNNGGGG 
GNNNNAAANTTTTTTT 
Sequence 5049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMTTTAATTACATCATCTTACTGAACACTA 

CTGACTTTAC TGAATCT ATTCCTTGATTTGATGTTCCTTTCATACAAATCACAGTAGAAA 

MCGTATGMTTTTTTTCMTACAGCCAAGATGCTGGCTTCTCACCTGTGMTATAGTTT 

TCACGATTGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCAACAAGTCAGTAGTGATCAGAACACGACTTGACCCTGACCGGAATTCCCTCATG 

ATAACATCTCTCTCCTTCTGGTCCATGTCACCATGCTGCAAATTAATAAACCTTAATTCA 

AGMTCACCMGTCAGGTCGGTATTTAATTTTAATCAACATGTATGAGACCAAGCGTCCC 

TGGCTGCTACAGGAGMTAGCAGACAGGTATAGTTMGAMCMCTTTATTTTAAGCAGG 

GGGA 

Sequence 5050 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I I 1 1 1 I ) I 1 CCTAATTTGT 

TGCCTCTTGGTGANMNAAGCTGTTTCTCCTATTATCTTGACCTTTCTAAAGTCAAACCT 

NTTTCTAMCTTATCAMTCATCCTTTGCTGGCATTACATTTTCCAGGTATAGATCCTTC 

ACCTTCCTTTTGCTTTGTCACANMTGACTTTnTNTCAAATCATAGTANAGTCTNTAAG 

TATGCCTTTCCTATAGCAATACTACACCTACATAAAAGCTGAACTTACAATNTGAGATTA 

AAAGATATTGCACAAAATGTGCAAGGTTNTTGTACNTGCCCGGGCGGCCGCTCGAAAGGG 

CA 

Sequence 5051 - 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCATATGTATATATGGGGTGGGAGCATA 
ATTGCCATTCCCATGTGTCTCAAGGAAGCTTAATGAGGAAACTAATGAGTTAATATTAAC 
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TCTTCTGAAGAAAGCTGACATTTTAGGAGTATTAAGTCATCTGTCCGTTAATGAGCAGCA 
AGAATATATTATGA7TGTATCACATGTTCCAGAAGAGCATTACCCCTTACATAGAAAGCT 
CCTTGGAGA7TTCATGATG7TGGATGAACATCAGTTTATCCTTATACATCCCTATTGAGC 
TATAATTATCCTCATTTGATACTTGAGGGAAACTGAAGTGACTTGCTCCAAAGTGACTA 
Sequence 5052 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 1 I I 1 1 1 1 GTTTTG A 1 1 1 1 1 I 1 1 AAACTAAAG 
CTATATAAAGCTTGTGGATTAAACAGAATAAATTTCTAAATTAAAAAAAAAAACGTACCT 
NCCCGGGC 
Sequence 5053 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTGGCATAAAAACAGACACATAGACCAATGGAA 

CAGAATAGAGAGTCTAGAAATAAACCCACACATATGCAATAAACTAATCTTTGATAAGGA 

CACCAAGAATACACAAAGGGGAAAAGAATGGTCTCTTCAATAAATAGTATTGGGAAAGTT 

GGATATCCACATGCAAAAGAACGCATTTGGACTCTCATCTTATGCCATATATAATAATGA 

ACTCAAAATGGATTAAAGACCT GAAAC CATAAAGCTCCTAGAAGAAAACATAGGGAAAAA 

CCTCCTTGTCATTGGTCMTGATTTTTTGGATATGAAACCAAAAACCTATGCAACTAAAG 

CAAAAATAAGTTTAAAAATAAGCAAAAAATAAGTTTAAAATAAGC7TAAAATAAGCAAAA 

ATAAGTTTAAAATAAGCAAAAAATAAGCAAAAATAAGTTTAATAAACTAAAAACCTTCTG 

TACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5054 

CCCTTAGCGGCCGCCTGGGCAGGTACTATTTCAGAAAGTCCCTAGATTCTCAGATGCACT 

GGCAAGCACCATACACTGAAGAATTCACGGAAGATTTTAGTCACTTGCTCACTCATCCAC 

TTGAAGTAAGAAAAATCAGTCACTGCATGTTTATTGTTCTATAATAAAGCAAATGTTAGA 

AA TAAA AGTTAGAAATGTCAAACACACTAAATTGTTACATAATAAACTAATCAAGACACA 

ACTTTTATTCAGGACATGGATATTTCTGAAATGAAAACAAAAGAAGAGAATTGACTTAAA 

ATGTTTATAMTACCAATATTATGACAGAACCAMGCTATTTATGAGCATTATTTTTAAA 

AGCTTGTTTMGTATTATGCACTTGGCTGTGTGACATTTTGTAAAGCGGAGAAAAATTAA 

GGA 

Sequence 5055 

CCTATAGGGAGTCGACCCCGCGTCCGCAAAGATTTCAGCAACAACCATGGCAACCTTCGT 

GGAGCTCAGTACCAAAGCCAAGATGCCCATTGTGGGTCTGGGCACCTGGAAGTCTACGCC 

AAACCAAGTCAAGGAAGCTGTGAAGGCAGCCATTGATGCTGGGTATCGCCATATTGACTG 

TGCGTATGCATATTGCAACGAGAATGAGGTGGGGGAAGCCATCCAAGAGAAGATCAAAGA 

GAAGGCTGTGAGGCGGGAGGACCTCTTCATTGTCAGCAAGTTGTGGCCCACCTGCTTTGA 

GAAAAAACTGCTAAAGGAAGCCTTTCAGAAGACCCTCACGGATCTCAAGCTGGACTACTT 

GGACCTCTATCTTATCCACTGGCCTCAGGGATTTCAGGCAGGGAAGGAGTTATTCCCCAA 

AGATGAACAAGGCMCGTCCTCCCCAGTAAAACAACATTCCTGGAAGCCTGGGAGGGCAT 

GGAGGAACTGGTGGACCAGGGGCTGGTGAAAGCTCTGGGCGTCTCCAACTTCAACCACTT 

CCAGATCGAAAGGCTTCCTnnnnnnnnnnnnnnnnnnnnnnnACCCTTCCACAACCTTCC 

CCCTGAACCCTTGAAACATTAAAAATGGAATGCC 

Sequence 5056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAMTTTTTGCCTACAATTTACCTTG7TAAA 

TATTGTAGATAAATTGCTAATACTAATAGCCAAATAGATAACACTAATGCTTTGTTTAAA 

AAAACGAAAAAAACAAAACAAAACAAAAAAACATGAGCAGTGGTGTTCTAATGAAGTTAT 

GACA TCTGT CCTMTTAGTTTCTTAMTACATTTACTACTTAATGGTTTTGAAGCAACTG 

TTTAATTTTTAAMTTTTTGAAMCTTGCTMTMCCTTTTGTTCAGMTTTANTAGATT 

GGTTAATGCAGGACATCAACTACATAATGAAAGATGCTTGAAATGCnTTGTATTTCAGG 

GCCMTCAAATTTMTTCAMCmCMCTTCCAGAAAAMCCNTMGCCTTTTTGGGTT 

TGGC CAMCMTGTTATTTTANNGAATGCTTTGGGAACCTGGGAGTGAACTGGATTGGAT 

TTTTNTTMTNTTTANANMCCTTCNNCCCNCNTTGGGGGGTTGTTNGGCTTTTTGAAAA 

AMNGGTTNATTMGTTTNAMNCCTTNCNNGGGTTTTCCCCTTTTGGMTTTTGGNAAAC 

CNGGGTTGGNNAAAAAATAAAAANAAAAANTTGCCCCTTTTTCNNTTNNNNNNNNNNNNN 
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GGGGGGNGAANNTTTNCCCCCCNCCNGNNGNGGGGGGGGGGGI I I I 1 1 I I I I I T NGGGGG 
GCNCCCCCCCCCCCCCCCCC 
Sequence 5057 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTCANTATTCACTAATGAAATTAATTGA 
GGCCTAGMTTACCATTTCCTATTTCATTCAACCATCCTATTCATAAGTAAAATAATGTT 
TAAAAATGAAC 
Sequence 5058 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 I { 1 1 1 I I I 1 1 1 1 I ICCAC 

AAAAAANACTACTATCTAACTCTTACTATCCTTTNATAAAANACATTTTAATACCAAAAA 

ACTGCANAGGACATAATCTCATAATAAAGGAAAAGTGATNTAAATGAACAAATTTAGCTT 

CATGTAAAACTNTACAATAGTCTTCATTTTCACACTTTCCTCAGGGCCAGTGCAAACGGC 

ATTGAAAA 

Sequence 5059 ^ 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TGGCCAGTGTCATTTTATTTTTTCCCTCCTGACAAATATTTTAGAAGCTAATGTAGGACT 

GTATAGGT AGAT CCA GATC CAGACTGTAAGATGTTGTTTTAGGGGCTAAAGGGGAGAAAC 

TGAM GTGTT TTACTCTTTTTCTAAAGTGTTGGTCTTTCTAATGTAGCTATTTTTCTTGN 

TGCATCTTTTCTACTTCAGNACTTGGCCTGGCCCGATTTTCACCTTTCCTTTTTACACCT 

CAAGAACAGCAGATAGGTNTGCATAACCACAGCAGAA 

Sequence 5060 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTGCAGAACTGTGGACCAATCAAACCTCTT 

TTCTTATAMTTACCTGGTCTTGGGGATTTCTTTATTTAATGTGAGAACGCATGCCCTTT 

TGGATCTACTGTTTCTACTTTTATAAATTTATCCTGCAGAAATACACAAATACACAAAGA 

TACATGTAAAAAAAGTAGTTTACTGCAGTACATAGTAGGTGTATATAACAATGGGATACA 

TG AMTGT TACAAGATAGTATTTGTATTTTCCCTTTTAAACTTTGTGTCTGTTACTTGTT 

AAATTTTTACAAAAGTAAAACTAACAGAATAATGCTGGCCCAACACTTTGAGATGATAAC 

AAGTCCATATAAGACAGACAAAATTGAACTTA 

Sequence 5061 

CCCTTTCGAGCGGCCGCC^ GGGC AGGTACAGATCTTTMTTGTTGATCATTTTATTTTGC 

TGTGGCACAGAAATCTAAGATTTTGGATTTAAAAAAAAACTTTATAAGGGGGAAAAGGAA 

AAAGTTGCTCTGGMTAATAATTAGCTTTTAGMGCATTTAAGATCTTTAGGAGACATTA 

TAACAACTAAATAGGAGCTCTGGTTCAAATTTTATAGGATTCTTATATAAAACTTATATT 

GAGTTTTCTGTTGTAAAAACAGCCCTGTGTTTCTCTGCCATTATTTGGGC7TACAACCAT 

MTTAMGGCCAAGGCTATGCCCCAGATTCCATGTTAGCCATCTTTTATTTTAAAAATAC 

CCCAAATGGGGCAAATTCATACTGGGACTGAGACAATGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 5062 

NCTCAAGCTGGCGACGAAGGGACCTCGCGTCGCCGCGCCGGGTCTCGAGCAGCTGCCAGA 

GCCGCCGGACAGACCGCCGCCCCCGCCGCGTCATGGCCGAGAGTGACTGGGACACCGTGA 

CGGTGCTGCGCAAGAAGGGCCCCACGGCCGCACAGGCCAAGTCTAAGCAGGCCATCTTAG 

CAGCTCAGCGACGAGGAGAAGATGTGGAGACATCCAAAAAATGGGCTGCTGGCCAGAACA 

AGCAGCATTCCATCACTAAAAACACAGCCAAGCTAGACCGGGAGACAGAGGAGCTGCACC 

ACGACAGGGTGACCCTGGAGGTGGGCAAAGTGATCCAGCGGGGCCGGCAGAGCAAAGGCC 

TGACGCAGAAGGACCTGGCCACGAAAATCAATGAAAAGCCCGCAAGTCATCGCAGACTAT 

GAAAGTGGACGGGCCATTCCGAATAACCAGGTTTTGGGCAAAATTGAGAGAGCCATCGGC 

CTCAAGCTCCGGGGGA 

Sequence 5063 

GGTCGCGGCCGAGGTACATTGTATACTGCAGTGCCGNCTACATGGCATTGGACAGGACAT 
AATGTAAAACATAAAAGTGCAATTGTTACACTTACATATNATAGTGAATGGCAACGTGAC 
CAAI 1 1 rTGTCTNAAGTTAAAATACCAAAAACTATTACAGTNGTCTACTGGATTTATGTC 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

373/599 



TATATGACAAATNTTGATACTGCATCCACAACATTATTGGCGT 
Sequence 5064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCCTTTTAAATACCCAGGAATATGCCAGAG 

CTTTCCAMGTTCCCTATAGTTGGCTAGTTCTCCAGACTTTCCTriTAAATTCCTGGCCA 

GATTCTTCCTTTGCCTCMCTGAMTCACAGCCTTAGGCMTTGACATTTTGCCMCAGT 

TTGCTATTGTTTCAGTMTGCCCTGGGGGTMGCTTTTTCTTCCCCCAACTGAGCTGAGT 

TCAGAGTCAAATCAAATATCCAGCCACTCTCTCTGAAAAGAGTTTTCCCAGGGAGCTGCA 

AGTTGGGACAAAATATTAACTGTGCTCTGGGGATAGTGCCTTCAATGGGGCTCCAGAAGT 

GGTCAGCTCTCTCCATTGTCTGCAATACTGCCAGCTTTTAGCTACACCACTAAGCTGGAG 

AGAGAGATGAGAATAACCCCAAGTTAAAATATCGCAGACCCCACTGGTCTTCCCAAAGAT 

TCACTMGTTTTCTC7TGGACAGATGATTTTCMTTCATACTCCTGCTTAATTGCCANAA 

TTCTAAAATGGGC 

Sequence 5065 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTCCGAGCGGCCCGCCCGGGCAGGTC 

CGTGCCTGTAATCCTGCCTCAGCCCCCCAAGTAGCTGGGATTACAGGCACCTGCCACCAT 

GCCCGGCTMTTTTTGTMTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTT 

TCGAACTCCTGACCTCAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG 

GCTTGAGCCCCCGCGCCCAANCATCAMATGCTTTTTATTTCTGCATATGTTGAATACTT 

TTTACAATTTAAAAAAATGATCTGTTTTTGNANGCAAMTTGCGAATCTTNGAMTTAAG 

AMGGNGANAAATGTGAMGGNGGCGNMCTTTTAMTCNMGTTTTTNGGAAGTGAAAA 

CTGGGAG CTMTTTGNATNTAATTTCACAAMNTNlvrrATMCTCTTTNTGNNTATACAM 

Al 1 1 I I I ICNT 

Sequence 5066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 11 1 I I I I I I I I II II ICC I 11 I I AAAGTTT 

TATAMAMCTATTTCTCGTTCTTTMGTAAAGMCACTATACAAAANAAAATNTATTTG 

TGAAATACCCCAAGAGACATGG 1 1 I II II I I I I CCCCCTTGAAAN ANATTNTCCATCCTA 

AGGAAATGGTGGGGGGGTGGGATNTGGGGGGGGTGCAAAATAAGGNCCCTAATTCCCTTG 

TNGGANATTTTTTGGGGGGG 

Sequence 5067 

CCCTTGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I I I I I I I 1 1 1 M M M I 1 I I I IAGATAT 

MTAAMTATTAATAMGACATTTATATTTTTATATATMTAAMTGATTAGTTTACCAA 

CAATCAAAATAAAAAGATCCCAAAGCCACAGATAAGGATAGCCTACAGTGGTCTTTATGT 

TCCTTTGTATAATTCC I MINI I CANAGTCCAGTCTTGG ATGTAATCCAATTGCGATAA 

GMGTCACTCGAGTATAGACACCTGGCTTATTCTTTTTACCACATCCATCACCCCAGCTT 

ACTATTCCAACAAGATG 

Sequence 5068 

CCCTTAGCGTGGT CGCGGCCGAGGTACAAAACAATATAACAACAAAAAGAATTTAATAAT 

1 1 I I I I I I I I I I I I INAAAAANAGGATNTTNNTNTNNCNCCCAGGTNGGACCCCGGGNAT 

GTNANNANGGNTNACNGNANCCNNANCCCCTNGGGCNNAAANNATCCNCCNACCAAANCC 

TCCCMNTA GCTGG GCCNANAMTNCNTNCCNCCAANGNAMCNCCTTTTTTTANAAACN 

GGATCTNCNTTTTTNNCCCAGGNGGGTTTAAAANTAAGGGGCCAAAAAAATCCNNNCACT 

TT TNAC TCCCNAAAGGGNNGGGNTTANAANNNTAGGCCACTAACACCTNGGCAATTAATN 

NATTTTGGTCCAMTTTTTTANTTNNTTTGTNCAMNAANA^^ 

TCCCTANTTTGNACCTGCCCCGGGGGG 

Sequence 5069 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGACCTACCTCATTTTCCTCTAGATTCCA 

TACCACTTATAACTGGTAACACTATATCCTCAAATGTATACATAAAGCAATTCCACCTTA 

TTTCCCATCAACTTCTAGTTATACTGAAAACCATGGAACTGTATACAGTTGTGCATCGCC 

ACCAAGCCAAAACTAAGATCTTCACGTTACCTTCTGAGAAGTCAGAAGAGGAGTAACAGC 

CACATCACCAMGAGAACAATTTTAGCCAGCATMGGMGTCCCCTTTGCTTTAACCTTT 

ACMGAAAAATMCTTTGTAAAGATCAATTGCTTTTTGAT7T1TGTTTCTGCTTTCCTC 
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GCCTTTTTCCATCTATAAMCTAGCCTCTTCTATTTTATAGAAGGAAGTGTTGCCTGATT 

CTTGMTGGCAAATGAAAGTCMTTAAGATCTTTAMCTAAATTTGTAGTAATTTTGTCT 

TTGACAGCCACAACCTACAATTCTTGCCTTAATCTCTTTTATCTCCTCAAAGACAAACTA 

ATTCTTCCAAATTATAAAGACCAAACCTAT 

Sequence 5070 

ATGGNTTTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACAGGTATGTGGCTG 

CACGGGGGTGGGAGGGCTTGTGGGAGAAGGGCTGCTCTGCTCTAACCTTTCTTGGAAAAG 

CCAAATCTCCAAGTANAATGGGAACTATCTGGGACATCTAGACAGAATAGTTTAAGCCCT 

MCTCCCTTTCTTGATACTTTAGTATAATTACTTCTGGTCCTGCACAGGGCCTGTTCTCT 

CCAGCTCCAGACCTGNATCTCTTTCCAGGCTGACAGTGGTGGAAAGTGANGTGGCAAGTG 

CAAGAAGGGCCTAGAGATCGGCTACAAAGGGAAAGGAAGAGATGACAAGAAAGGCCGAGG 

AAGGATGCCCAAAAAGCTTGATTCAAGGGTTCAAAAGATGGTGGGCCAGGCCACCCCCAT 

TCATTGTNCAGCACCTNCCGTCTNCAACATTGGCTTTTG I I I I 1 1 i IG 

Sequence 5071 

CCCTT TGCGGCCGCCCGGGCAGGTACTGTTCATMCCCCATTTTACAAAGAAAAAACTGA 

ATTTTAGGGAGTTTAATTGCTTGAACCAAGGCCACAGAATTGGTGAGTTGCAGGTAAAAT 

TTGAACCCATTTCTGCAGATGTCAAGTTGTG I fTTTl I GTCTTTCCATCATGCTACTTGA 

CACCCAAACCAAATGAAACTGGCANCCCGGATTCTTTCAGAGAGATGTTGTAAAAGAGTT 

CCCCCAACAACCTCACCTGTTAAACCCCCA 

Sequence 5072 

NCGCCGGGCAGG TC I I I I I I I I I I II I I II I I II I I I INA NI I I I M I I I I 1 1 1 I I I I 1 1 
I II I 1 1 1 1 I II I I I I INNNI I I I I I I I I AAAAA AAAAAA AN NTTTTTTTCCN N N N AANTT 
TN GGGGGGA AAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTTTTNNNAAANNCNNNNAAA 
AMTTTTTTTNNNAAAAAAAMNTTTTNCCCNT^ 

NAAAMNTTTTNAAAAAAANNNNTTTTTTAAAAAAAAAACCCNNCNNNN I I I II I I I 1 1 A 

AMNNCCNAAAAAAANNNAAAANNNNNNNNNCCCCNNGGGGNNNNANTNTTTTTNNAAAA 

AAAAAAAAAAAAAAAANCCCNNNNAAAAANCCCCCNNNNNNNNNNNNNNNNAAAANNNNN 

NNNNNNNNNNNNNNNNNNNNNNNAAANNNNNNNNNNNNNNAAAAAAANNNNTTTNNNNNN 

NNNNNNNIMNNNNNNNNAAAAAAAAAAAAAAAA 

Sequence 5073 

TCGNCGGCCGCCAGTGTGAGGATATCTGCAGMTTCGCCCTTTCXaAGCGGCCGCCCGGGC 
AGGTACI n I I I I I I I I I I I 1 1 I I I 1 1 I I I I I I I II 1 1 I 1 1 1 1 I I T I TAAAAAAAANGGG 
CCNNGGGGGGGN MINIM NAAT7TTTGGGGNNNGGNANNGGGGGNNNGGGGCTTTAAA 
MCCCCAAAAAAAANANNNCNGGGGNNNNNNTTTTTTNANAAANGGGGNNI I I II I I I I A 
MNGGGGGNCCNGGGNAAMTTTTTTTNAAAAAAAAAAAC 
Sequence 5074 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I 1 1 I I I II I I i I I I I I I I I I I 1 1 NC 

NGGNNNTGNGTTNGGGTCCMCTCATGTCCAMTTATGGCCTTTTTGTGATACCTTCCAC 

TGGCATATTCCCMGGMT7TACTCCTT7TGATGACACTGCACCCANAATGGAGGAACAC 

AGCTNCAAAATGAACTATAAAGAAGGGCTAGGCAGGCATGGTGGCTCACACCTATCATCC 

CANCACTTTGAGAGGCCAAGGCAAAAGGATCACTTGACGCCAGGAGTTCACAACCAGCCT 

GGGCAATATGGCTGTCTCTACAAACAATATAAAA 

Sequence 5075 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAMCTGCATGGTTTGAGTTTTGATTTGAGGTTITACGTGTTGGCATGCATTCAGGGG 

CTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGAGCA 

GTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCACAAGTGTGTTTATGGGAGTTGTGCAC 

ATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCATAGAC 

TAATAGNCTAATAAGTCTATGACCTTTAATCATACTAGTGCACATGCCTGAGCCCACTCA 

CCTGTGMCCCCCAAAATTTGAGACAGGTCTTCMTTAATTTAAAAAGGTTTAT 

Sequence 5076 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTACAATCTTCTATAAMTTCTGCTTTGTC 

TACAACACAGTCCTGACTCTAGCTTAAGCACAAAAGGATTTAGTATGAACCAATTCATAC 

AT TTAATA CTTATTAAACTCCTGACATGCCAGGCATTGTTGTAGGTGCTGGTAATAAAGC 

AGTTTTTMAAAGTCCTTATTCTCTTGMGTTTACATTCTAGTGGGGTAAAGGGAATCAA 

AAGATGTTG GTMG AGMGTGAGAGAGGMTGCTATTTTTTTATAGCTTTGTCTACGAAA 

GCCTCTCTMTTTTGTGACATTTGAGCAMGACCTGMGGTATTAACATCATTTGCTCCA 

MCTGACCAMCTGTTCTTATTACTTATAGGTTTCAGGAGATGTGTTACAAGGCTTATCT 

AGCTATTCGACAGCATGCCAATCTCTTCATAMTCTTTTCTCAATGATGCTTGGCTCTGG 

AATGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATT 

Sequence 5077 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACMATCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTC 

TCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTATTTT^ 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5078 

GCCGCCCGGGCAGGTAC 1 1 I I 1 1 I I I I I 1 1 I 1 1 1 1 I I 1 M I NAN H U 1 1 1 I 1 1 1 1 1 1 1 1 
H M I M I M I I II I 1 1 < I 1 1 1 I I 1 I 1 1 1 1 I 1 1 I I 1 11 I I I j I NNAAAAAAAAAAAAANN 
i 11 I I f I IN NTTTTNNNNANNANANANAAAANNANNAANNANGGAANAAGGAAAAAAAAA 
ATTNTTTTCCAAAAGNATNNATTNAMCCCACM 

AMGNMNNCCNNTTATAAAAAAMAAAAAMNTTTNTTTAANCCCCCNTCCCGTGGGAN 
TNAAAAAAAANANCNNCCCGN I 1 1 I I 1 1 I I 1 1 NCCCCNNNANANNNAGAAGNANGNGGGG 
NATAAAAAANACCCCCCCCNCCCCCNNCAAAAAATAAAAAGTNTNCCCNNCNNANAGGNG 
GGGGGNGNAANAAAAAAAAAAAAAAAGGNNGNGAGANNATTCCCCNCCCGCGGANGTNAT 
TAANAAAAAAAAAANAAANAANNNGGNANGGGGGGGGGGGGGNNTN I 1 1 1 1 1 1 1 1 IAAAA 
AAAACCCNCCCCCCCCCCCNGAAAAANAANGANAAAAAAANANNGNGNTAAAAAAANCAA 
CTNTTT GNNGNNNAAAAAAAAAAAAAAAAAAA 
Sequence 5079 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTGTTTGA 

CCTAGAAAMTTTCTTATACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTG 

MGGGTGMTTAMTAAATATTTACTTGGMGCTACAGTGGGTGAATTAAACAAATATTT 

ACTTGGAAGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTGG 

GAGTTTTACMCTGCTTMCACTTTGTCTATGCTAGAATACAAAAAAAAAAAAAAAAAAA 

AAAANGTGCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5080 

CCCTTCGGCCGCCCGGGCAGGTACATTTAGTTAGGTTCGTTAGGTCTATATTATAGTTTT 

ACTCTGATGTTTCTTTTATGATTTTCTGCCTGMTGATCTGTCCATTGCTTAAAATGTGT 

TGTTGMTTCCCCTGCCCTTATTGTATTCATCTATTTCTCCCTTCAGATCTATTAATATT 

TACTTAATATATCTGAGTGCTGTAATATTGGGTGCATATGTATACTTATAAATACTATAT 

T ATATT GCTGMGTGACCCATTTGTCATTATATAATGGTCTTCTTTGACT CI I I 1 1 1 ACT 

CTTm GACTTAMGTCTATmATCTMGTATAGCTGTGCCTGCTCmACTGGTmC 

ATTTTCATGGMTATCTGTrTTCATCCCTATACAGTCAGTCTATGTGTGTTTTTATGAGC 

MAGTGGGTTTCTTGTAGGCAATATATTGNTTGG 1 1 1 1 1 I I IGI I I I \ AATCCATTCAGT 

CACTCTATGTCTTTTACTTGGMGAATTTANCCCCCTTGCATTTAATATTATTATTGGGT 

ATGGTMGMCTTACTATTGCCATTTNGGTCCTTGNTTTCTAGNGGGTTTNGNMGGCTT 

CCTTTCTTCCTGGCTTCC 

Sequence 5081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGTCTGCCAGACTTATAGGCATTCTTTCC 
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TGCQ CTTAGC CATATACTTTTTGCATGGCCCTATCTAAAGCCTGCATTTGCCTTCTTAAA 

GTTAGI 1 1 I IGTAGCTCACGGAGATTACCTTTAATCTGACTTATGATTGGGGGTGGCTGG 

CTGMCAAMTCTCATTGGGCAMTACCCAGTGTGGTTTGTTTTGTGGGGGTGCACCTGA 

CTTGGAGAAAGACCATGGGCAAGACCTGGTCCCACCTCAGATGAGTTTCCTGACAAAATT 

TCTTCAGCAGCTGCTTGAGTATCTGGTTCATGTGCTCCATCTTTACTGAGCACTGAGGCT 

GGTAGACTGGATGCMCTTCCA7TTTA7TTTTAACAGTCNAGTTMGTCCTGAACGATTT 

CAGCCACAAATGCCAGTCCATTATCTTGAACCCAAAGTTAGGGGCAGTCCAAATCTGGGA 

ATAATGTCTCTTAACAATACCTTCAT 

Sequence 5082 

CCCTTTCGAGCGGCCGCCCGGGCNGGGACTTNGTT NI I I 1 1 I 1 1 1 1 1 1 1 I N GGATTAGAA 

MCTATCATTTATTGATNGATTTAAGGGGTAATACAGGTTTCCAAAAATGNGGCAGTGAG 

AATACCATCNTNAAAAAGAGAAACTTGNGCTAAAAAACAACCTGGAATTCATCATTGGCN 

ATNTTACATAACAANTCAAAGGCCCTNACCATACTAATGGATTTCCACTTTGNCTATTAT 

TGGGCNACCTTCCCATGGCANCAAAAAAAAAA 

Sequence 5083 

CCCTTGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 IGT A I ) 1 1 1 AGTGGAGA 

TGGGGTTTCACCAGGCTGGTTTTGAACTCCTGACCTCAAGTGATCCACCTACCTGGGCCT 

CCCAAAGTGCTAGGATTACAGGTGTGAGCCACTGCTCCCGGCCTCCCCTTTCCTTTTACT 

GNTTTAAGCCCTCATCGGGTCACTTGTCTNCCCNCACAGGTNACCGNGCCAGCCTNTGTG 

GNCANATTTCTTTGTGTGAACCTGTTGiAMGAGMTTCCCAGTANAAATTTGGCCTCCTG 

CACTCCCATNCCTAGGGTGTCTNAAGGGCATGGGGTGAATTTCAGGAAAAAGT 

Sequence 5084 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGATGGGGTTGGGTCATACAGTTGTGTGCAT 

TCGTCAAMCCCATTGMTATTATACGTMGGTTTATGCMTTTATTATATGTAAGGTTT 

ATCTCMGGAAAAAAGTTTTGAAAACTGTGATTTTGATGCAGGTGATCTGAGCACXJACAC 

TTGAAAACTACTGGGTTTGAGTAACTTCAGGAATAGTTCTTCCATAAAAGCATAATAATT 

CAGAGATTACTAATGTAATCCTTTGGCATTCAAAAACTAAGGGAGCCAAAATATTAATGG 

AGCCAGGTGCAGTGGCTCCAAGCACTTTNGGAAGACTGCCCGGGCNGNCGCTNGAAAGGG 
CGAA 

Sequence 5085 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATAATCAATGCTTCCTTACAAAATGG 

GCTTATGTTAGAAGACTTTTGCCCAGCTGCAGGCTATTGTAAGTGTTCTGAGCACATATG 

AGATMCCTGGGCCAAGCTATGATGTTCGATACCGTTAGGTGTATTAAATGCACTTTTGA 

CTGCCATCTCAGTGGATGACAGCCTTCTCACTGACAGCAGAGATCTTCCTCACTGTGCCA 

GTGGGCAGGAGAAAGAGCATGCTGCGACTGGCCAGTGACATGCAGAGGATCCAGATTGCA 

CAACCCGGATCCAGAGGCCTTGGGAAGCATTAGGGAAGCTCTCCAGCTGTCTCACTCAAA 

TCTGTAGCAGCATATGGACCCACAAATGGAGGCCAAAAGTGGGCCCTCAATTTGGACACT 

TTGGCMCCCTTGMGAMCTNCTTCCTTTCAACTTACTGGTTTAGTATGTTCCAAAAAA 

AGGGAGNGGGCGTClsrnTTTGGGGAATTCAAGGAAGAAGGGAGACACCCTTGTTACTCTA 

TTCCATTAAATAAAAGCTTTTGATGGTCAACAAGCCCCCCGCCCCCACTTAAAAAAA 

Sequence 5086 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTATCTTTTTGGTTAATATAGAGTTAT 

AGGTGTTTTTAAGCCACTAAGTGTCATTACTGTTACATGCATCAGTTAGCCCTACTTGGA 

TTAGCMGATTATGCTTTCATAMCTATTCTTTCTCTAMTTAATATATTTATATATTTA 

GMGTTGACATTCTAMTCAAATTGTGTTTTTTTCCTTTTGCAGGTGGATAATTACTGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 5087 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGAAACTATGGAAACCTACATATG 
TAGCTTGTAAAT GGGA GGGAATCAATACCATCTAGAATTGAAACGGTTTACTTTACCTAA 
MTATTTATAGAATTTT7TTATCTATAMCAGCTGCAAGGAMTAT7TTTTAAATTAAAA 
AGAAAGAGAAAAGTAAACTATGCCTCAATATTAAAATTTTAACCAGAAAACTCTCAACTT 
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CTTGGAAAACAAAAACCAACCAAACAAAAAACTCCATTAGACAAATAAGTTAAAAGAGAG 
GMCATTTGCCTCAAAAATTTAGAAAAGAACACCAAAGTTATAAAACAGCAAATAATAAA 

GATAAGATCAAAAATAAAGAATTTACAAAAAAAGAACAAAGTACCTCGGCCGCGACCACG 

CTAAGGG 

Sequence 5088 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I I I I I 1 1 I I I I 1 II II II I I 11 1 ANNCTTTT 

" m li I I I I 1 1 I I I I I II I I I I I I 1 1 1 I I | | I M | | | || M | | NTGGNNAAAAAAAAAA 

ANN i i i I I I I I I I IGNNGGNGGGGGGGGGNNNNNAANNANGGGGGGGGCCNNNGGGGGGG 

GNAAAAAAAAANAGGTGGGGGGGGGGNTT7TNTNTNTNNNCCCNNGGGGGGNGAANAAAN 

GGGGGGNNTACCCCCCNNGNGGGGGGGGGNTNANATTTNTTAACANGCNNNCCGCNCCNG 

AAGGGGGCANANGGNGGACNNTTCTNNNNGGNNATNNNNNNGCCCAANNNGCCNNANNAA 

GCCACCTCCTCCACTACCTAAAAAGCTGT 

Sequence 5089 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATCTAGTCTGCCTCTTTTCCCTTTTCTT 

ACTTCATTACCTCTTCAACACAACAACCAAAAGAGACCCTTCTCATAAAACAAATCTGAT 

TGTGTCTCTCCCTTGCTTAAAATCCTTTATAGTTCTCTGTCACATACAAAATCAAATACA 

AGACCCGCC^TGACATGGTTTCTCTTCTAGATTCACATCTCTAGTTTATGCAAAACTATG 

TGCAACTCTCTGAGCTCTGACTTCTGTGTGTTTGCACACACTGAATATTCTTGCTAACTT 

GTGCT GCTTCCTMTTCTTGTGGCAMTTCCAGTTCATTCAAAATTTAGCTCCAGCATTG 

TTTTTGGGTGGTGTTTAMCAGTGTTTTACTTTTCT 

CATAAGATTATATTTGGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 5090 

CNCCAGTGTGATGGATATC TGCCAGAATTCCCCTTACGTGGTCCGGCGAGGTACTTTTTT 

I I M I I I II 1 1 1 II II II I ITNAAN I I 11 I I I I I I I I I I I I I I I II I 1 1 I I I I I 1 1 1 1| | 

t i ii [1 I u H I I I I I I I 1 1 HI I 1AAT AI I I I I I I II I I I I I I I 1 1 1 1 1 1 1 1 II I I 1 1 1 

TTANi i i 1 1 I iGNGGGNGNGGGANANANAAANTTATTNTTTTTNCCCCCCCNCCCAANNC 

AANNAANNAGANNANAAAAAAAAAAAANATNNNNCNNCNNCCACACAAAAAAAAAAAAAA 

AAAAAGNGGGNGGGGGGGGNCGCNCNNAANANNNNNNTTATNNTATNAAAAAANANAGNT 

TNNAAAAAAAAAAAAAAAACAANNACCCCCCCNCTTNTAAAAAAAAAAAANAGGGGGGGG 

GGGAGGNCTCTTNNNTCANNAAANANAAAANNNNCCCNCCCCCCCCCCCCCCNNAANNGN 

NNNNNTAAAAANAAANCCCCCGNGCACANCNNNAAAAANAAAAAGGNGGGGGGGGGGG 

Sequence 5091 

CCCTTAGCGTG GTCGCG GCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
C ATAACTT ACTATTTTTTCTTTTTTATTTTTATATATAA 1 1 I 1 1 1 1 1 1 GGTTTGTTTGTT 
TGi i I H I AATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNAAA 
GCGGTCCCTGCCCGGGCGGCCGCTCGAAAGGGCA 
Sequence 5092 

ccctttcgagcggccgcccgggcaggtacgcgggmgmtgttttamtttttg™ 
ccattatttgtttattamggttagataamtttggctttaamaamaaaaaamaaaa 
gtacctcggccgcgaccacgctaaggg 

Sequence 5093 

NTAGATGCATGCTCGAGCCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTA 
G CCGTG GTCCGCGGCCCGAGGTACCGCCGGGAATCTTTCTGTAGTTATCTGCATAATTCT 
TGT1TTTCTTTCCATCTGGCTCCTGGGTTGACAATNTGTGGAAACAACTCTATTGCTACT 
ATTT AAAAAAAATC AG AAATCTTTCC CTTT AAG CT ATGTT AAATTC AAACT ATTCCTG CT 

ATTCCTGTTTTGTCAMGAATTATATTTTTCAMATATGTTTATTTGTTTGATGGGTCCC 
AGGAAACACT 

Sequence 5094 

CCCTTTNGAGCGGCCGCCCGGGCAGGTACGCGGGCCAGATAAAAACCTCACACTAANGGC 

CTMCTATCAGTTCCTnTAACCAGTGCATCATGTCTCACTTTCAATAAAATGTTACCAC 

ACGTTCTNGACACACAAAAAATACAGAATTTGAAAAGAAAAAGCAAGCATAAGAACCAAA 
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CTGAGCTTATG GCAG AGATGTTGGAAATATCAGACCTTGMTTTTTAAGACTATGATTAA 
TATGCAAAGGGTTTTAATGGAAAGTGAGAACAATATGCANGAACAGATAGGTAATATAAG 
CAGAGAAATGGAAACACTAAGAAAGAATCAAAAGAAAATGCTAGAAATCAAAAACATC 
Sequence 5095 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAATCTCAGACGTCCAGGCTCTAGAACTG 

TMGMGATAMTGTGTMCGTTTAAGCCACCCAATCTATGGTATTTTATTATGGCAGCT 

CGAGTCGACTAAGACAGATTAAGTGCTAAAACCTTCTAAAAGTCTCCAGAACATTACTTG 

ACACAGMTAGCTMTGMTGTMCACAGTTCTTTTCTATAACCTCTGAGATCCTGAGGG 

TTTTCCTGAGCTGCTAAGGAAAAAGGGAGGGCTGGGACAGTAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 5096 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTTGAATCMTGAMTATAGTTGTGTTTA 

ATATGT TTGG TAAMTAAMCAATTTATTCATTTATTCAGTTTTTCCATTCTGCTCTCAA 

ATCCCCTTTTCCACACTTGAACAAAACTCTATTGTCAACATAAAAGAACAAGTCAAAGAG 

CTATAMCTCCCCCTCTAAACTTGGCCTTGGTGTTCTCACTTTTTCTGTGATAGTATATG 

AGAAAAATGMTATMTGTTGCCCTGATAGGAAGTTTMTGAATTTTAAAAGAAAGCAAT 

GTTGCTTTTATAAMTATAAAATTTATTATTTTTCTTGG 

Sequence 5097 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I I 1 1 I I I I I I I I 1 II I 1 1 I I 1 1 1 NTNNGGGT 

TTTTNI I I I I 1 1 I NNTNTTNTTNTTNTNTTTATTTTTTN I II I I II I NCTNNGAATGCTN 

ACANANMTTGGACMNISIANAAAMNMACATTCTGTCCTTTAAGCTNNNGNANACNNCC 

NNN CCTCC CAAAACNNNNGCNGGGACTGAAANGNNNATTAAAACCCCCGCNGGGGGGGGN 

ATMTTTTTGACACTTAMTGAMGCTTGGhfrGNTTTANAGAMTTNANGCNATAATCTA 

TACAAGCTGTCAAGGAAAACTGGATAATTGCAAAAAAGCCATAAAGGTAAAGGA 

Sequence 5098 

CCCTTTCGAGCGGCCGCC CGGGCAGGTA C I I I 1 1 1 1 I I I 1 1 I I I I I I I NAN I I I I I HI I 
IMNM I I MM I I IIMM Ml Ml I I M M N Ml I INI M INN I I IIMM I I 
TTACNNA AAAMANA ATTNNNNTAAMAAAAAMAANNNNMAAAMNTTTTTNNAAAAA 
AAAANNN I HUM I NAAAAAAANAAATTTTNGGGGGNGNNNGGGGGGGGGAAAAAAAAN 
Nl M M n n I 1 1 INANGAGGNGNNNAAAAAAANCCNGCCCCCCCCCCCCNTTTTANNAA 
AAAAAAAANNCCCCNCAGGGGGGGGGGAAAAAANCCAAAGGGNAANNNCCCNTTNNTNGG 
GGGGNGGGGGGGNGCAAAAMANAATTTTTNTNNACCCCCTNNGGGNNAAAAAAAAANAA 
NGGGGGNGGGGGGNNAAAAAAAAAAAAAANTATAAATTGNNNNNTTN I I M M I M I NTT 

TCTCCCCCCNCCCCNNANNGNNGGGGGGGGGGGGGNAAAANANGNGAANTNAAAAANNAA 
AIIIIIIIM 

Sequence 5099 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I I I I I I I 1 1 1 1 1 1 1 I I I 1 1 I I I I I I I 
I M 1 1 1 1 I I 1 1 1 1 I 1 1 1 1 1 I I I I 1 1 1 1 1 I I II 1 1 I 1 1 1 NNNTTNGGGGGGGAANAAAAAA 
A AANAANNANNN NNNNNNNANAAN I 1 I 1 1 1 1 1 1 1 NCCCNNNNNNNNNAAAAAAANANNGN 
TNI 1 1 I M M I I I AANAANNNNGGGNNAAAAAAAAAAAAAAAAAANNTTTTNNCNTNTNG 
GGGGNGAAAAAMNTN NNMNTG GTGGGGNTNTTAMAMAAMTAGCCNNNTTTTTTTT 
TAAMAMNGGNGNGGTTTTTTTNANNNAATTGGGGGGGGGNGAAAAAAAAAAANNTCGN 
GTTTMNTAAAAAMATTTTGTCGNNNCCCNCNNCCAAAAAAAAAAAAAAAAGGGGGGG 
Sequence 5100 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAACACTTCCCCGCTTGGCTCTCATT 

CTTCCACAAGAGAGACCTTTCTCCGGACCTTGCTACTGGTTCAGCAGCTCTGCAGAAAAT 

GTCCTCCCTTGTGGCTGCCTCAGCTCCTGTTCTTGGCCTGAAGCCCACAGCTTTGATGGC 

AGCGCCTCATCTTCMCTTTTGTGCTCCCCTTTGCCTAAACCCTATGGCCTCCTGTGCAT 

CTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNnnnnnnnnnnnnnnnnnnnnnnn 
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nnnnnnnnnnnnnnnnAGTGAGCTNACTCACATTTAATTGCGTTGGCGCTCACTGGCCCG 

CTTTCCAGTCCGGGAAACCTGTCCGTGCCAAGCTGCATTAATGAA 

Sequence 5101 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTTGATTAGTTAAGAATAAAAI i 1 1 I I I A 

AAAC ATGCGCTCCAAAAGAGGACACATCACANAAACACAACAAGCAAATTAACCTTCTGT 

TTTTGCCTCTGCAGAAAATGTCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGG 

TTGAAGAAGAAATGAAGAAGCATGAAAGTAATAATGTGGGATTACTAGAAAACCTGACTA 

ATGGTGTCACTGCTGGCAATGGTGATAATGGATTAATTCCTCAAAGGAAGAGCAGAACAC 

CTGAAMTCAGCAATTTCCTGACMCGAMGTGAAGAGTATCACAGAATTTGCGAATTAG 

TTTCTGACTACAAAGAAAAACAGATGCCAAAATACTCTTCTGAAAACAGCAACCCAGAAC 

AAGACTTAAAGCTGACATCAGAGGAAGAGTCCAAAGGCTTGAAGGCAGTGAAAATGGCCA 

GCCAGAGAAAAGATCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGCTAGAAA 

Sequence 5102 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I M M M I I I I I I I I I I I II INAAI II I 1 1 1 1 I 

I M I I I I I 1 1 I 1 1 I I I M I 1 1 1 I I I I II I M 1 1 I I I I M I I I 1 1 I I I I I I I I I I I I IGGG 
GGNCNANAAAANNNNNNTTNNTNNNNAAAAAAAAAAAAANNAAATTGNGGNNNNNNAANT 
TTTNNNTTAAAAAAAAAAAAAAAAANTGGNNNNNNCNNGGNNNNAAAAAAAAAANTTTTT 
TTT TTANAAAM AAAANACCCNCNNCCTTTTTANANNACTTNNNNCCCNCNNAAAAAAAA 
AAA! I II I I I I INTNGNNGGNGAAAAAANCCCCCNNGGNNGGGGGGGNNGACNCCCNNTN 
i 1 1 II II 1 1 I GNAGNNAACGACANAANAANGGGGGGGNGAAAAANAAANATCANATAANG 
NNCGGGGGGGGGGAGNGNGAAAAAAAAAANTNNNNNTTNGGNNN I HIIIII I NNNAAAA 
AAAAAAAANANNGAATTGNGGGGNCCCCCCCNGNNANAAAAANANAAAAAAANCNNNCCN 
NNCTTTGNTNGANNANNAAAAAAAAACACCCNNCCCNNNCCCGNTNGNNNNNANGAANAA 
AAAAAAAAAN 

Sequence 5103 

CCCTTTCGAGCG GCCGCCCGGGCAGGTAC 1 1 1 1 I I I I 1 1 I I I I I I II I I M I I INGGTTT 
MM IMMI IMI I I I MM I I Mi l I I IMIIII II IMlim IIIIIIMI Mill 

I I M 1 1 I I 1 1 1 1 1 I I 1 1 I I I I I n I 1 1 I I 1 1 1 NATANAAAAAAAAAAAANTTANAANANA 
AAAAATNTNNNNNNTTNAAAANANGNGGGGGGGGN I I I I II I I I I I I I I NNGGGGNGGGA 
NAAAAAAAAAAAAAAACNNCCNNCNNNNNGNNNAAAAAAAAAAATANNNCNNNGNGTGNG 
NNNAAAAAAAAAAAAAAAAAANGNTTTTTTAAAAAAAGANAANGGGN I I I I I II I I 1 1 AA 
AAAAAAAAAAANNNNNAATAAGANNGGGGGGGGGGTN I I I I I I I I NNAGNANNNGGANAA 
AN ANA I I I i I I I I I I 

Sequence 5104 

CCCTTAGCGTGGTCGCCGCCGAGGTACTTTA I II I I I I I I I I I I I I I I II I I I NGCGGAT 
TTACCTTTTAAMGTTMCTTTATTGAAAAGGTAACAGGAAAAAAAATTGCATGGCAGGA 
ATGGTTTAAAACTGCTAA 
Sequence 5105 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTC I M I I I I I I I I I I I I I I I INCTTTAATCAT 

TTATTTGGGGGTGAGATTTTGGTTGTTGCCAMTTTTCACTATGGACMTTATGCAAAAT 

TCCTCATACGTATATA I I I I I I I GTCCAGGGTGTTAAGTCTTCTGTGGCATAGGTTTCTG 

GAAGTAAAATAATTGTGTAAAACAATGTGTTCTTAAAAAAAATAATAGATATAGATACTC 

TGCCTTCAAAAATGTATTGACTGTATAACTCATGGTATATATAAAAAGGCTTCAAAATCT 

TCACTCTGATTCTTCCAMGTCATTMGATTTTTAATATATCAAGTGAATGTGTTAAAAG 

CTTTGTTAAATACAGCCAGACATGGTGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGGC 

TTAGGCGAGAGAATCACTTGAGGCTGGGAAACTGAGTNTGCAATGANCCCGATCACATCA 

CTGCATTCCAAGTCAAAAAAAGCAAACNAACAAAAACAAAACAAAAAACCTACTGCNCTC 

AMMMMC 

Sequence 5106 

CCCTTTC GA GCGGC CGCCCGGGCAGGTAC I II I I I I II I II M I I M I I I I M M ICTTT 
1 1 1 1 1 I I I 1 1 1 M I n I 1 1 II I I I I II I 1 1 1 1 I 1 1 1 1 1 1 1 I I I I I 1 1 I I 1 1 1 II I I 1 1 I A 
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A AATTN NN ) I J ) ) ) J J 1 ) ) ) TNNNNNNNNAAAAAAAAAAAAN 111 1 1 1 1 H GGNCNNNAA 
Nl I I 1 I AA AAMAAAATTNMAAAANTTTTTTNTAAMCCCCNTTTNNAAANAANAAATT 

II AACCCCNAAAAAAAAAAMAMTTTTAAATTTTTTAAAAAAAAAAA 

Sequence 5107 

AGCATCAAGAA GCGTC GGGGAGCGCA6GCCCAGCAGCCATGGCGGTGGAAGGAGGAATGA 
AGTGTGTCAAGTTTTTGCTCTACGTTCTCCTACTGGCCTTTTGCGCCTGCNCAGNGGGAT 
TGATTGCCATTGGCGTAACAGTTCAGGTTGTCTTGAAGCAGGCCATTACCCACGAGACTA 
CTGC 

Sequence 51 08 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I 1 1 M I I 1 1 1 1 1 1 1 I I I M I M 1 1 I NNNTT7T 
I I I I N I M I I I I I I 1 1 I I I M I | I | I I I | | | M I I I 1 1 IC I I I I I M I I I I I I I NAAAN 
ANNANCCCNAAANNN NNNNNGNGN NCNCCCCCCCCCCNTTTTATNAANNNNNNANCNNNN 
NCCNNAAAAAAAAAAA I I I I I I I I 1 1 ATNANNANAAAAAAAAAACNNTCTCAAANAANAA 
NCTTNTNNNTNNCCCCCCCNNAAA 
Sequence 5109 

CTCAAGCTATCAATGGAGTCGGATCTTGTAAGGCACCTCGCCCGGCGCCTCGGCCTCGGG 

GAGCCGAGTGTACTGAGGAAAGCAGAGGAGTACCTGCGGCTGTCTAAAGTGAAGTGTGTC 

AGTCTGTCTGCACACACCTCAGAAACCAGCAATGCTGTCATATGCCTGGACCTTGCAGCG 

TCCTGTAGGAAGTGCCCCTTGGATAGAGCGTATCTAATTAAGCTCTCTGGTTTGAACAAG 

MGATGTATCAGAGCTGTCTTAMTCTTTTGAGTGTTTGCTGGGGTTAAACTCAAATATT 

GGATTAAGAGACCTGGCTGTGCAGTTCAGCTGTACAGAAGCCGTGAACTTGGCTGCGGGG 

ATACTGC AAAG CTATGAGTCTAGTCTTCCGGAAGCACAGCGAGCAGATCTTGACTTGTCC 

AGGCCACTTTTCACCACGGCGGCTCTACTCTCAGCATGCAAAATTCTAAAGATAAAGGTG 

GATAAMCCAAAATGATMCTACATCCGGTGTTGAAAAAAACAATATTTTGATCGACTGT 

GTACACAGCTAGAAAAGGATCGGACAGCAAATTAACAGAGACTCTGCAGATTTAGCTAGT 

NCAGCCCTGAAA 

Sequence 5110 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCTTTACTACTCTAGTAACACTAGATAA 

TMGCACTTAAATGCTGAGTGTTTGTCAGTTTTAAMTTAGAGAMGAGACAAATTGTTT 

TCTGATCTACTTGCTTMTAAATTATTTTTTGCCAACTAAI 1 1 I I AGGTTTACTTGGTAA 

ATTTAMGGTAGTTTAAMTGTATATTTAMTAACTTTTCTCTATMTTGAAGAAAATAA 

TT TATC TTGAGAGMTTTTACTTTAAACAGTTGCTTTAGAGTCTATCTTGTAAAGTATTC 

TATTTTCAAATAAAGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGC 

CGAGGCAGGCAGATTACCTGAGGTCGGGAGTTTGAGACCAGACTGACCAACAAGGAGAAA 

CCCCATCTCTACTAAAAATACAAAATTAGCTGGGTATGGTGGCGCATGCTACCAGCTACT 

CGGGANGCTGAGGCAGGAGAATCGCTTGGACCCAGGANGTNGAAAGTTGCGGT 

Sequence 51 1 1 

CTGCAGMTTCGCCCTTCGNGCGGCCGCCCGGGCAGGTACTTTNTTACATAATGTCTCCA 

GAGAGGGTTTCCTTNTGTCTAGCANACAAAGGTAATGGTAGCTGATCACCTTAACAAAAT 

CAGGAGCTGTTTGAAGTTGANACTTGGTTGTAGCTCTGGGTAAAGCTCTAGCTACTTATG 

TCCMGGGTATATAGCCCTCTAGGATTTTTAACTGAGAGCTTGGTATTCATTGGGGCTTC 

TCCTTCTGGCAAGTTCATAACTCTAATCTGTATCTTGTGAAGACTGCCAAAGAGTCTGTT 

CTGCTTTTCAAAGGCTTTCCAATGAGGNTTTTNACCTCTCATTCTGCAGAGCCCCNGGGA 

ATTGGCAMTATCCCMCAGGATMCTGGCTGGTTGCATGGANGTTCCCCTGGTTTTCCA 

CAAMGCCTCTGCTGATTTCTTGTCCCCAGTTANGGGCTTTCCCGNCNACCATAAANGTN 

TCTGGNTTCTCAAATCCCCTGCCC 

Sequence 5112 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCACTCCAGCCTGGCGACAGAGTGGACTC 
CGTCTCAAAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAGCAA 
AAATATAAAATGTTAAAAAAAAACAAAAAAAGGGAAAAAGGAAGCTGATTGCCTTGGTGA 
GTCAACACTGGGTATTTTCTGACCACTATTTGAAACAAAAAAGGAAACCACTGATTTTCT 
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ATGCCAMGATCTTGTTCCTGGGAAGGCACTCTGCGGAGACACCAGGAGAACTTTTATCA 

ATCCTTCATTGATTTGAAGTAAAAGTGCTAAANCATTGGTTGNGGGTGGCANCCCATTAN 

CANATCNCAAANTCCCTNGAGTGGGTTACCTAACCAGNNGGAACCCAGGACCGNCTTCTT 

GGNMCTNGGGGTMNCCNTACTTTTTNGMCCTANNGGATTCAGTTTCCTTTTAAGGGN 

TTTCCACCAAMGNTAAACCCTGGTTCATTTTNAMTTTAMATNCTTTGCCAGTCCCCT 

TTCGANTTGGGGAGAAATTTTCCCNCGNGCATTCCCCAGGNGGGGNGGhnTTGAAAAAAN 

TTT7TTTTAANTNNNACCTTNCCCGGGGGGGGCCNTT 

Sequence 51 13 

ACTTTTAGTAGAGACAGGGTTTCACCATGTTAGGCAGGATGGTCTCGATCTCCTGACCTT 

GTGATCCACCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACAGCGCCC 

GGCCTAGTCAGCCCAGTATCTTATAGCTGTTGACGACATTCTGGGGATATGAATGTAGCT 

TACAMCGCTAGTATTTCTACAGAMGCAGAMTMTTTMCTGTCCGTTTTCACATTTA 

TATTTAATAAAAT 

Sequence 51 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCTTCTGTTGNATTAACTTCTTTCCT 

TTGTGGTATCTTGTATCCTGTTTAAAAACTAAATGAAGGGAACCACATTAGGGCCCATGC 

CAGCATCCCAGTGAAGTTCGTCCAGCTCCAGTTAGGTGGATTCTGGAGTTCCGGAGAGGG 

TTTAMGTTTGGCTGAAATAGCACCTCMGTGGGGTTTMGTTTTATTTTTACCTC 

CATNATGGGCCGAT 

Sequence 5115 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTMTTCTTAAAAATGTGATAATTGTMTAMCTTTTATTATATCTTATGT 

AAMTMTTGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTmGTTTCCCTTTCACAGACAGAAGMTTATAGCCTCAGTATTTATGTATATm 

TGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTT TCAMTCTCCTTTTCTCATCATTGGCTGGMCACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGMTTCCAGTTAGCTMGGATTAGAAAAACTGATTTTCA 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGNATTATACTGAAATATAAAGCAG 

AGGTCTACTAAAATCTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5116 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTGTAGTGGCTCTCACCAGTAATCC 

CAGCACTTGGGGAGACTGAAGCAGGMGATTGCTTGAGACCAGGAGTTTGAGACCACCCT 

GGGCAATATAGCAAGACCCGTCTCTGCAAAAAAATTAAAAACTTAGCCAGGCATAGTGGC 

CTGTGCCTGTAGTCCCAGCTACTCAGTAGGCTGTGGTGGGAGGATTGCTTGAGCCTAGGA 

GGTCGAGGCTGCAGTGAGCTGTGATCTTGCCACTGCACGCTGAACCTTGGTGACAGAGTG 

GGATCCTATCTCAGAATAAATTAGAATAAAATAAAATCCCAAGAGAGACGTTACAAGCAA 

AGAMATCATGGACCAATATTTTTCATGMCATMATGTAAMTTCTTAGGAAMTTTTA 

GTTAATTAGTAATATATTAA 

Sequence 5117 

AC INI MM NIMM I I C M IMM II MI C l MM M M MM Mil I M II I I I N 

TTTNTTTATNACTAMGGTTNATTTACATANNGTTTAAAGCNTAATAAAAAATAAATTAC 

AATNCAAAAGNGCTNTTTAGGAAANANACNCTAAACAACAGGCCCATNTTACCCCTTGAC 

TNTTTANCCMMNATAGGCTANAAATTTTGCCGGAMMCTGNCCANANATTTTAAACT 

ACTTC TTNAT TATT^ITNATGGACCATNNTCCAGNANATTT^yTTTGAAAAAATATCCANTT 

ATMTNTTTTNAMGGTTAAMTTNNGAAAAAAAMTTTAAAATNGGATTAAAGGATNTN 

TANCCTTNAMTGTAATTTACAGTTTTAAAATTGCNCTTTAAMCTTTTC I MM IAAAC 

ATTAT AAAAGGCAAMTGGNNNAAATTNTTTMTNGMTTTTNAAAACTGAGGGGTNAAT 

TTTTTAAAATNATANAAA I I M M I I AAAAAAMNMTTTTTTTGNAAAAAAATNATTAA 

AGGGGNTTTACNATTTTAAAAMNCNANAAAMNTTTTGNTTTNAAAAAAATTCNNM 

TTG NT AAAA AA AAA 

Sequence 51 18 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGATCTCAGCTTATGCAACCTCCACCTCCCGG 

GTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGGAATTGGAATTACAGGCACCTGCCACC 

ACACCTGGCTAATGTTTTTGTATTTTTAGTAGAGACACGGTTTTTGCCATGTTGGCCAGG 

CTGGTCTTGAACTCCTGACCTCAAGTGAGCCACCTGCCTTGACCTCCCAAAGTGTCGGGA 

TTACAG GCGTG AGCTCTTGTCATTCGGCGGAAGCAGNGTTTCTCTATTAGGAGACATGAT 

GGGTCATTTTTCTCTGTAAAGAGAAAAACATGTAGCCTAGACCAAGCTTTCCTCANCCCT 

CAGCTTTAGTGATGTTGGGGGCCMGACMTTTCTTTTGTTGGGTGGGACAGGGCTGTCT 

TTGTTTGCTGCAAGGGGTGGTGAAACAAGCATCCCTGGCTTCTGCCCATAGGTGCCCAAG 

TAGCATACCATCCAATTGCAGTAACCCAAAATGTCTTNTAGATATTACCAAGGNGCCCCT 

GGGGG 

Sequence 51 19 

C CCTTC GAGCGGCCGCCCGGGCAGGTACCTTGAATATACTGATGAAAATCAACATCAATA 

TATTTTGGCTGTGCCTGTGTTAMCCTAMTCTTCAACATAATAAGATATTTGTGAACCA 

AGACAGCMCTCTGGAMGTGGCTTCTAACTCGGCGCATTTTCTTAGTGGATGCAGTAAG 

TGGACGAGAAAATGACTTAGGAACTCAGCCAAGAGTAATTCGAGTTGCTACTCAAATATC 

ACTGAGTGTCCACCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5120 

CCCTTAGCGTGGTCGCGGCCG AGGTA C T'l I I I 1 1 I I I 1 1 1 I II I 1 1 II 1 1 1 I I 1 NNNTTT 
I I n I I I I 1 1 1 1 I I I I I I I I I I I I I 1 1 I I M I I I I I AAAA AAAAAAAAAAN NTTTTTNTN 
AAAAAMNNNNNCCNCNNANAAMAAAAAMAMNNTNTNNNNAAAAAAAMTTTTTTNC 
CCCCNANI IT TTTrn I NNCNNCCCCCNNNGNNTTTTTTAAAAAAAAAAATTTTTTNNAA 
ANNNNNGGNGTTTTCCCCNNTTTTTTTNTNNACCNGANGAAAAAAAAAANACACNNTNNN 
CNNTTTNTTANAAAAAANGGGGGGGNANCCCCCCNN I 1 1 1 1 1 I 1 1 CNGNAAAAAATAANA 
ANThnTTNTCCCCANAAAAAAAAAAAANATCTNTCTTTTTNGAAAAAAAAANANTTT^ 
CCCCCCCCNNAAANrmTTNNGNGGNNANMANNAMNANNNNNTTTmAAAAAAAAAT 
TTNNATTNGGGCCCCCIsnTTTTNAAAMNMGAAAANN 

GGGGGGNGGN I I I I T I rTCANAAAAAAAAAMNCCCCCNCNAAAGTNGGTTTNTTTTNCC 

CCCCCANNNCAANANAAAAAANATTTTTT 

Sequence 5121 

NCCCTTTCNAGCGGQCGCCCGGNCAGGTACTGGCCTGCCAAGCCAATCACTGTCACTGTC 

AATACCGGGATANACAACTCGNAANCCAAAGGTTTGTCCTGCCACGGNTACTGATATTGC 

CCATANCATACTTNATGCCCAGGANCCCAAAAACCTGCCCACCCAACTGGCCTACTGNTG 

TCACTACCAGTAACCAGGCAAGCCACCTAAAGGTTNAANAATNANCTNTNTGGACTAGCT 

AACACTAATGCCATTATACACTGCCCTAGGTCCCAAGGAAAGGAATATTTGGCCTACCAC 

TGCCGTGACTANAACCTGAAAACATGCCTACCTGGCNTCCAAGTCACCANCAA 

Sequence 5122 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGCCTTCTGGCTGTATGGCTTACATCCTG 

GAMTTACCTGATAATAAAGCAAGTAAAGGTGTAAGGTTTCCTAAGGGATTACAACACAG 

T GGTTT CCTGGTCTCTCTCCCTGTCATCAATCAGGGTAGTAACTTGACTTAAGAATACCA 

CTTTTTAGAAAAATTACGATAGAGATGGGATCTCACTAGGTTGCCCAGGCTGGTGTCGAA 

TTCCTGGTCTCAAGCAGTCCTCCCACCTCAGCCTCCCAAGGTGCTGGGATTACAGGTGTG 

AGCCACCACACCTGGCCMGMTACCACTTTTGAMGTTMTCCTTTTGTGTGATACAGG 

ATGMCTTGGGATGTTTGAACCCTGGACATTCCAAATAAAGAATAGGCCCCTGCCTGGCT 

CCTGGGGAGAATMCCTNTMGCCATTAGMTATCTTGCCTGATMGAGTGTTTTTGTTT 

ACCTTGTGGGCCTT 

Sequence 5123 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I I I I I M I I I I 1 1 I I II I I I I 1 1 I I I I I II I I I 

J J I I I 1 1 II I II I I M I 1 1 1 I I i I II I 1 1 M I I M II I I I M I I I I I I I I I NNGAAAA 
AAAAAAAMANAANNNGGGGGGGGNNCNANNNNAAAAAAAAAANATNANTTTTTNNNAAA 
AAAANNNNGGNNNNAAAAAAAANNGNNNNNCAAAAAAAANNNAAAAAAANCCCCNCACCT 
GGGGGGGGGNNNAAAACCACACCCACCCNTTTTGGGNAAAAAAAAANCCCCCCCCNNCAT 



m 
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TGATTTAANTNNTCNNCCCCCCCCCAAGGGAAAAACTAANNGGAGGNTTTAAANGGAAGN 

ATNTTNANCNCCCNNNNCTTTNNTAACTTGGANGG I I I I I I I I I CCCNGANNNNAAAANA 

TNTNCCCCCCCCCCNNTAI I I I I I 1 1 AAAACANGGNGGGGGGGNANAAAAANNTNTTTTT 

TTNTTCNCCCCCNNAACCNNAAAAAAAAAAAAANANCNCCNNNNNNNNCCCNCCCTTNTT 

TTTNTNTNNTNNTTATNAAAAAAAANAAAACCCCCAAAAAAAAAANNNCCCCNCCCCCCC 

CNTNATNTTTTNGGGGGGGGGGGG 

Sequence 5124 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGGGTGAATGGAATGGGCAGTGGTCGCC 

AGGATGGCCTCCCAGCCAGCTCAGAGACCTGGTGAGGACCACCCAGAAGGGTTGTGCANA 

GGGTTAGAGGCCACACAGAGGGGCACTCATGTTTTTGTGGGGGATGCACAGCTCATTAAA 

CAGTCACCAGTCATGGGAGGAGGCTGGTCAGGGGCTAGGGGACTTGCTCACAGTCGTGAT 

GGCTCTGTGTTATTTGGGGGTGACAGTAATTATGGAGCTGGAGTGCTCCTCGACAAAGAC 

AGACAGAGCTCCTCGCAGAGGGATGGTTTCCATGGCAATAGCATCAGCATCTGAATGACT 

TCCTGTCACMCMGTTGGTGATTTAATGAGTTCATTACTGAATTCCAAAGGAAAACCAG 

AGAGTGGATGAGCTACTGTTCAGCCCTCAAAGTGGCTAAGTCCATAGTGAGGGAGCCATT 

TCTACCGGGTGCAGCATCAGAACCATTAACAGCTCAGGG 

Sequence 5125 

NCCCTTAGCGTGGTCNCG CCCGAGGTC C I \ 1 1 1 1 1 M > 1 1 1 1 ) 1 1 1 11 J 1 1 ) ) 1 ) ) I II I 

IIIMI1II IMI M Mill II I I IMI II I IIIMMI I M II M l ll l l l l M ll ll l 

TTCCCCCGCNNAAAAAAAAAAANANNGNNAAAAAAAAACNGGGGNNNCCCCCCCCCCCNN 

GGGGG GGGGG GNNCCCNNCNNNNNNAAAAAAAMAAAANTTTTTNCCCCCCCCCCCCCCC 

CCCCNNTTTTTAAAAAAMAAAAAAAAAANNGGGGGNGNNNAAAAAAM 

NNNNNAAAAAAAAAAAAAAAAAAAAAAAAAAANCCCCCCCCCCCCCCCCCCNNTTTTTTT 

TTTTNNNCCCCCNANNAAAANNNAAAAAAAAAANNNNNNGGNGGGGGGGGNNNNNNAAAA 

AAAAAAAAAAAAAAA 

Sequence 5126 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCTCTGTAAAAAGTCCTTGCTGTCTCAGCA 
GCCAATCAACTTATAGTTTA I 1 1 1 1 1 J CTG G GTTTTTGTTTTGTTTTGTTTTCTTTCT AA 
TCGAG GTGTGAAAAAGTTCTAGGTTCAGTTGAAGTTCTGATGAAGAAACACAATTGAGAT 
TTTTTCAG TGATAAMTCTGC ATATTTGTATTTCMCAATGTAGCTAAAACTTGATGTAA 
ATTCCTCCTTTTTTTCCTTTTRGGCTTMTGM 

TATACTATATGTTCCACGTGTTAAGAATAAATGTACCTGCCCGGGCGGCCCGCTCGAAGG 
G 

Sequence 5127 

CCCTTTCN AGCGGCCGCCC GGGCAGGTAC I I I I I M I II I I M I I M I II I NGNTTNTTT 

M I I I M M I II I I I II II M I I M I I I M M M M I I I I I I M 1 1 I I NAANAANANNAA 

MNATNTTThrTTTTTTGGGNNNNAAANAATNGNTNNNANNGTTNGGGGGNNNNAAAACCC 

CCTNCNNCNAAANNATNNAAAAANTNTNAANNATNAGGCATTTNCTNNNTNGNAAAAAAA 

AAAAAANNGGNGGGGNMNANTATTAAAATNTCCTGGNTCCTAAAGGNNTATTTNAAAAN 

AAAAGNAAATNCATNNNTCCCNNCGNNNGNATAAAAAAACAAA I I I I I 1 1 I I I IATNAAC 

AAAMATTAGATGATGGGGNGGGACTNCCNAAMCCCNNTTTTACTTTTTCTTTCCNCNA 

AMTG GGGN NGGGNTNCNNCCCCATTTTGAAATNAAAATTGCCCGGGNAANCAANNAAAA 

T7TTAATTTTNNINGGMGG 

rrmn ic anaaaaaa aaaaaaggcccgcccttttggattgnnttnccaaaaacaaaanc 

NNAGNGNI I I I M I I NGAANTTAAAAAAAAAAAA 
Sequence 5128 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACTTCAGTCACAATTCTGGAACNCTAAGAAA 

AMCGTTCCAGACTTCAAACACAAATTTATCCTCACCAGTTAATMCTNCTTTTCTTTGC 

TCAAAAACCCAGTGAGAAAAAATAACTCCAGGCCAGGCACAGNGGCTCATGCCTATACTT 

CTAGCACTTTGGAAGGCACNAGGCGGGCGGATCACAAGGTCAGGAGTTCAAGGAACCAAG 

GGCTGACCANACATGGNTGGAAACCCCCACCT 
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Sequence 5129 

C CCTTCGAGCGGCCGCCCG GGCAGGTAC I M I I I I I I I I I I I I I I I i I I I i I I I I I I 1 1 N 
ANI I I ! I I I I I I I I I I I I I I I I I I I 1 1 M I I I I I I I I AAAAAAAAAANN I I I I I I I I I I I 
NGGGGNAAAAAATTTTAAAACNCAAAAAANNNAAAAAAAAAAAAN I 1 1 I I I I I IANNAAA 
AAANTN (Mil NAAAAAAAMNTTNNNGGGNAAAAAAAAAAANNTTNTTTTTCCCCNAAT 
NAAAAA AANAN NANGGGGGCNANAAANNN I I I I I II I I I I I I AN AAAAAAAAANTTTTTN 
CCCCCCI I 1 I 1 NAANANNTTTNAAAAAAAANCCGGGGGNAAAAAAAAAAAAAATTNNAAC 
CNTTT ACNNGGAGA I MINI I AAAAAAAAGAGTNTTTTTTTNACATGNCAAAAAAGNTT 
TTTTTACACAAAAANTCCCCGGGNTGNCTTNANNMNANGNNMATTTC^^^TTNNTNG^ 
AAAAAAANAGGGGGGGAAAAAAAN I Mill I I NNNNNTANAACCCCNAAAAAAAAAAAAA 
AAAA NAI I II I I I I 1 1 I I M I AAAAAAAAAAAAAACTATTTTTNNGG AAAAAAAAAAAAC 
TTTTNANAAAAAGNGN 1 1 1 I I I 1 1 1 AAAAAAAAAAAACNAANTTTTTTGGGGGGCCNNCC 
NCNAAAAAAAAAAAAAAAA 
Sequence 5130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCCTCAGAGGGAAAGACAGTGGAAGTTCCT 

TTTAAAGGAGATGTGGAACATACCATCCGAGACATCCTAGGAGGGATCCGCTCTACGTGT 

ACGCGGGGTCCMGGATTTATTTAATGGGGATGTGTTCAAGGCAAGACCGAATTCAGAAG 

GATATCGACCGTCGTGATCCAAAAGTCCAGAGCTGAGGACTGCCTGTTTGCAAATACTGG 

ACTTTNNTNTTNNNANNNNNNNTNTTNNNGGGN I I 1 1 I I II I I I II I I I GAGGAATTAAC 

MGTNTTT TATTTGG GCTCAAACCAAGAATCCCGGGGGTCTTGAGGGACCTCTGGGGGAT 

TGGGCAAAT7T7TTTNTCCCNCG I M I I II I I M I GGGNCTTGTTTTCCNTNAACCCCCA 

TNAACC Ct I II I M II I I II TTCCCGGGGGGGGGGAAACNTTGGGGC I rTTTTTTTTTTI 

NCCCTNTTTTTCCCCCCAAAGGGGGGGGGTTGGTCAACTTGGGCCTNGGGGACCCCTGGC 

CCCGGGGCGGGGNCCCGTTTTAAAAA 

Sequence 5131 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTAT 

MGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGTT 

TTCTTTCCAGTTCTTCTGAAAAACTCACTANAGAAAAAGAAAGCAAGAAATACAGAAAAG 

TATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAACT 

TC ATACT G AAAAA CCACCCTTTCTAGAGGCGATTTACCAC7TATTCC7TGCC7TTCAAAA 

ATATTTTACTTTTNCMGGGNMNCTCTCCTTATTAMTTTTGAAAAAAAAMTGNTTTC 

TTTTAAATTAGAGATTGTTAACTTGGGGTC 

Sequence 5132 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTTATGATTAAAAACAAATTAAATT 

TTAAAACACCTGAAGATATATTAGAAGAAATTGTGCACCCTCCACAAAACATACAAAGTT 

TAAMGTTTGGATCTTTTTCTCAGCAGGTATCANTTGTAAATAATGAATTAGGGGCCAAA 

ATGCAAAACGAAAAATGMGCAGCTACATGTAGTTAGTMTTTCTAGTTTGAACTGTAAT 

TGMTATTGTGGCTTCATATGTATTATTTTATATTGNACCTGCCCGGGCGGCCGCTCNAA 

AGGGCNAATT 

Sequence 5133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I I IGTTT 

I I M I I I 1 1 I I I I I M I I 1 1 I I I I I I I I t I I I I I I I II I 1 1 I I I M I M II I I I 1 1 I I I I 

T 1 1 I I I I I I I I I I NNTTNN I I I I I I I I I I NTNNAAAAAAAANAAAAAAANTNNNTNTTNN 

AATTTNNNAAAAAAAAAAAAAAANNGAAAAANAAAAATTANTNTANNNANACAAAAANAG 

AGNNAAAAAANGNNTNAAANTTTTNNTNNAACAAAGGGGNTGAAAAAAAAA 

Sequence 5134 

CCCTTNCCAGCGGCCGGNCNGNCNGGNACTGNNNTNNTNTATTTANNNNNTTCATATTGG 

CTNGGCACANTGGTTCACACCTGTAATCCCAGCATTTTGGGAGGCCGAGGCGGGCGGAGG 

TCANGAGATTGAGATCACCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAAATAT 

AAAAAATTAGCCAGGTGTGATGGCTGGCACCTGTGGTCTCAATTACTCNGGAGGCTGAGG 

CAGGAAAATGGTGTGAACCCAGGAGGCGGAGCTTGCAAGTGAGCCGAAATTGTGCCACTG 
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CACTCCAGC CTGGGT GACAGAGCGAGACTCCGTCTCCCNTTTTTTAAAAAAAAAAAAAAA 
NCCCCCCAGTTTTTTIvrrNGGTT^ 

TANCCCCCNTCCNCCNCGGGNGGGGGGGGGNNNGAACNAAANNAAATNAAATCCCCTTTT 
AAACCCCCCCNNNGNGGGGGGGAMAMGTTTTNNTCCCNGGGGGNNNAAAAANAAAAAA 
MNNGNGTTTTTTTNNANAAAAAAAMATTTTTTNNCCGGGGGGNTTTTANNN 
AAAANGGGGNANGNGGGNNGMCCCCCTTNTTGNNNCCNACNAAAAAAATTTTTTTN 
Sequence 5135 

CC CTTAGCGTGGTCGCG GCCGAGGTAC I K M 1 1 1 I I 1 1 I M I I I II I I I » I I I I 1 1 1 I I 

TTNr i' I I I II ) II I I I I I I NTAAAAAAAAANTTNNNAAAAAAAAAAAAAAANNCCCCCCT 

TTTTNAAAAAAAAAANCCCNNNNAAANNNNAAAAAACCCCCCCNAAAAAAACCCNCTTTN 

NANAMTNNNTGGGGAGGNAAAAAAAAAAMNCCCCCNTTTTTTAAAAAAAAAANNNCCC 

CCCCCCCCCNGGGGGGGGNNNNAAAAAAAAAAAAAAAAAAANTTNNTTNAAAAAAAAAAN 

CCCN AAAAAA I I M I M M I I < AAAAAAAANCCCCCCCNNGGGGGGGGGGN I rTTTTTTI 

TNAANAN CCCCCCCCNGGGGGGNNTTTNNNNATTNCCNNNCNNNCANGGGGGGGGNGGNT 

I l l i 1 1 I AAANACCCCCNCNGGGGGGGGGGAAANCCCAAAAANNANNNNTAAAAAAAAAA 

NCCNNTNNTTTTNAAAAAAAANANNNNNNNNNNNNNNNNNNNNNNNNNNAANNNNNCAAA 

AGAAAAN 1)1111 

Sequence 5136 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGG 

GCATTGGTGAG ATCAA TGGTAAACTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAA 

ACGTTGGACAAATTTTGAGTTTTMCAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAA 

CAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTG 

AAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGA 

AMCGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTGCTTTTTAAATCATGCCCCTCG 

TTGCCTGCCTAATCTGTGACTCCCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAA 

CCAGAGCTGAATAACATGTTAGGCTCACACATGCATCANCACTGCACACTGGAATCATTG 

CTCTTCCTGGACTTTGTANAAATCAGTCTCAAGTGCTTCAAGAGTCTGGCTCCTG 

Sequence 51 37 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATAGAATTATGAATATACAGTAACCTCATTG 

AGA7TMTCATAAMTCMCACTAGATTCCMTATTMCTGTTTATACTGCATTTTGTTT 

GTTC CCGCG CACCMCTTTGTCATGCCTTAAGCAGGTTAGTTCTTTTTACTGTGTCTTAA 

ANNNTTTTTCCTAGTGAGTMCATGGTATTTTTTAATAATCCCGCGTACCTGCCCGGGCG 

GCCAAAGGG 

Sequence 5138 

CGCCCAGTGGTGAATGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGCCCGCCCGGGCA 

GGTACT CCAGCCTGGGCAACAAGAAGACTCCATCTCAAAAAAAAAAAANGGATNGTTGGC 

CTTT TTAMCCCATTCCCMANMNTACCCCTTCMNGTNTTTAACNTGGGGCCAANGGT 

TTTTNCGGAAAAAANTCCCCGGNTTNMNMTGAGTTTTNMTTTATTTT 

AT TNAC CCCNTCAGGTAAAACCGNTAAAGGGGGGAAAAAAAAANTNTTTANCCAANNTAA 

MTTTTCCGGTTGGGNATTTATTAANAAGGTTNGGGAAAAANTCGGGGGGGGGGGGTCAT 

GGCCTTNMCCCCACCCTTTTCMNGGCCCNT7TCCNGGMGGACTGTTTGAANGCCANT 

TGGAMCNACCNGGGGGCMCCNAAMTTTNTTTTCCACMMANTTTTAAAATT 

Sequence 5139 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATTTGCCTMTTTTTGCCATTCTCAT 

TGTG G C AATTGTTCAATTTTG CATTTCTTCCATTTTA I I 1 1 1 1 1 GCATCTCTGCTTTTCT 

TTTGGTTAGCTTTGCCAGTTCTGCCTATTATATTMTCTCCCAGMTCAGCTTTTAGm 

TGTTAMTCTCTGACATGTTTCGTTGATTCCTGCTTTCATCTTAMCATTTCTTCGTTGT 

TMTTTGTGTTTGCTATAAAATAAGCMCATCTTAAATGCTTGATTTGCTTTCGATG7TT 

ATTCTGT MTM GATATTTAMGATATMTTTTTTCCCTAMTC 

TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5140 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACNTATGTNATATTTAACMCCCCCTTTTGAAG 

TCCTATATTTGTTTAGTAGACTGAAAATTTGAATTCACTGTTAAGAGGAGACATGGAACT 

GTGGAMGMTATTCATTTGAGTGTTTCAGGAAGTTTGGA I I I 1 1 1 11 1 I ACCAACATAT 

TATTTGTAAAAGGAGGGAAATCAGCTGCCTCAGGAGGTTCTTAACATATAGGAATGTAAT 

TATCAGATTCAMGCTGMCAGTANTGCGTTGCCCTGTMCCTMGTCTTGGGCTTGTTA 

GCAMNAAAAAGCCAGTGTCTGGGGTNTTGGTTCCAGGACCTTCCACTTAATAACAAAAT 

CC 

Sequence 5141 

CCCTTTCGAGCGGCCGCCC GGGCAGGTAC I I I I 1 1 I i I I I I I I I I I I I I II I I II I 1 1 1 I 

1 1 1 1 1 n 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 m i > i n i m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 

I I I I I I I I I I 1 1 1 1 1 1 1 I INNGGGGGNNNNGNATANTNAAANTNCCAAAAANTNGNGGGG 

GGGNAAAANAAAAAAAAATNTTTNGANNAANGAANANNGGNCCCCCCCGNTNNNNTTTNA 

ANMTNGGNGGGGGGGNNGGANAAAMNNCATMCNNCCTTTAMAAAAAAAAAAAAANG 

GGNATTNATNNNAGGNAANNANGCCTTTTNATGAAAAAAAAAAAAA 

Sequence 5142 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCAT 

CTGTTCCAMGAGGCCAACACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAGA 

GCATAAAACCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGTTC 

CGMGATTTCCACACTGATTCTGAGCMTTTATGTAAGCCCAGGTGTTCAAAGTTCCAGG 

TTGAAACATTTGGTTAATTAACATCATGCTGCAAACACTCAAAATCACTTCAGCTGCCAC 

TATAACAAAACAAAACTCCCAAAAACAAAAACTGTAGGGAAATATAAACAAATGGCAGTA 

TTCTTTGGAAMCAGTATATGATTTTAGTGACMTAAAAGCAGCMGGGCTTTCTTGATT 

TMTACTGNGTTTCTCAAAMCATTTTTCTAMGGAAATTATATTGAGTTTGAGTAAAAA 

ACTTGAAAGTTCCTCGGNCGCGACCACGCTTAAGGGCCGAATTTCC 

Sequence 5143 

CCTTTCGAGCGGCCGCC CGGGCAGGTA C I I II I I I I I I I I I 1 1 I I I II I I I I I I GGGNTT 

I IIIM I I III II II II II I I I I II I II I I I I II MM I II M I Ml Mil I II III I I I 

TT^^^TTNNMNNAAAAAAAAANNNNTTNNNAAAAAAAAAAAAAA^JTNNAACNACANNCN 

NCCCCCNCCCCCCNCCNNAANNGGNGMTTTTAGGANNANNNGGGGGGTTCCCCATGTISIG 

GNANAGCNGGTCTNNAACTTTTGAGCCTAAGGGNATCTATNTGCCTCGGCCTTCAAAAGA 

GCCCNGGAATNAANNGGNCATNAAANANCCCNTGNNCCTTGGCAAAAAAANGGG 

Sequence 5144 

CCCTTAGCGTGGTCGCGGC CGAGGTACTTT A I II I I I I I M I I I I I M I I AAAA I I I I I I 

I M II II M I II I II M I I II M I I I M I I I I II II I II I I I I I I II I I II I M I I I I I I 

TM II II II I II NTNNNNAAAAAAAAAAAAAANNN I I I I I I I I NTNNNGGGNNCCNAAAA 

AAAAAAAAAAAANCCNNNNNGAANGNNAAANNNTNTTNNTTATNGGGAAAAAANNCAANN 

CTTNTTTMTAAAGAGAMGAGNGGNM^ 

GAGGGANNMMNCNCCCCCCCCANCCCCGGGAGGGGANNNTANAAMNTTTTTTT 
Sequence 5145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCTCACTATTGTGAATCTTCATGTGTTC 

CCTATGATTCTTGATrTAGCTTMAAGAAMCGTMGACATGGTTTCATTAGCTTGAACC 

TTATCTTTGTAMG CCAT GCATTTACCTTGTTTATTCCTGGTTATGTTTTTATCTCACAG 

CCTATTCMAMGATTTTGMTMTTATTTCAMACTTTTTGCMCTTTMTM 

ATMCCTTAAMTATTTAGGTAAATACGGCATCATCTGCATGGAGGATTTGATTCATGAG 

ATCTATACTGTTGGAAAACGCTTCAAAGAGGCAAA 

Sequence 5146 

NCCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGGTTTATCTCTANTGTCACAAACAGC 

TGTGCTTGTTNGAGTGAGACAACCACCATCANGAAAAGACTCANGGCTGGCAGCTGTAAC 

TAMTrTMTTTTCACCTACATTTCNCAGTTTATTTATGGTGANMGTGTTNCTATGCAA 

GCATTCT TTNA NTGAACCAAGAAAANTAGNCATATCCANGCTCTGACAAANAACTTANNC 

TNTGGGATTTTGTTANAGGNAAAATTAAATAANGAATTTATTCC 
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Sequence 5147 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGAAA6GAGTGAGAAGTGTTTTGAGGGCTC 

TCCCTGTCTCTTCCTGCACCTCTCTCTTGTGATCCCAGAAGCTACAACCTCAGCCCAGAT 

TAGCAGGCTGAGGGGTCAGGAGGCTGTCACTGGAGCTGTTGAGCTCATGAACACGCCGAA 

GTTGCTGCGCTCCAGAAATGTGGAAGTTGGAATGAAGAGCCACCACTGCTGCCACCAACA 

TGAAGCTTGACCAAGCAAGCCAAGAAAAGATGGCCMGAGCCTCTGCCTTCCTTCTGCCT 

TCTGCAACGC 

Sequence 5148 

CCCTTAGCGTGGTCGCGGCTCGAGGTACNCGGGGAAGGCCAGGCATGGTGGCTCACCGCC 

TGTGATCTCAGGATTTTAAGAGGCTGAGGCAGGCGGATCACCTNAGGTCAGGAGTGAAAC 

TGGCCAACACGGTGAAACCCTGTGTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGG 

CAGGTGCCTGTAATCNCAACTACTCCNCGAGGCTGAGGCANGAGAATTNGCTTTAAACCC 

CGNGAGGCGGATGTTNCATGTGTAGCCGGANNATGGCACACATTNCNNCANTTTTCAAGC 

CCTGTGGCTTACAANGTAGTGGAAACNTNCCGTCCTCAAATAATCAAAAANTTATAAACA 

MTNAAAANTTATTTATNAAANCACGTTTATTTTGG 

Sequence 5149 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AAAGAATGGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCANAAAAGAAGTGT 

TTGAAAGATG 

Sequence 5150 

ACM I I I MM I Mill II I Ml M II M I I M Mil l MM Mil l M M I I M II I AA 

AGNCCCCNMNGGGGNNANNCCChnTTTTTNNGGGGMNNTTTNNCCCCNNNTNNTNNTN 

NANNNNGGGGGNNNAAAAAAAAAMNTTTTTNTTGNNTTTNAAAAAAAANTTTTNANGGGN 

NGGNMAMNCTCCCCTTTNCAAAAAAAAAAAAMGGGGNNCCCAMNTTTTTNCCCCCC 

CCCCCNTTAAMMNGGGGGGGNNCCCCTTTTTTNAAANGGGGGGGGGGGGNTNAAAAAA 

NGGGGGNNCCCGGGGNTTTTTAAAAAMNNTTTTTNNNNCCCCCCTTTNNAAAMNNTTT 

TTNAAAAANNGGGGGNCNCNCCCCCNGGGGGNNANNNTTCNCCNNTNGGGGGGNTTTTTT 

NTNNTNTNNACCATTTNNAAAAAAAAGGG 

Sequence 5151 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTGATATTTTAATCTCACATCCAGAATGGC 

TAAAATGGAAAACCCAGAAAATGCTAGATGTTGGTCAAGAGTTGGAGTAACTGAAACTAC 

ACAGCTGCTGGAAATGTATATTGGTATAACCACTTTGGAAAATGGGAAGTTCAACAAACA 

GGCAAACCAATCTAGATTTAGGGATATATGTTTAGGTAGTAAAAGTATAAAGAAAGGAAA 

TAGTTAGCTTTGCAGGGAGTAGTGCTTGGGAGGTAATAGGTGCTTCTGGAGTGCTGTTGA 

TGTTCTGTTCCTMGTAGGGTGCTATGGCTTGAGTTTGGTTTGTCTGACCCTACCAAGTC 

TCATGTTAAAATTTCATCCCCAGTGTTGGAGGTGAGGCCTGGTGGGAAGGGTTGTGG 

Sequence 5152 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGCTTrGTGTTCAGTCCTTTTGGA 

ACACGTAGCTTCCAGCTTAAGGGTAGAGAAATATATACCTAAAATCATCAATACATGAAA 

GAAAMGGATGGAMCTATGTCCTCAGTTTTACTTCTACCAAAACATCCCTGTATGTGTG 

TGCATGTATGTTGGCGTGTGTGTGTGTGCATGCATATTAAGTAAATGTGTGTTTGCATGT 

GTGTGTTGGGGA 

Sequence 5153 

CCCTTAGCG TGGTCGCGGCCGAGGTAC I I M I I M I I I II M II M I M I NNN I l 1 1 I H 
i M II I I I I I I I I I II I I II I I I I M I I I I I I I NNGNNTNC I II II M I I I I M I I I AAA 
AAAANNACN I I I M M I NNAAAAAAAAAAAAAAAAAGGNGNNGNNNGNAAAAAGGGANTN 
ACCCTNNCCCCCCCCNCNAGGGGGGGGGGGNTTTTTNCCCNNNCANNGGGNGGGNAAAAA 
AANNCCNNNCNCCNCNTNNNNCCCNCNAAAAA 
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Sequence 5154 

CCCT TTCG AGCG6CCGCCCGGGCAGGTACTAGGTCTTCCTTAAGCAGCAAGAAAATGTGG 

GGGGTTTTACAGAAGAAAACAGGCAATCTGGGCTATAGCAGAAGAGCACTAATCAACTTA 

AGTCCACCTTCCATGGTGGTTCAGAAACCAGACTACCTTAACGATTTTACCCACGAAATC 

CCAAATATCCAGACTGGCTCCTATGAAAGTATGGCAAAAACCACACCAACTGGAGGCCTT 

CCAAGGGACCCCCAAGAACTCATGGTTGATAACCCTTTGAATCAGCTCTCGACTCTAGCA 

GGGCAGTTGTCCAGTCTGCCACCCGAAAACCAAAACCCTGCATCCCCTGATGTAGTTCCC 

TGCCCTGATGAAAAGCCTTTCATGATTCAGCAGCCCTCTACCCAAGCAGTA 

Sequence 5155 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGGATTCCCTTCTGTCGCGCGGCCTTATA 

GTTCCGGCTGTGGCGCGCGGACGGAAAGTTTATGCCGACGGAAAGTTTATGCCGACGGAC 

TGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTGATT 

GGGAACACTGGGATCATnTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCC 

ATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAATACCAGCGTAAGCACCTAGTAGCC 

CATGGTT TAACGAT GCTGTTTGAGCACATGGCCACAMTTACAAGCTTGAATTTACAGCA 

CTTGTGGTTTTTTTCATCACTTTGGGAGTTGATGGTCCCCTTCACGAGAGATTATAATAC 

CCTACAGGAAGCACTAAGTAATATGGATGATTATGACAAAAC 

Sequence 5156 

CCCTTAACGTGGTCCGCGGCCCAGGTAC I » 1 1 II I I I I I I I I II 1 1 1 H I I I AACTGAAA 
GAGTTGACAATTTTATTTTCACATTTCCMTA 

CTTCTCCCCTCCAAAACTATTCTCTTTCATGGGACAGGGGAACAAGTCTTCCTTATGCTG 

TTTAAAAAACTCAAGTATCACAAGCANCATGATCTCCTGGTGAAGCAGAACAGGTAATAT 

AAAACCCGATACAATAAGGCCTCCCTCTATCCTTATCTGTCTGGTCGAGTCATTCCCGGC 

CCAGTGGNCACCATCATGGGACCGGGCAAGGANGTCTCATTAATTGGGGGCCCAAGCANT 

AATTGGCATATGGCCCTCCATGGGCCGGCCTTATTCCAAGGAACCAGGTCCCACTGGCAT 

NATTCCAAGGANGGAGGAGGGCCCATCAATTTGGCCATCATNGGGANGGGCCCCCATATT 

GGGGGNGCTGGCATTAAAACCAAGGGCCAAGGAAGGACCCCCGAAAGG 

Sequence 5157 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAMATGTTGCTCAGCATATTTAACATTA 

TTATTGTTCATATTTCCTMTGGGGAACAGCGTTmCTCTTACATTCCAGTATT 

TGCCTCTATT MTA AGGTTTCTGATMTATATATCAGTGGAGATATTTCTTTGGACTTAT 

ATCTTTCAGCTTTTCTTTAGATAATGGCTCTTAAATGTTGGTCTGCAGGCAGGTGATAGG 

CAATGATATGAAAATCATATGGGGGACTTATTAAGAATATAGATCAGCAGGGCCCATCTC 

TCCATATGCTGATTGAGTAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5158 

GCGGCCGAGGTACTTCAAACACGACTTAGCAAGATCNGGGGACAGCAGACAGATGGTATG 

AMCTTNNATTTGGAGAAGAAAACCTTCCAAMGAGGAMCAGAGTTTTTATCAATCCAT 

TCTCAGATGACCAATTTGGAAGACATTGATGTCAATCATAAAAGCAAGTTATCTTCTNTG 

CAAGATCTNGAAAAAACTAAACAGCTTGAAGAACAAGACCACTTATTAGAAGATTATCAG 

MAAAGAMGAAGACTCCACMTGCAAATTAGTTTCTTGCAAGAGAAAATTAAAGTNTAT 

GAAATGGAACAAGATAAAAAAGTAGAAAACTCAAATAAAGAAGAAATACAGGAAANGGAG 

ACANTCATTGAAGAATTATTTAANANGGACGNANNAANAAANGTNCCTTGCCCGGGCGGC 

CNGTTCGAAAGGGCGA 

Sequence 5159 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATAGCTCACTGTAACCTCCAACTCCTGGG 

CTCAAGTGATCCCTCTGCTTCAGCCTCCCATGTAGCTGGGACTATAGGCACATGCCACCA 

TGCTCGACTAATTTAAAAAAAAAATTATAGAGACGGGGGTCCTACTACATTGTCCAAGCC 

GGTCTCGAACTCCTGGCCTCAAGTGATCTCTCACCTCGGTCTCCCAAAGTGCTGAGATTA 

CAGACATGAGCCACCATATCCAGCCCCTTGCCTTGMT7TTTAAAAMTTTTAGAGACAT 

ATTCTACATATAAGTTGCATTTTTGACATTTTCACTGATATCATCCCAAGGCATTAAGTA 

TTTTTGACAATGTGACTTAATGGTTATATGACATTTCATTMTTTATTTAA 
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Sequence 5160 

CCCTTAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I 1 1 1 I I I II I I I 1 1 1 I I I GAGACATTGT 

CTGGTTCTGTCACCTAGGCTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCCAC 

CTCCTGGGCTCAAGCCATC TTCCC ACCTCAGCCTCCCAAGTAGCTGGGACTATAGGTGCA 

CACTGCCAGGGCTGGCTMTTTTTGTATTTTTAGTGGAGATGGGGTTTCACCATGTTGTC 

CAGGCTGGTCTTGAACTCCTGAGCTCACGTGATTCGCCCACCTTGGCCTCCAAAGTGCTG 

GGATTACAGGCGTGAGCCCCTGGGCCCAGCCAGGGATATTAAATCTTGACCTTCAAAAAA 

ATTATAAACCACTGTCTTAAAGGAAATGTCTGCCACTNATGTGAACTGACCCCAAAAATT 

GANGGTTTATGGCTTTGGTTGGGTCNAAAAGTCCAAAGGACAAAGCCTAAGTCTGGTTTC 

AATMTGMCGNNTNAGGMNAAMCCCGGNCANTTAAANAAMCTTTTTMNTTTTGGG 

CCTTGGAATTTAAATTAAAAAAA I I I 1 1 I 1 1 CCTTGGAAAAAAAiMCAAAAGGTCCCTTTC 

TTTTTTTCNAAAAANCTTTTNATNGGGTTAAANGG 

Sequence 51 61 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAACCAGACAAAGACGCAACAAAAAAAGAAA 

ACTACAGGCCAGTATCTTTGAACAGAGATGCAAAATCCTTAAACCAAATTCAACTACATA 

TTTAAAAGATCATTCATTGTAATCAAGTGGGATTCATCCCAGGGATGCAAGGATGGTTCA 

ACATACTCTGATATGGTTTGTGTTTGTGTCCCTGCCCAAATCTTACATTTAATTGTAATC 

CCCAGTGTTGGAGGAGGGGCCTGGTGGAACGTGATTGGATCATAGGAGTGGAGTTCTCAT 

GAATGGTTTAGCCCCATCTCCCCTTGCTACTATATAGTTAGTGAGTTCTCATGAGATCTG 

ATTGTTTAAACCTCCCTGCTCTCTGTCTCTCTCCTACTCTGGCCATGTGTGTTCCCCTGT 

T 

Sequence 5162 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCCTGCTCCTGTTTCCTTAACCACCATCCT 

CAGGGCATCTCCGGCACCTTGGGGTCGGGTMGTGCTCTCTACTGCCCTCGTTTTAGCTG 

CCTTTATCTCGTCTATATGGCACTTTCTGCGTGAAAAGACATTTGCCTTACAGGGATGAA 

ACTGGACTTGCAAGAGTTTGCTGTANAAGGTGTTCAAGTCAGGAAGATGCTCANAAATGA 

CCTCCTCTCCCMCCACTTCAACGATTCTTTCTTTGGGTTTGGGGTTCTTGCAGTTCTAT 

CATCTAAAATAACCTTTGGACTGCNGGTAAAATGCAATNAGGACAACTAACCMGTAGAC 

NAAACAAGTTCCCCTAGGCAGGGGNGTCCAATATTTANCTTCCCTGGACCGCATTGGNAA 

AMTTTT^NGGNCCCTTGTAAMCNCCCTACCCNTANCCNTGhn"NGGGGGACCTTTAAA 

AAANTAAATTTNNAATTTGGCAAAAAAAAAAAAAAAAA 

Sequence 5163 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGAAGTMGATTCTTAGGAGCTTTTCTTA 

TCACACAAGATGCCTGMTCGMTGTGAGMTTGAAGGCATTTCTTCTGCATAAACAAAG 

MTTCTACCTGCTGGACAGAAACCTGGAMGTTCTTTGGMTTCGCTGAATTACAGTTTA 

GTATGTCCTGATTACAGAGTGACMTATTTATCMGCCTTTGTTATATTGGATTATCTTC 

TCTCTTAMATACAACTGTATTATMTTGAAATGACAGCCCAAAATTGGATGGTTTACCA 

MACCMTGAMGGGGATTTCACACATCAATTTTTATTTCTGTTTTGAAGAGCACATGCT 

ATATMTMTTGCTAGTAGCAACTGCAGTAAAACANGTGGATAAGTTATTTTCTCTGAAA 

AGATCCAGTCCTAGAGCAGGATTCTTCGATCATTCATGGCAGAAGTGAAAAAAGGTTGGT 

ATGGGTTCTTGGCCAAMTMCTCAGTTCTTAAAAATTCTTAAAAAATGATCCGTAAACC 

CATTTATCCTTTTAAA 

Sequence 5164 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGTTMTTAAGTATATGCTATTCTTTG 

AT GCCAT TTCATTTMGCATTTGCTTAAMTGAAGAAGGTAGTGATTGTGAAATTGAGCT 

TGTTTTTMGAMTAATTTGACAATGTATAAGATCCGAGGAGATTGTGTCTACTTACTAA 

GTTTCTTCTGTCCTAAAAATCAGATGACATTTTAAATGGTTAAGTCAACCACAAATGTCT 

CACGAGATAAMATTTTTATGTCATTTTCTGTAAMTAGGACAAACTAATTTCTATTGTG 

ATTMTTTAMCATAGCTNTMTATTTATACTMG TTTTA TATACATTAGTATATTGTAA 

TCACATTMCTTATCTCTGTATATCATGAAAGAGATTTTGTCCCTCNGCCCGCGACCACG 

CTNAGGGCGAATTCCAGCACACTGGGCGGCCCGTTACTANTGGGATNCCNNAGCTCGGTA 
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CCAAGCTTGGCCGTAANCAANGGTCATAAGCTGTTTCCTGTGTGAAAATTGGTAATTCGC 
TCACAATTNCACACNACATTACGAGCCTGGAAGCATAAAAGTGTNAAAGCCCTCCGCTGC 
TCTMTGGNCGGNCCTTTATTTTANATTANCCCCCTNCCCTCTCCCCCNCCCC 
Sequence 5165 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTTCAGGACAGCCAGGTTGGCTTCCAGAT 

CATAGGCATrrrCCTTGGCCTGCGTCTCTACATAGCGCTCCAGGGTGGCCAGGTTCTCAG 

GATTGTACGCGGGTTATCAGAMMAATTTCCAGCTCMCCMGATMMTGMTTTTTC 

CACACTGAGAAACATTCAGGGTCTATTTGCTCCGCTAAAATTACAGATGGAATTCAAGGC 

AGTGCAGCAGGTTCAGCGTCTTCCATTTCTTTCMGCTCAAATCTTTCACTGGATGTTTT 

GAGGGGTMTGATGAGACTATTGGATTTGAGGATATTCTTAATGATCCATCACAAAGCGA 

AGTCATGGGAGAGCCACACTTGATGGTGGAATATAAACTTGGTTTACTGTAATAGTGTGC 

TGTTCATGGAAACCGAGGGCTGCATCTTGTTTATAGTCATCTTTGTNCCTCGGCCGGGAC 

CAGCGCTAAGG 

Sequence 5166 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCGAGATCGAGATGAAA 

GTCGTGAGCCTCCTGGACTCCACATCATCCATGCATAATAAGAGTGCCACATACTCCGTG 

GGAATGCAGAAAACGTACCTCGGCCGCGACCACCGCTAAGG 

Sequence 5167 

CCCTTTGAGCGGCCGCCC GGGCAGGTACTTTN rTTTTTTTTTTTTTTTTTl I AATTTNTT 
I I 1 1 1 1 II 1 1 1 I I 1 1 I I I I INGGGGI 1 1 I INN II I I I 1 1 I I I 1 1 I I I I 1 1 1 II I I I I I I 
TTTN l I I I I I I II ) I I I I I I ATTTTGACTGGGGGGAAAAAAANCNANCCCN I 1 1 I I I I NT 
AAAA AAAAAMCNTT^TNTTTTTAAAAANANAANAG^IGGGNGN^I^JT AAAAAAAAAAANTT 
TTrTNNGGG GGGGGG GGNGGGGCACCCCCTTANNACCCCAATTTTTNGNGGGGGNGGGAN 
AAAAAAAMNTTTTTTGNGGTTTGGAATCNCCNNCAANNGGGAAAAAAAANTNANNANTT 
TTTTTAAAAAAA 
Sequence 5168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACNGTGAGAGNCTTTCNCCTCTGAANGANCT 

NACNTNNNCGTNNTACTACCTGNNNNNTGAANCNNGCTTAACTCNTCATNTNGNNGNCNG 

TGNNATATATAGGGTGANCGTACCNTNGNCGNGGACCANTNTCTNGGCTNANTNCCNGCT 

ACACTGGAAGGACANTNCNTTCNGNANNCAAGCNGGANAANAATGATGGNGNCCTTAANC 

NACCTACNAGTTTTCATGTATMCCCGGTMTCCCGTTTGTTGGCACCATTCCTGATCAG 

CTGGATCCTGGMCTTTGATTGTGATACGTGGGCATGTTCCTAGTGACGCAGACAGATTC 

CAGGTGGATCTGCAGMTGGCAGCAGCATGAMCCTCGAGCCGATGTGGCCTTTCATTTC 

MTCCTCGTTTCAAMGGGCCGGCTGCATTGGTTGCAATACTTTGATAAATGAAAAAGGG 

GACGGGAAGAGANACCTTGACACGCCTTTCAAAAGAAAA 

Sequence 5169 

C CCTTTCGAGCGGCCG CCCGGGCAGGTAC I I I I I M I I I I f I I I M ( I I I I II i I (I II I 

TCI I I I I I I I I I I I I I I I I I I I I I M I I I M I 1 1 I ATTTNNA I I H I I I I I I I I I I I I I I 

Tl Mill I NNAAAAAMNNNGTTTTTNANNNAAAAAANGGGNAAAAAAAAAAAAAAAANN 

1 M I I I I M I I I I I AA AAAMNTTAAAAAMAAMTNCNAAAATTTTTTTNNCCNTTTTT 

ANGGGNNGGTTTTTAAMANTTTIT 

MNNTTT7TAAANANTTTTTAAAMNTTAAAMANTTTCNGNTTTTAMAMAMTT 
ANTTTCCCAAAAATNNNAAAAAAANNGGNATTTTTNNCAAAGGGGTTCCCCNAAAAAAAA 

T . 

Sequence 5170 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGATGGGAGGGATTCCTTGCACGTAATCTTG 
AGCATCCACCTGCTTCAGCAGGTTCAACACCAGGTGCAAAGCCATCCAGGTGTGCCCAAC 




WO 01/070979 



PCT/USO1/09126 



TABLE 1A 
391/599 



AGCMTTAGCTTGGTATTATTCAGTAAAACTTTCAGTTMGATTTCMTTGACAGTTTGG 

GGMGGGATGTGCTGGCTATTAGTTAMTGACTTTAGAGGGGGGTTCATTTGTCTCTGTC 

TCACCCAATCCTGAAACTGCAGTGTAACCAAGAAAAAGCCAAAGAGAAGCACTTCCCTTT 

CTATCCTCGTCACTAGTAACTGGAGGTTTTTCCAAAATTAAAAATCTGTGTCTACATCAT 

GGTCCATATTTTAGACCCTGTCATGGAMTMGTGCTCAGGTAAACTMTATTTTTCTTT 

CACCCCCAGAACTAGAGCTTTCCTAGCTGTAAGCCTTATAAACCAAGATGCAGGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 5171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGGGCGTGGTGGCACGCACCTGTAA 

TCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAATCCGGGAGGCAGAGGTTGC 

AGTGAGCCAAGATCGTGCCACTGCATTCCAGCTTGGGTGACAGAGCAAGACTCTGTCTCA 

MAAAAAAAAAAAAAAGGGNGGGGGNCNGGGNNNNNNCCTTNNANNCCNACCTTTTNGGN 

NGNCCNGGGCGGGGGNNNNNCNNGGGGNAAAATTTAAAAATTNCCNNCCNANNTNGGNAA 

ACCCCATTTTTTNTNNAAANNNNAAANTTTCCCCGGNTTNGGGGGGGGGNCCNTNAAACC 

CNNNNTCTTGGGNNGNTTNNGNNANAAMNTTTTTTAANCCNGGGNACCNAANGNTTNNA 

GNNNCNTAAMTCCNTTTTTGNCCNNCCCCCNGGGGNAAAAAAACNAMCTNNTTTTCAA 

AAAAAAAAAA 

Sequence 5172 

TTCNCCCAATTCCCCTTCCACGCCCCTTGANNTATCTTCTNNTGGGGAAGAAGNGGNCTC 

CNCCAAAAN ACAAAAATA 1 1 I I I I I I I I I I I ATATNGCNTCCCGTNCCTNNNGGCCCTCC 

NCNCCACTNCGCCCACACCTTNCATNNNNACATAATCNNCTNTCCATCTCNGACNGAGAN 

ACCC ATAT ATCTN ATTTG N C AAT N AAN G ACTCCT AAN NAT AN CCCTCTTAG ATT AACTAA 

CTGCGTNAGANGGAGTCTTAAAAGGANNNCCTCNNNNAAATAAATTCAAGGGTAACAANT 

NATTMTCCTMGNATCTTTMTATNCTTNGATCTGGGTAAACAATTTTCATAANATNAA 

TTTCGTNGMTNTTTGAGTTTAAAMTMTGTCNCTGCTCTAAATTTCACCCATGGTGNT 

AAAAATAAAAAAGGCACATCCATAGGTATTTTAAGTCCATATAAAAACCC 

Sequence 5173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGCCTCTGGCCTGTCACTTCCCCCA 

GTGTCTTGTGTTCCGTGATGTGGCCCCTCAGGCTCCTGTGCACTTCCTGGTCATTCCTAA 

NAAGCCCATTCCTCGGATTAGCCAGGCTGAAGAAGAAGACCAGCAGGTGGGAAGAACAGG 

GCCAGGGTTTGGCTGGGAGGAGCCCCTGGACCCAGCTAGAGGTCTTGCTCCCTATGAATG 

AAGCCACCTATGTCCCTCCGCTCTCTCTATAGCTTCTAGGACACCTACTCCTTGTGGCCA 

AGCAGACAGCAAAGGCTGGGGGCCTGGGAGATGGATACCGACTTGGTGAGCGACTTTTGG 

CCCTTGGTCCCTCACCTATGAATTCTCATTCCTACTTCTCAATATGATCTTCATTCTTCG 

ACCTCTGCCATGATCCTGACTCCCTAAC 

Sequence 5174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAGGGTCACCTACTCTCAAATTCTGCGGTT 

CAMTTGTGGTTGGAGATGAGATGTTCTATTTCTGCATCTCTCCTGGACCATCTTAGAGC 

AGTGCAMGTTTACTGGATCTTCCAGTGCATTATTGGCCCTTGGTGTGATGACGAGAGAG 

CAGGMGGAGGTCTCCAGCTCCTTTTCTGAGJTCAGATGTTCCCTAGCCCAAGAAGACTA 

ATCATGCACCTGGTTTCCTGCTCTGAAAMTMGMGTGATTTTGGCAGCCTTTGAATCT 

GGATGGAAGGTGG I I I I I I I I I I I I I I CAGTAACAAAGGTAGTTGTGTATGTATGTACCT 

GCCCGGGCGGCCGCTCGAAAGGGCGAATTCCANCACACTGGCGGNCG 

Sequence 5175 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I 1 1 I I II I I I I I I I I I I I I I 1 1 I N 

AAANNNNNAGNNNNTNTNNNNGNNAAAAAANANAAAAAAANTNNGGGGGGGGGNAANNNN 

TTTNNNNNNCCNNAAANNAMAAAMNNNNTNNNTTNNTTTTTTTNCCAMNCCNTTNTN 

NNTTNNNNNCCNGGGGNTTTTCCCNNNTTTTTTTAAAAAANTTTTT^ 

GNNTTTTNAGGGNAAAANNNAAAAANN I I I I I 1 1 I AAAAAAANN I I I Ml I I NNTTTTCC 

AAAAAAAANGGNCCCTAAAAANNTNNCCNNAAAAANNNNNNTNGGGGGNTTTTCCCCCCC 

AAAAAAAAACANTTTTTAAAAAAAAAAAAAAAANTNCAACCTTGGGGGNAAAAGGGNNAA 



# 
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AAAAAAAAAANAAANNAAAAAANNNNCCCCC I 1 1 I I 1 1 I NCCCCCCCCCAAAAAAAAAAN 



Sequence 5176 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGTTCTAGCTGAAGCTGGAGGAGAACTGG 

GAGAAGCTTCGCCTCCTCTGAACCACATTCATGGAGCTCCTTATTGTGGAGATGGGAAGG 

TGTCAGAGAGACTGGGAGAAGAGTGTGATGATGGAGACCTTGTGAGCGGAGATGGCTGCT 

CCAAGGTGTGTGAGCTGGAGGAAGGTTTCAACTGTGTAGGAGAGCCAAGCCTTTGCTACA 

TGTATGAGGGAGATGGCATATGTGAACCTTTTGAGGGAAAAACCAGCATTGTAGACTGTG 

GCATCTACACTCCCAAAGGATACTTGGATCAATGGGCTACCCGGGCTTACTCCTCTCATG 

AAGACAAGAAGAAGTGTCCTGTTTCCTTGGTAACTGGAGAACCTCATTCCCTAATTTGCA 

CATCATACCATCCAGATTTACCCAACCACCGTCCCCTAACTGGCTGGTTTCCCTGTGTTG 

CCAGTGAAAA TGAA ACTCAGGATGACAGGAGTGAACAGCCAGAAAGGTANCCTGAAGAAA 

GANGATGAGGTTTTGGCTCAAAGTGGGTTTCAATAGACCAGGAGAGGCCCAGAGCAATTT 

TTATT 

Sequence 5177 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCATTTTCCTTTTGTAATTAATAAGTCCTTT7T 

GCAGAGTTCTTTGAAATTATGTAAATACTTTGTCATCAAACTATCAATTCATTAGGTAAT 

AATCTGTATCACAGGAAATCATGGTTTCCTATTTTGTATATTAGGTTATAATCTGTTACT 

ATCATT ATTTCT TTGAGACCAGTGTGGGCCCTTCAATCTGGCTCTGACTTCTGGGTTTTT 

AAAAGCTTTTTGGGTGATTCTAATGTGCAGCCATGCTTAAGAACCACTTNTCTAGGTNGA 

CCAAAGCACCTATATTCAAAGGATATTCACAGGATTGCAGGCAACATGCAGCAGCCTCAG 
GGA 

Sequence 5178 

CCCTTAGCGTGGTCGCGGCCGAGGTACANACTTTATTTCCACTCTGGTGGATAAGTTCAA 
TAAAGGTCATATCCCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAA AAAAA AAAAAAAMNGGNNNNNNNIvnTTTTTNNTNANANAAAAAANNCCCCCC 
CNNANNNTTTTNAAAANNGGGGGGNGTNNrmTTNNAAANAAGNNCCCCCNN I 1 1 1 1 1 1 1 
TNNAAAAAANNCCNAAAAATTTNTNNNCCCCNACCC C I 1 1 1 I 1 1 1 1 NGGAAAAACCCCNA 
NNGGGGGGI I 1 1 1 1 1 1 I NTGNGGGGGGAANGCCCCCCCCAAAA 
Sequence 5179 

GTGTGATGGATATCTGCANAATTCGCCCTTAGCGNGGTCGCGGCCGAGGTACCTAGGGTT 

ACAGGTCTAGAAAGTGCAGAGCCATCCCTACCTAGAAGAGAATAGATGGGAAGAGAACTG 

AAAGAAAGAATTCCTCAAGCACTGAAGTCAGGAAAATCCCCGTAGGCACTGTATTAGTTG 

TTCCATTTATCCCAGCACTCCACTTGTGGATGAAGGAGTTGTATAGAAAGGAGATGAGAA 

AATGGCAGGAGTGGAAGCAGCCAAGAAGAGATCGATGACTGAAGATCTCCTTCACCTTCA 

GGACTGTCTCMGGGGTTATTTCACCTCTACTCATGAGGATGGCCAGTTTTTCTGTCTTT 

TATCTTTAGACCCATATATAATCAGTTCAGAGCACAAATCAAAATAAACTGGCCTAAATA 

ACTGMTTCTAGGMGCAMGCTACATCTTTTTTCATATGCCAAAGCTTCTGTTTCCTCA 

TGTTGGTCCTACTTTTTAAATAATAAATGGCTCTCAACATCTTANGAACTAGATGGGTCC 

CATCTGGGTAGGAACCTGCTATAANTTTTAANAATCACTCTTGTAATTCTTACCCTCACC 

TT AAAAA TNTTAGGAAACNCCAGTAANTTGAAAAAGACNGGGGAGAACCTCGTCTTGCAN 

GGTTTTGGGCAGTGNAAATTTGNCTTTCCAGNGAATTGC I I I I II I 1 1 1 AAATTGGCCTN 

MATCNAAAMGCTTTTNCATTGGNNGGAGACCTTCTTTTCAAATGAACNCGNGTTGGAA 

TTCNACCCCTCTAA AI 1 1 II 1 1 GCATTTTNCCTGTTTTTGGGGAA 

Sequence 51 80 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTTTATTGAGGGTCAGCTGTGTGGACTT 

GGCTAACGGCCTGCATGACTAACCTTAACCTCTAACCCCTTCAGATGTTGAACTGATGCT 

TTGTGGCCCAAGGTCCTCACTACAAATAACATCATTAGCATACAATATCTAGTGTGGTCC 

GAGATCTGCAGGTAAACGTAGACATTCTTATTAGTCAGGAAATTCCAAGGGTAGAGGATA 

TTTCCTGGG AGAT AGGGTGAAGGGCCAGGGTAGGGGATATTTCCTGGGAGATCGGGTGAA 

GGGCCATACTTTTCTTTGAGCAAGAATCATCCTTTATAGCATAGGCCTGATATGAAACAG 
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CTMmGAMCACAGCTGAGATTTGAACCCAGGCATTCAGACCTCAGGTGCTTAACCTT 
ATGTAACAGCCCATTTGCCCTCCACCACCAACAGTGTCTCCTCCTATGCTCATTTGACAG 
TA 

Sequence 5181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNN l I I I I I I I U I U I I I I I M I I AATTTCT 

CGAGACAGGGTCTCTGTCACCCAAGCTGGAGTGCAGTGACACAATCAAGGCTCACTGTAG 

CCTCAAGCTTCAGGGCTCCAGGGATCCTCCCATCTCANTCTCCTTGGGAGCTGGGAGTAG 

GCATGTGCCACCATGCCTGGCTAATTTTTTAA I 1 1 1 I I I GTAAAGATGGGGTCTTGTCAT 

GTTGCCCATGTCGGTCTCAAACTCCTGGGCTCAAGCGATACTCCCACCTTGGCTTCCCAG 

TATTGGGATTACAGGTGTGAGCCACCATGTCTGGCTTGCTTCTCTTTTTGNATTCTAAAA 

TTCAAAGGNCTAAGTATTCAAATCCCTAAATCTTCAAATACTGGCACAAGATNAAGACTC 

NATMTAMCTCCTCCGAMGTTTAMCAGGCTCAAGGGANGGACTTTGTTNNANGGGGT 

TTTNAAAMNAAACACCAGTTGCTTTGCAAMMAAAAAAN 

TCCATTTAAAGGGAAAAAGGTGGACNANAATTTGGAMCCCAAAAGGGATTTTTNANGTT 

TTTGGAAAANAAAA 

Sequence 5182 

CCCT TAGCGTGGTCGCGGCCGAGGTACACGMGCTTTATTTTTGGAATTTACMGTTAGA 

TTTTATAGAT TCTTG TTCAGAAATAGCTGAACAAGAATAAAACTATGTTACTGAAGTCCT 

TTAMTGCCATTTTCTGAGGTGAACGTTCTCAAATATGGATAAACAAAATTACATATCCA 

GACAAAMTCCCTATTTT7TTGCACAGAGTGGAAGGAGGCCTGTTAAACTAACCCACTTA 

ATMTGTATTTAGTTTTMTAGGGATAGATTTTTAAATTTTMGGTTTAAMTA 

CATATGMTTCCAAAATGMTTTTTGGTMGTAGTGGCTCTAATTCCTGGAAATGTACCT 

GCCCGGGCGGCCGCTCAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATC 

CGTCACAATTCCAACAACTACGANCCGGAAGCATAAAGTGTA 

Sequence 5183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATATTGTGTCCTTAACTCCAACTTCTT 

TGGAAACAAACAAACAATAACAACAACAACGAAACACCAGAGGCAAAGATATAGGGCAGA 

TCCCTAGCACAATGCMGTTTTTAGMGC7TTTCTTATTCTACTTTAAAACTCAATGTAA 

AMTCATCCCTTTACCAAAACAAAACAACANTACAGATAAGAGCTAAATTACAATTTAGG 

GATTAGGAGATAAGMGAGMGCAGGTTCTCTAMTCTGCTTTAGAA7TCTCTTTCAAAT 

CTGTCATAGTCTTGAAGCMGMTMNGAAMCAGAATMTTTCCCTTTCCCCACTTTAG 

ACAAAGTAAATTTATAAAAAACTT 

Sequence 5184 

CCC7TAGCGTGGTCGCGGCCGAGGTACTATCMTMTCACCTCTGACTTTCAGATTTAAA 

TTCAGTGCAATTGACAAATGCATCACTAAAGGAAAATGCAGCTTAAAAGATACTCAAAAC 

ATT TGTGTCTA TTCCCGGGAGCACATTTTAAAATTATTGCACAGA I I I 1 1 1 1 AATTTTTA 

TTTATTTTTTTTAAACAATAACAGAGGTCAACCACAGATGTGGACCTCCAGCAATAAAAG 

CAGGAATTCAAGTGCCAGATACTCAGCATATTAGGTTTCCTACGTAAGTCACAGGGTAAT 

ATGTTCTAAATATCTCTAATGTGATCCAAAACCCTAAAAAGAGCTGGCACAAAACCATCG 

TGMTGACTGCCTCTCTTGATGTAMTTTTTAAAAATATTATTACAGTATCATAGTCCCC 

ACTAACAACAA 

Sequence 5185 

CCCTTAGCGTGGNCGCGGCCGAGGTACTCTGACAAATGCTCTTCAGACCTCTCACCATCA 

GACACCAGGGGAAGGAGACCCTTAMCCGGAGMTTATMTTCAACAGAAACTGTCATTT 

CCCCAGACATCATGGGAGTATTACATGCAAAAACCAGCCCTGCGGTGAGTGGGCTTAAAC 

TCAMCTTAATTCTTCMTACAGGACTCTTTACTGATTTGTTCTMGTTTTCAGTGATGA 

ACCCAMTAAGATTGAGCTTCAAGAGACAGGGTTCTGAGAATCTTTGGAGTCATTCTGTC 

CACTATTCCTAAGAGAATCAATGTAGATAACAGTCCCAAAACCTCAACAGATTGTTTAAA 

AGTGAACAGATGTTATCTAAAATATCAGAATCAAAATTATGTGTAAAACATATCCGGGTG 

TATTGTGTATGCACCTATACATGTTTATATATGTATATt C I MM I CTCTGCTCAA 
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Sequence 5186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCATAAGCATTGTAACAAAAGTGCAACT 

TTTCAGCAMTCCTCCCCMMGATATTTTAACTCAAMTATCATTAGCACATATTTTCT 

CCCTACAAAAATAGCATGTCAGACATCATTAATTGGATGTATTAACAACTATGTGCATAA 

GAGCCACCTTGTAGGCTAAGAGTTTAACGTTGTTTAMCACAGCGTTTGAGGCAAACAGT 

AGCAACAGCAGCAGCAAATGCACCAAACTGACGAAAAGACCCAGATATTTTCCTCACTCA 

TAGTCAGACTGTTGTGTCTCACCCCTTACATAACATCCAAGTGAGATTTCTCACAGTGCT 

ACCTTGGCMCAAACTAAAAATATTAGACAAGGTCTTGGTTTAAGCCTTATTAAAAAAAG 

CTTTCTTTGNGATTATTCTGGTATCTGGTTTGGTCTCCAGAAAATCATAGACTTGGAGAT 

AGGGANGCCTCACAGGGACTTCATTCTATTATCTTTACAGCATTTGGCAATCAAAACTGG 

CCAGTTAAATGCTTTCGTTC 

GGACC TGGTTTTTTGGTGTGGTGGTTTTTGGTTTTGGTrTGGAMGTT 

TTTTTACAGTAAGAATTACAAAAA 

Sequence 5187 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGCGTGTATCAGGAAACACTTNACGAAN 

GGGCAANAGTGGNTTCAATTCTMGAGTGGACAGCGGGGATCTTCCAAGTCTGGAAAGTT 

GACAAGGANGATGACCTTCAGGCCATTAAGAAGGAGCTGACCCANATAAAACAAAAAGTG 

GGTTCTCTCCTGGAAAACCTGGAAAAAATTGAAAAGGAACANAGCAAACANNCANAGATG 

ANAGAATGATGAGTCAGTAAGAGGAGCANAGCAGCCNCTCCGTGAAAAAAGATGAAGACT 

AATGTGAAAGATGGAACTCTGAGGGGGGTGCAGATGACTTNTGCTGAANGAGGGGGNACC 

TACTGGGATGATGATGATAATGAAATATCGGGGGGATGNACCNGCTGTAGTTGATCAAAG 

GATGGATGAAAAAGAGGCTTGATTGAATNGANAAGGATGGACNAGANACCCGCNCCAATG 

GNCGMGGATTGACNTCTTTAMGCNACCATAGNNGNNNGTTTTAGAAANTTCTTTAATT 

CCCCATTTAAT 

Sequence 5188 

GCGANTTGGGCCCTCTANNGCTGCTCGNCGGCCGCCATGTGATGGNTATCTGCAGATTCG 

CCCTTTCGACGGCCGCCCGGGCAGGTACGAGGAAATGAGCTTGACAAAGTGGTCACTGAG 

GGCAATGGCAGCCCCAGCATCGAAAGTGGAAGAGTGAGTGTCACTGTTAAAGTCAGAGGA 

AACAAC CTGGT GTTCAGTGTAGCCCAAGATGCCCTTGAGGGGCCCTCTGACGCCTGCTTC 

ACCACCTTTTTGATGTCATCATATTTGGCAGGTTTCTCCAGATGGCAGGTCAGGTCXJACA 

ACCMCACGTTTGCAGAAGGACACGGMGGCCATGCTAGTGAGCTTCCTGTTCAGCTCGG 

GGATGGCCTTGCCCACAGCCTTGGCAACACCAGTAGATGCAGGGATGATGTTCTGGAGAG 

CCCCACAGACATATGCCACAGTTTCCCACAGAGGCCATCGANTCTTCTGGGCANGAGTGG 

CANCATGGATTGGGGTCACAAGTCCTTCCACAATGCCCAANTTGTCATGGATGGGCTTGG 

C 

Sequence 5189 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCTTTGGCMTCAAGTTTCCCCTTTTATGGA 

GGAAAAAGTTCCCCATGTCCCATGATCCTTTACATGCCTAATTCTGTCACCCGCAGCTGT 

CACCAAAAAGTGCAAGGCAGATTAATACAAAGAGAATAGTGGTAAACATTCCTAGTGGCA 

MCCTGTTTTTAGCCAAMGGGACTTTACTGACAGTGGCCTCTAACCCCTTACATCTTAG 

GMGGACTCTMCCTTCCTMGTTGGGCCTTGMCCCMGTTCAGTCAAGCATCCTTACT 

TTTATTMGAGGAGCCTTTTAACCTACTCTGTCTTAGGAGAGACTCTAACTCCCCTAAGT 

GGGCGTCTAACGCAATCCCATTCTTTACCCAGGTATATGTGCCCCACTTACCTAAAGTCA 

GCCMTCAATGCTGCAGTCTATTTCCTTTGGGTTGGGAGTCTCCTCAGTATTATCTCTTC 

ATGGTC 

Sequence 5190 

CCCTTC GAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 I I I I I II I I I I M I I I 1 1 1 I M I I I C 
TTTTTT C I 1 1 1 H I I I I I I I I I I I I I I I I 1 1 I I I I I I I M I I I U I I I Ml I I I I I I I I I 

i n n 1 1 1 1 n 1 1 1 1 1 j ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n in aaannnnnn ni rnrrrrrrm 

TNAAAAAAAAAAAAAAAAAAATTNGGGGGGAAAAAAAAANNNNAAANNAAAAAAANTNGG 
GGGNNNCNNTTNCCCCCCNAAAAAAAAAANNNANNTTTGGNNNANTTNTTTNNNNAAAAA 
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AAAAAAANNI I I I I I I 1 11 I NNAAMAANNNGGGGGNMAANNCNTTTTTTTNCCNNAAA 

ANNNNNCCCCNAAAAAAAAAAAANGGNNAAANNNGGGGNAAAAAAAAAAAAAAAANGNGG 

NAAAAACCCTTNCCCCCN I ITTTTTTTTT IAAAAAMANNTTNTAAAAANATTNANGGNG 

GGGGCNNNTTTNTAAAAAAAANGGGGGGGNAAAAAAAAANNNNCNNNTANNTTTTNNNNN 

NAGNNNNCCNNNNGGGNNTNAAAAMAAMTTTTTTNTTNANNCCNANNNNNNNAAAAAA 

AAAAAAAA 

Sequence 5191 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCGATTCTTTCCACCCTCACGATGACTTGCG 

GTTCTCTCTGTAGAAAAGGGATGGCCTAAGAAATACAACTAAAAAAACAAACAAAAACAC 

CAAAAAAAAAAAAAAAGCCATTTAAAGCCAGCCACTAGAGGGAGTCAGTGCAGTTCCGTA 

AAGGTATGCTCAGTGCCCGCTGCCTGCAAGCTGTTGGGGACCCCGGGGAGGGCAAGGCAG 

CCTGTCCCTGCCCCCAGGGAACTAGAACATGACAAGAATTCTCCGCACTGTGCCTACCTG 

TCCCTTTACCTTACCTCTCTGGCCCANAGTTCTTGGAGGGI MM I CTTTA1 M I CM AT 

GTACCTGCCCGGGCGGCCCGCTTCGAAAGGG 

Sequence 5192 

CCCTTCGGCCGNCCGGGCAGGTACATTCCTTATGAGGGCTTTCTTCCTCAGTGTTCTCTT 
TAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTTTGGTGTGCCCTCAGAGCCTGCAA 
CMGTGTATTTGGATATACTCTATTTGTAAAGTTTAGGCCTCTAAGAAGGCCACAATGAA 
GCMCTAAAMTCTGATGATTMGGGAGTCMTCAANCTGATGCCATTTTTMGTTTA 
Sequence 5193 

CCCTTAGCGTGGTCGCGGCCGAGGTACATNTTNACATAACATACTGAGAATGCGTTNNTG 

TATCAGAGMTCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACNAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

ANCCTCTGCTCTATAAAAAGTCNTAAAACACANGGAAAACTAANAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTAGATGCATGGTAATANATTATAATATGATGATAAT 

AGATCC TTGG ATTACCATTATGGTAATAAGANCCTTGGCTCAGGGAAAAAAAATTCACAA 

AGGGTGTTTTGGGAGACAGTTGACAAMTTTGAAAATGGATTGTATGTTACATAATATTA 

TATTA 

Sequence 5194 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACATAATAATAACAAGCC 

CT GGAGT TAGGAATGAAGAGGACCAGCACCCAGAATTTCTACNGNGTTACCTGNAATATC 

CMTTTTCAACAAAAAGTTGAGATATGCAAAGAAATGGGGAAGTCTAACCCATATATCGG 

GGGAAAAAAGCAGACAACCAGGCTTGCCTGTAAGAGGGAACAGATGTCAGATTTAATAAA 

NGATTTNNTTGTTGNCTTTATAAATATATTCATANAACCAAAGGAAATCATGGTTGAAGA 

AATAAAGGACAGTATGGTGACAATCACATCAAATAGAGAATGTATGTAGAGATAGATTAT 

AAAAAAGAACCAAATGAAAAATTCCACTAGAGGGGCTCAACAGTAGATTTAAACTGGTAG 

AAGAAAGAATTAGTGAACTTGAAGATTCTAGATCAATAGAGATTATGCNATCCAAAGAAG 

AGAAAAGAATGAATTAAAAGGGAAGAGAGCTTCAGAGAAACCGTGGAACCCCATTAACTG 

CTNCAACCATCCACTTAATATCGGAAGGGAAAAGAAAGAGANAAAAAGGGAANAAAA 

Sequence 5195 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M M M M M M M M M I I NGGNAANGGN 
TTNNNCCNmNTTTmAAAAAAAANNNNAMNCCCCCCCNAAAMNTTTANT^ 
N TTNGG GNAMANNNTTTAAMTTNNNTNNGNNTAAAAAANNNNNNTiTAAAAANNNNAAA 
AATTTTN N AAA AAAN G GTTTTAAAAATTTTT AAAAAAAA AAA A A I M M M M INNNNGG 
GGCCCNCCCCNNNAAANNNNNNTNNNAAAAMANNCCNTTTTTTAMCTNAAATTTTTTN 
MAAAMNTTTAAAAMNNTNNMATTNNNNNCGGNAAMAAAAAMNCNNTCCNTTTTT 
AANGGGGNCNAAANNAAAA I M M M I NNNTTAAAAAATTTTTNAAAAANCN I M I M I I 
TTGCCm-NCCGGGGAMNGNNMMNmCCCCCCTTTTTNAAAAAAAAAMNTrm 
Sequence 5196 

CTGCCAATTCGCCCTTAGCGTGGTCGCGGCCGAGGGACTAACNCTATGACTACAGTNTTG 
GTGCCACTGNCTTCATGCATGCTAAGGCATCAGCAGTTTTCCCATCTTGCTTTTGCACCA 
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TCAQGACCMATGACAACAAATTTGTGCCATMTGTATTTTTNTGAAAATAGTTTTAAAC 

TCTNGNCCACAACAAGGGTCTCAAGAAAGGAAAATCCCTGACCCACAATGGTGGGCTCAC 

TMTCCATTTGCAGAAAAMTGGNAGCTGGCTTGNGCTACNAGGNATTTCNTTTATNGGA 

AAAA7TGATTTTANGAATTNTNCTCCCAACANGGANAANGAAAACTTTCCCTTTAGTNTN 

TGCAGGCNTNTTCTGTNMNAAAGAAACGGGNNTTGNTTTTTTTANNAAAGGNAAAA 

Sequence 5197 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



I 1 1 1 I I 1 1 I I NCTTTN 1 1 I 1 1 I I I 1 1 1 1 1 I I I AATCTCTAGGCTAGGAGCGCAAGCTCAT 
GTTTATTCATTCAT TTGGT AGCNCTANAAACTGGCAACTGTGGGCTAAATCTAGCCCATA 
NACCTAAATTTATGTTTTTCTTAACCTTCACAATATTTANAAATCANAGCACTTCACATA 
GGTCTACATT 

Sequence 5198 

TGCAGAATTCGCCCTTGAGCGGCCGCCCGGGCAGGTACTTAGGCGTTCATAAAAATACAG 

CAGGGCAAGAGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGC 

GACAAAGACTTGAAAAAGGTGGAGAAGCAAACCTTGTGGGTATTTAGGGTAGCAGTAGTC 

CAGGCAAGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAA 

GAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCAAAGTGGTAGAA 

GGTGAGATCAAAGAGGTAATGAGGCCATTGT 

Sequence 5199 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTCCTCATACTGACTATAGTCATCCACCT 

CCATTCGAGACTCCAAGAGAGAAAGAGGATCACTGCAGCACACCCCATTTTCATGAAGCC 

CCTCTGTATMGACCCCCTATTTTCCTCATCTCGTTTTAGCTGGATTTTTAATTTTGTAG 

AACTACTGCCTGATCCTGAGTTAAATCCATTATTAAGCTTTGCCACATAGAGATTGTTAT 

CGTTGTCATGGTCTrrGCTTAACTTGATGCTTATTTTGGAAGAGTTCATTCCATCATTCT 

CTTGGTCATTNGTTTTGCTGCTGCTATCATGACGCCTACGAAGAGTCAATTTGGGAATCC 

CAGAGTTATTTTCTAGGATTAACTGTGCATCATA<XTTGTGATTCGCCTCTTCTTTTTAC 

TTTTTGCAG 

Sequence 5200 

CCCTTTCGAGCGGCCGCCG GGCAGGTA C 1 1 1 1 H 1 1 1 1 1 1 1 I ) 1 1 1 1 NTTTT CI 1 1 1 1 1 1 

II UNI Ni l II lllllllinilll lllll lllll l llll III llllll II I I Mi l l 
TTNCNCN CCCCCN NAANN I I I 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 I NGGGGNCCCCCCCNNNNAAAAA 
ANNTTTGNI 1 1 1 1 1 1 1 1 1 1 1 1 I NTNAATTNGGGGGGGGGGGGGGGGGTN I llllll l lll 
TT NAAAA AANNNNGNGNNGNTTGNTTGN 1 1 1 1 1 1 1 1 I I 1 1 1 ATNNNNNNGGGGGGGNNNN 
NNTTTTTNNNTTAAAAANNNNNNAGNNGGGGGGGGGGGGGGGGGNANAAANNANNGGGGG 
GGGGGGGGGGG 

Sequence 5201 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGACTTTGGGAGGCTGAGATGGGT 

GGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAGATGGTGAAATCCTGTCTCTAC 

TAAAAATACAAAAATTATCCAGGTGTGGTGGCGGGTGCCTGTAATCCCAGATACTCGGGA 

GNNNGAGGCAGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCANTGAGCTGAGATTGCA 

CCACCGCACTCTAGCCTGGGCCAGTGAGTGAGACTCTGTCTCATANANNAAAAANAAAAN 

ANANAANTTTCTTCCCNGGGGGCGCCTTTAAAGGGGGAAATTCCCCCNNNCNGGGGGGNN 

GAAAATANNGGNCNNCGCTNNGGNNNNAAANNNGGGGNAAAAANTNGGACCCNCNNNTTG 

AAATANAAAAAACNTNATGGCNTGATTNAATGCNAATTNNNCTNNCNTTNAANNNNAATN 

TNNCTCTTGGGNTT 

Sequence 5202 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAGTTTTMGGTTTTAATTCATTTGAATCACTT 
ATGAATTGATGATATACAGCAATTACTTTTCAAAATTAA 1 1 1 1 1 1 ATTAATTCATG ATGA 
TAAATACATAGTATTCCTCAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAA 
GCTGGGTGCAGTGGCTCATGCCAGTTATCCCANCACTTTGGGAGGCCGAGGTGGGCAAAT 
CATGAGGTCAGGAGATTGAGACCTTCCTGGCTAACATGGTGAAACCCCATCTCTACTAAA 
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AATATAAAAAATTANCCAGGTGTGGTGGCACGCATCTATCAGAGTCCCAGCTACTCAAGA 

GGCTGAGGCAGGANAATCGCTTGAACCTNGGAGGTGGAGGTTGCACTNAACTGAGATTGT 

GCCACTGCCTTNCNCCTGGGGTGACAGAATGAGACTCCTCTTNMMTMTTNIsnTAATC 

ATAATAATNAAGTNAAAAAATTAAAATAAAAAAAGTTAATCANAAGCTTAAAGTAAAAGT 

T 

Sequence 5203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTATGGACTGATGCATCCCATCCCATCAT 

CTTTCATGATCAAAGCAGTCTCTTCTTTTTTGACAGCTGAAGAAGCATCGGTAGGGAATC 

CAGAAGGAGCGTTCATGAAGGTGTTACAAGCCCGGAAGAACTACACAAGCACTGAGCTGA 

TTGTTGAGCCAGAGGAGCCCTCAGACAGCAGTGGCATCAACTTGTCAGGCTTTGGGAGTG 

AGCAGCACAGCTGATTTCCAGAGGATGGAAGAAGTCAGGAAACTTGGGAAACCGCTGCTG 

AGGTCCTTGCAGCCCCACGGTCCCCAGGCTGGTGACTGGTGGGGGAGTATGGAGTCCAGC 

TGACCACCAGAGCCTGCACACCTGCTGCTATGGGGGAGGAAAGGATGACTTCTACCTNCT 

TTCCACATTCCAMTTCCACATGACTACATTTTATTGGCAGCACCCCGCTGGCAAGTGAG 

CCTTGATGTGTGCTTCCTGGGCTTCTGGCACCTTTTGTGTTCTGGAAAAAA 

Sequence 5204 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACCTAMCTCTMGGMTGCTTTTTCTTTGAAA 

ACAGAAATATT TTTAC TTATTTCTGTCCACTATGTTTGTGTGTATGTGTGTGTTTGTGTG 

TGTATGTGTGGTTTTGATGCCAGCAATGCAAACACCAATATATCTATTAANAAGTGATTG 

AATTTA GATTG GAAAAAATAAAATAGTTACATGTAMGACATAAACTCTTTCCTTCTTAA 

ATGTGATTTTCAACTCTATGATANAAACTCCCTCTAAAAAACAANCAGGGCAAGAACAAA 

CTTACTTGTMTGGGTGAGAGAAMTMGCAAATCTCATTGGCTCATTCCTGTTTTTAGG 

AAGTTGCAGTGGGATTMTGTCMTTGGMGGGATGCAGCAAGTTTTAGAGAAGGNGTTN 

GGCACTAACACTGCTTGTTTGGCAAATCATCATCACTGAGGTATTCCACCCAAANACTTT 
TTCA 

Sequence 5205 

CCCTTTCGAGCGGCCGCCCGG GCAGGTA 1 rTTTTTTTTTTTTTTTTI I CTTTC 1 HUH 
I I I I n I 1 I I 1 II I I II 11 1 1 I I I I I 1 1 I I I I I I N NI I I I I 11 1 1 1 I I I 1 NATNCTTNNN 
AANTT A AAACNNAANA ANGGNANNANNTGNNNATNNNNNNAAAAAAAAAAAAAAAGAAAA 
ANAGGN1 I I 1 I I I II 1CNCCAANAAAAAAAAAAAAAAN A I I I I I I I I I I AAAAANGGGNT 
NNNNNAAAAAANNMNAAAAAAAANNNCNTTNTNTTTAANANNNNTNNNNGGGGANNNTA 
AAANNNAAANNATTTNNNNNN I 1 1 1 I I I I I 
Sequence 5206 

GATCGACGCGTAAGACGTGTTrTGCGACCCGGCACCACCGTAGTTTTTACAnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnN 

TTGGCCGTTNCCGCTGGACCGAGNGGCAACCCCAACAACCCTATCCTAAAAGNCTCCTTT 

GACACCTTGTNAGCTAGGTTGCTTGCCCCACCGCCTTTNGNCACCCGTTCCTGAAAANAA 

AAMNNNCGGCCGGTCTCTTAAAAAAGGCGGCCGAAGGTTCCTTGGGTTGGACCTTTTGG 

GGCNACNCCCCAACACCGGTTGGCCAAGGCCTTGGAATNGTGGTNAACNCCCCAAAANTC 

CGGCCCCATGGCCGNTANCNTTGGGTAAAMNAMTTGGTTTNCTT7TGNGGAANAAAAA 

AAAAAT 

Sequence 5207 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGA CAAA TCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTFGTGTGTCTGCCTATTMTACGTCCGCTGCTTTT^ 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCCCTG 

CGTTrAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTm 
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CACATGCACGCTTTTTAATTACATAATGTATATGTACCTCGGCCGCGACCACNCTAAGGG 

CGAATTCCAISICCACTGGCGGCCGTAC 

Sequence 5208 

CCCTTT CNAGCGGCC GCCCGGGCAGGTAC I I I 1 H 1 1 1 I I I 1 1 1 1 J I I I I I I I M I I M N 
NAAAANTTI I II I I II I I I I I > I I I I M II I 1 1 I I II I 1 1 I I I 1 1 M I I I I I I I I I I I I I 
' ' M n l u 1 1 I I I I 1 1 | 1 1 I I I I II 1 1 I I I I NNNNAAAAAAAAAAAAAAANNNTTTTTT 
NTTTTI I NTNNTNTNNNTTNTACNNTTTNATCCNGGTNGGAAAAAAAAAAAAAANTACCC 
CCCCCNMTNTNTTNATTAAAAAAAAAAAAANAGGTANNTAAAAAAANTTCCATNNNNNN 
NGGGTNGG^NGTANNMAMNAMGAANANNCNNTTTNNTTNGCCTTTNTNNANATTTA 
TCCNNNN ANNAATATNTNNATANAAAAANNAANGNGGANNNCNNNNI I 1 1 I I 1 1 1 NTTTT 
I I I i I I i N N N ATT AAAN AN AMN AA AAAA AAN AAMN AhTTTTTTNTTNTTTTTTTN N N N N 
NTNTGGGGGGGGGGGGGNGNNNAATATTTTNI MINI I ATNNNGGGAGNANGGGNNAGA 
TANATATATN AN N ATTATTTTATTTTTATAN AAAAA 
Sequence 5209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTATACAAATGTATCCATAAAATA 

TCAGAGCTTGTTGGGCATGMCATCAMCTTTTGTTCCACTMTATGGCTCTGTTTGGAA 

AAMCTGCAMTCAGAMGMTGATTTGCAGAAAGAAAGAAAAACTATGGTGTAATTTAA 

ACTCTGGGCAGCCTCTGMTGAMTGCTACTTTCTTTAGAAATATAATAGCTGCCTTAGA 

CATTATGAGGTATACAACTAGTATTTAAGATACCATTTAATATGCCCCGTAAATGTCTTC 

AGTGTTCT TCAG GGTAGTTGGGGATCTCAAAAGATTTGGTTCAGATCCCAACCAATTCNC 

ATTCTG TGTT TTACCTCAGTGGTTTTCTAAAAAAAGAAACTGCCCCCCCGCAAAAAAATT 

GGTTACTTTTGTTGGACAAACCCAATCAGTCTNAAAAAATGANCGGNGCTTTNTAAAAAG 

GTTNTAAATNTCGGGGTNCCTTTAAACAAAACCCCCTGGNCCAANAAGGGAAGNGGNGCC 

TTGGGNCTTAIvrrATTTTACCTTGGGGATGNCCNGNTT^^ 

TTGGGCCAAAACTGGGGGGCCCNAAAAATTNTNTTNAMCCCCTTTTGGCNNGGTTTTNG 

GAAMCCCGGCCTTTTTTGGGTNCCMTTTrNGGGGTTTGGGGGTTNGGGGAAAAAANNG 

ATTTAAAMCCTTTTTCCAAAAAAAAAAAAAAAAANGGGGNCNGGGGGNTGNNAAAANAA 

AAAAAAAAAAAAAAAAAA 

Sequence 5210 

CCCTTTCGAGCGGCQGCCCGGGCAGGTACTCGCTTTTTCCGTTAAGTATGCCAAGCACCT 

CGGTTGAAAGGCTTGACTCAAACCAGAAGTCTTGCTGGAATTCGTCTCTGAACACTTGAA 

AAACAGAAACCCT GAGC CGCAACAAACATGCCTCTGTGTGTCGGGATTGCCTTTGTCTCT 

GCTTCCATGTGGCTTTTCCTTTTGTAGCTATGCTTAGTGACATMTCTTCCCTCTTCTAG 

CCTTCTCCTTTCAAGCCTGTCTGTTMTTMCCATGTCAGTATTGGCAAGCATTTATCTT 

CCCCCACCCTAACATGCMTCTTCTMGMTTTTGCAAAATTCTAAACAAATATAGAGAT 

GGTA TATAGM TTCATATCTAGAAMCTTTGATTTTMTGTGAGCTTATCAMTTTGTTC 

TGGCI 1 1 II I GGCACTMGGCAAAAACATGTTAACCAGAAAATAATTTATTCTTTCATGT 

ATGGTAAAANAATTTTGAGAATGTTTAAGCC 

Sequence 521 1 

GCCCTCTAGAGCATGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAG 

CGTGGTCGCGGCCGAGGTACMGTATCCTTACTMGAGTGCTCCTTTTGTATTTTACATA 

TATACAGTATGAA MTA CATTGGMCACTAGGAMGTTTTTAAATAACAGTTCTAA7TTA 

TCAGA AMT TGTGTTTTGGGATTGAGTTCTTTGTCTCAGCCCAGAATCCCAGGTCCTGGG 

CCTGGTTTTCTAATGCTGTCATCTCAGTTCGATATTTTACTTTAGAACCTGGAATCTCCT 

ACTTAATATATGACCATGACTTTGAAAGGCAAAAGAGGAATCAAGAATAAATAAAACAAA 

CTTMTCTTCATCTTTAAAAAAAAGAAAAAAGAAACCAAAATGAGAATCAACACTTCATA 

GGCTCACTGGGTTTTCTTTTCTTTTCTGTTAAT^ 

Sequence 5212 

TCGNCGGCCGCCATGTG AGGATATCTGCAAAATCGCCCTTACGTGGTCGCGGCCGAGTAC 
Ml Mill IN I M i ll I M I NI I N I I MM I I MINIM I I INN Ml I I I II II 
N I 1 1 I I I 1 1 II M II I I I I I I I I II I I I I I I I I I I I I I 1 1 I I I I I 1 1 1 I M I I NCCCCC 
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CCCNAAAAAAl MM I NNAAAAAAAANNTTTTTTNCNANNNCNNN I I MM INNAAAANT 



TTNNNNCCCCN NNNNNNN NNNANNAAAAAAAAAAAAAAI M M M M M M M i I IAAAA 

ANNCNNAAANNT I M M I INNAAMNNNCCCCCCCNNTTTTTNNAAAANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNCCNCCCCCCTTTTTTNNNNNNNNNNNNTTTTTNNNNNNNNN 
NNI M M M I ffSJAAA 

Sequence 5213 

CCCTTAGCGTGGTCGCGGCCGAGGACACMTATGATACAGGATATTTTTTTCTTTCTTCT 

TTMCTGGMTAAATTTAAACTATGGCTTTCCTCTAAGTTAATATTGAATTTAGAGCTCT 

AT CCTCA CACTAGAAC CGGA GTTGGCAACCTTGGCCAACAGGCTAATCTCACTCATTGCC 

TGTTTTTGGAAATAAAGTTTTATTGGAACACAGCCACACTCATTCTTTTACATATTG 

TTGACTACTCAGAGCTGAATGGTTGTGACAGAGACCATATGGCCCTCAAAGCCAGAAATA 

TTTACTATCTGTCCCCTTTCCAAMTATTMTACTTTACCAACCCCTATGCTAGAACATG 

AMCTTTCT TCCTC TGAAAATTTTTCTTTTC 

TATCTTTATATTTTAAGTGTAAAGCATGTAGTAGCACTTGCTTCTAAAAACCAAACAAAA 

ATTCCACATCTGCAGAACAAAACMTATCTCTTTTGAATTCCACAACTGAAACTATGCAG 

CATAAAAGCCAAATCTGCTTTGGATCCTTCATMCTTTTCAAAATATTTAGTAATTTAAT 

TNMTTAGANAATTNCCTTTAAAAATAGGAAGTTATCCCTCANNCTGACTGGGGATTTAG 

GGCCCCNTTTGGAAACC I MM INCATT 

Sequence 5214 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 

GGA CTGG TAAACTTTCCTAGGAAMGATCTTCCTAGAGTTGGTTTTCCCCTATCCAAACC 

TATCTTTTCC ATTTC 7TCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 

ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGAAGTGTGTTMGGTTT 

TTGCACTTMTAACATAAACTTTCATTTAATATTCATGACAACCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACAGATGAGGAMTTGAGATTTTAAGAGGTGAAATAACTTGCCC 

AAGGTCACAAAGCTAGTAGATAMTTCATTTTTTTCTGACCTAAACACCCATAATATTAA 

TCAAATAA 

Sequence 5215 

GGAGTCGACCCCGCGTCCGCTTTCCCTTCCTAGATTGCACAGCGTTCATGCCCAGGATGA 

GCTTCCTGACCCCCACGATCCTGCTGCTGGCGCTGGTCGCCGCCACCCAGGCCGAGCCCC 

TGCACTTCAAGGACTGCGGCTCTAAGGTGGGCGTTATAAAGGAAGTGAATGTGAGCCCGT 

GCCCTACCCAGCCCTGTCAGCTACACAAAGGCCAGTCCTACAGTGTCAACGTCACCTTTA 

CTAGCGGCACTCAGTCCCAGAACAGCACGGCCTTGGTCCACGGCATCTTGGCAGGGGTCC 

CAGTCTACTTCCCTATTCCTGAGCCTGACGGTTGTAAATGTGGAATCAACTGCCCCATCC 

AGAAAGACAAGGTCTACAGCTACCTGAATAAAGCTGCCGGTGAAGAGCGAATATCCCTCT 

CTAAAACTGGTGGTGGAATGGAAACTTCAAGATGACAAAAAGGATAACCTCTTCTGCTGG 

GAGATCCCAGTAGAGATCAAAGGCTAGGCTGCTTGGTGCCCTGTGTCTGTGCAGGGTGAG 

AGTCCATGGGCCGAGGGAGGGGAAGGAAGAAAAATTAGACCTGAAATTGAGTCNGTGCCA 

TNAGGACGAACAGAAACTT 

Sequence 5216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAAAGTGTTCTGATTCCTTCAACTGGCTAC 

TGAGTCATGATCCTTGCTGATAMTATAACCATCMTMAGMGCATTCTTTTCCAAAAA 

AAAAAAAAAAAAAAMA AMG TACMCATTGTCTTTTTCACTANTCACACGAAAAATACA 

TGAMGTGCTCTGATAATTTTAAAGCATCATATAAATTAACGGNGTCATTGGTAANAATC 

TCATATGCAT7TCTTAACCCTTCCATTTCCTTGAAGACTGANACGACATCCCATGTNCCA 

CAGCATATTGCACMTGATGGGCAAACMTATGCCCTNAGTMGNGTTTNTTGNTTGACT 

GAAGCAACATGGNATAGCATAACCGAGCACAGACATCAGGGAGACTAGGCTGGGATGAA 
Sequence 5217 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCCTGTCATGTTCACATTCATGTCCAG 
CCTCCCTCCTGCCTCAGACTCCTGAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCCG 



TTTTNNNNNN^JCCCCCCCCCCCCCCCCCNNN■ 



NNCNAAAAAANNNNN 
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GATMTTTTTGTATTTTTAGTAGAGACAGTGTTTCACTATGTTGGCTGGGCTGGTCTCGA 

ACTCCTGCCCTCAGGTGATCCGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACTGGCGT 

GAGCCACTGCTGCCAGCCGGCAGTTGAATTTTAAGACTGTGGAGCTGGCTGAGGCAAGTA 

GATGAAACMGATTTCTTGATGTTCCTTCCAGGTTTATTACCCATGTATCTTTAGAAGAT 

GA I I I II I 1 1 i 

Sequence 5218 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCGGCGATTTCAACCACAAAAAAAANAAAAA 

AAAAAMAAMAATTNATTTNAAAAAAAAAAANAAAACAAATGAAAANAATCATTCAANA 

NAANGNATTGCGNTAACAAATNCATNGGTGNAAATGTAACTTGAAAGGACTAAAAGGAAG 

MTANGGANAAG TTAGA GGGAAATCTGGAAAAGACGTNAATGANGATTANGGGATCAAAA 

TCATTCCCCT7TGTTTTMTTTANATGATTCTTNTGATTCCCAAAATTANACTNCAAAAA 

NTAMNTTNTNNGMTGNGNATCTANAATTTTCAMTTCTTAAAAANTNCATGTTTTTTG 

CTGCTGNTTTGTTGATCNANGGAGGCAGGATAGTNATTATCANATTTACAATGGTTATAG 

NMTAANCACATNTTAAAMNCNCGTNATTTTTCCTTTTTTAT 

Sequence 5219 

CCCTTAGCGTGGTCGCGG CCGAGGTA C I 1 1 1 1 I I i I 1 1 1 1 I I I II I I I II 1 1 NGN 1 1 I I I 
H I I I I I I I I M I I I I I I I rAAAAAAAAANCCCCCCCNTTTTNNTTTTTNTNAAAAAANT 
NT TTTTNN NNTTTTTTTNNNNAAAAANGGGGNNTTAAA 

NNI I I I I INNNGAMA ATTTNTnTTTTAAAMMNGGGGGGANNCNNTTTTTTNGGNNN 

CNNCNCri I Mill I I NAAANNGNGNAAAAAAAAAAANNNNGGGGGGGNAAAAAAAANNN 

TTNNNGGNNAAAAAAAAAMNTmNGGNGGGGGGNTTmTAANA 

TNTTTTA 

Sequence 5220 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I I I 1 1 1 1 I I I I 1 1 N I I GANACGCAGT 

CTTGCTCTGTCTCCCAGGCTGGAGTGCAATGGTGCTATCTCATCTCACTGCAACCCCCAC 

CTCCTGAGTTCCAGCGATTCTNATGCCTCANCCTCCCGANTAGCTGGGATTACAGGTGCC 

CACCACCATGTCCGGCTAATTTTGTATTTTTTGCAGGGATGGGATTTTACCATGTTAGCC 

AGGCTGGTCTNAAATTCCTGACCTCAGATAAATCTGCNTGCCTCAGTCTCCCAAAAGTCT 

TTGGGGATTNNNTGGGCGGAANGCCNCCACGCCNCAGCAAAAAAACTGGAACCCTTTAAA 

AMTGGCAAAATTNAAAAATTTAACACTCCAAGNTCAGGGAACAACTACNANATTCATAA 

TGMTTTATTTGAGGCCTGACNTGCAAAAATANACTTTCTGATATAANAAAAAGGCCAAA 

ATTTCCTAATTAAAA 

Sequence 5221 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATTTAMTATGGCTCTAGCTTTTAAAGTAGA 
GACAATGCCTTTTATTTCTTCTGTCTGCCTTAGAGGGTCTAGAACAATACTCAAGAAAGT 
TACTCTACGAAAGTCATTGACAGATCAGGAMTMAAGACCCMTTTTTAAAAACTGCAA 
CTGATTATAGGAGAAGTCCCTGTAACAGACAGACAGACACAGACAGACACACACACACAC 
ACACACACACACACACACACACACACCCCTNTMCTGCTTTTCCCCTTTATGGTTTTACT 
CATTTGTCCTTACTATGTGCCAGGCATTGTTTTMGCATTrTATATATACTTTCCCAAGA 
TCACMCGCTGGTAMTGATAGMGCCMTACTTTTTCCTTC I I I I I I I I I I I I I I 
Sequence 5222 

TCGACCCCGCGTCCGCCTATCTCCTGGTAGGCGATAGTGTCGTCCTGAAGCAGGACTCCA 

TCTACTACGAGCATTTTTACAATGAACTGCAGCCCTGGAAACACTACATTCCAGTGAAAA 

GCAACCTAAGTGATCTGCTGGAAAAACTCAAGTGGGCGAGAGACCACGATGCGGAGGCAA 

AGAAGATAGCAAAAGCAGGACAAGAATTTGCAAGAAACAATCTAATGGGTGATGATATAT 

TCTGTTATTACTTCAAGCTGTTCCAGGGCTATGCCAATTTACAAGTGAGTGAGCCTCAAA 

TTCGAGAGGGTATGAAGAGGGTAGAGCCACAGTCTGAGGATGACCTCTTCCCTTGCACAT 

GCCATAGGAAAAAGGCCAAAGATGAACTCTGATATGTAAAATATCTTCTGTTCAAATGAT 

GGTGCTCTGAAGACACTTTACTATAMGATTATTTTTAAACTTCACGGACAATGTAAAAT 

TTACTTGTGACCATTTACTTCCTCACAGTATTTCTTCTTATACAGTGTTCCCATGACTGT 

CTTTTACATCACATTTTAAAG I I I I I ATTAANTAAAACTGGCTTTA I I I I I AAANAAANN 
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NNNNNNNNAANNNNNGTGCCGGCCGCTAGAACTAAGTCCTAGAGAAAAAAAC 
Sequence 5223 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTTATMTTCTAAAACTTCACTTTTGTCCTTA 

AATCAATATATTACGGATTTCATTGTTCAATAAATTACCATCTTTAACTAAAAATAAGTA 

A ATCA AAGAGCATATTTGGAGAAACTAAGAGCTGTTAACTGTTTGGAGGGTAAAAGAATA 

CTTTTCTCGAAATTTTTTTGAAGAAAAATCTAAAAGCCCTCTATGTTGAGTTAATACACC 

TTCTGACCCCCATCATCAGTGGCATTATTCTTCCAAGGGACTCTTATCTCTAAGCAATGG 

TGAAGTTCTGGATTCATTATGGATCTCATGGCACCAAACCAACTGGCACTGAAGTTAAGT 

TAATATACTCCAGCGAGATCACCTGTGGGTCMGGATGGCCCAGAGAATCTTGGAAAATC 

CATTTATATTGAGCAAAGATCTGAATCACCTTCAATCANGCTGTAAGATCTAGAAAATTT 

GACCTTGTAGTAGTATTTCCCAGGG 

Sequence 5224 

CCCCTTTCGAGCGGCCGCCCGGGCAGGTCCTCAACTTGCTGATTAATTTCAAAATGAGAT 

TACAAACAAAAAGAAAACAAATCTGGTTCCTCAATAAAGGGCCAAAATAACTGAATACAG 

TCTGTTATTTACTTCTCTCTTTTAACATMGGTTGGGMCACTTCATTTTACAAATAGGA 

TTAACATGAACATAACATCGCACAAGCTTGCAGACAACCAGCATAAAATATGGAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 5225 

CCCTTTCGAGCGGCCGCCC GG6CAGGTAC 1 1 1 1 1 1 1 1 1 N I I 1 1 1 1 I 1 1 1 1 1 1 I 1 1 NTTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 NNTTNNNATTAATTT N 1 1 1 1 1 1 1 I NNNTANTTTT 

TTNAAAATGTTNAGNTTTWNAGAAGGAATGTGNGGNNAANNAAACGCAAANCCCACTNAT 

ANGCCAANTGCCTNTGCCCTTTGCNCANANNGGCTNCAAANGTGAAAAGGAG7TTGGCTG 

ANGGCCNGGNGGCAGGTNNGNCNACGANCCCAGAAGGATGTNTGNNGGCTTNNNNNGNTG 

NANCGTTGATNNNCTNCANCACCTGCTGGCAANGCCTCANCTTTGTCAANGNGCTTCTGG 

ACTAGTGCATNTTTNCGNTGTAATTCATTCCTTAAATTCTGACACATCCTCTTTTGATAA 

CTTGCTCTGGTTTCTGGAACAAAAMCTGCAAATCTTTTTTGGAAAGAAAAAAAACAATC 

TGGNCTGTCTTGCAANAACCAAA 

Sequence 5226 

CCCTTAGC GTGGT CGCGGCCGAGGTACGCGGGGTTATTTATGCTTTCTTGATGGGAGTTA 

TTTAAMTATTTTTATTTATGTTTCTCTAGTATTGTAAGAGTCTGTTAAATTTCTATGAA 

ATTAGTAACATTATAAAAGGCCAGGCGTGGTGGCTGACGCCTGTAATCTCAACATTTTGG 

GAGGCTGAGGTGGGAGGATTGCTTGAGGCCAGGAGTTAAAAGACCAGCTTGAGCAACATA 

GTGAGACCCTATCTCTATAAAAAAATTTTAAAAATTAGCTGGGTGTGGTTGCCTGTGCCT 

GTAGTCCCAACTACTCAAGAGGCTGAGGTAGGAAAATCACTT 

Sequence 5227 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CAAGCCTCTTGTAGTTCTAGAATTCTGTAGTTCTGGGAGTTTGTAAACTATTAAGTTTTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGAACTGGGTTCAAATTCAGTGCTACCATTAAATCTCTGAATAACATCCTCA 

GTCTTCCATCTATAAAAGTCTTGGCATCTCCAATCACTTCTTGTTCTATTATCTCCTAAG 

CCCTATACATATTACTCTGNAATACTCCTTTGATCCCTATTTCTCACAGTGCTCTATCCT 

CCAAAGGTTGGAAGACTCACTCTATCTACAGATACCTCTCTGGGCATA7TTTATTACTGN 

GCTGACCTCCTGGCCCTGCCTTC 

Sequence 5228 

NNTNAGGGGGCGGMNTTTGGGGGNCCCCCCTTTCCTTNAAGANNNNTTTNAAAGGGGGG 

GNCCCCCCANTTGGGGNCCCTTTNCCCCGGGNAANGGNCCCCCGGGGGGGGCCCCCCCCG 

GG NCCCC CCCCAAGTTGGTTGGNNTGGGGGATTATTCTTGGGCAAGAAAATTTCCGGCCC 

CCCTTTTTAAGNCCGGTTGGGGTTCCCCGCCCGGGGCCCCGGAGGGGTTNACCAAGNTTT 

AAMGNTGGGTTAAAAMTTATTTGGGGNATTGGGTTTTTTTGGGGGN7TNCAAAAATAA 
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GGGCNANAMTTTTNAM CTTTTG GGTTTNAAMGCCCAMNGGNTTTTTGGGGGGGCCC 
TTTGG N ATAAAN NG G C CCTTTTTN N AAM AA AMTTTTT AMAAAATTTAAMTTT 
Sequence 5229 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGTCAGCAGACAGAAATAGCCATACTAA 

TCTCATAGGGCTCAAATGCATCTTCAGGCAGCAGGGAACCAAGCAGCGTGGCACAGGCCT 

TCTTGACTGGAGGAAGAGCTTGCTGGCATGGTTGGGCAGTATTCCAGGAGAGGCCATGTC 

CGTGTTCACTTCTTGGCACATTTCAGTTCCGTTTTCCNCTTGTTATAMAACTGCCTCTT 

TAGGATGTGGGATGCCTTAMTGTCTGTAACACATTTTGAAAAANCATTTGGGCAATTAC 

TTAMGTTNGCTGCCATTGATTACCAGNATGGGMTTTATTGGGCTTACCCAAAAGAGGA 

CNCAAATCTGGATTGAATGGAGNAAGCAATGAATATCTTTGGCTTTCCCCATTATAAAAC 

NCAAAAAGGNTTAAATTNCTTTAMTTTGGCNANATTTTGGACCTTNCCGGTNTCTCCCT 

TTGGGTTAAGGGGGATTMGACCTTTTTNTNTTCANGNATTTCCCCA 

Sequence 5230 

CCCTTCGGCCGCCCGGGCAGGTACTTTCGGTTTTGAAGCTTGCTCAGCAGTTCGTCTTGC 
TTCTTTAATCATGGACTCTAATCCACCAAAAACACTATTNGTTGACTTGGAAGCCTCTCC 
ATCAGATTCACTATCATCTGAGTCATTTAGTGTTACAACCACTGATTTATGCTT 
Sequence 5231 

GGTACAGTGAGGGAGAGCCGAGGGAACCAGCGCGGTGCCTAGCGGAACTCCAGGGCTGGA 

ATCCCGAGACACAAGTGCATCTGCTAGCTGTTAGCACTTGGCAGACGGAGTTCTCCTCTA 

GGGTAG7TCTMCTTTGGGTAATAATGTTTGTCAGCTACCTGATATTAACATTGCTCCAC 

GTTCAAACAG CAGTGTTA GCAAGACCTGGGGGAGAGGTAAGCCAAATAAAATATCTTGTC 

AGAAGTT GTAI I I I I II ICAGCATTATATTTCCTCTTCTATCTACCAAGAGGGATCAGGG 

M TGGM TTTTATGGGGTGCAMGAGTMTGCTTTATATTACTTTTGTAGGCTTCTCTTG 

CCTTTTCTTATATGMGACTTCTTTTCTTCTTGAAAAATTTTATACTTTCTAAM 

Sequence 5232 

CCC7TGGCCGCCCGGGCAGGTACGCGGGGATGTGCTGGTATGCAAACCGGGGTTCAGTTG 

AAAAACAGGCACCCACTTCTTATCTTGCTATAGATAAGAAGAAAAAAAGATGAGGGATAC 

AGGGCTATAACACAGGGATCTAGACGTTAGGACCAAAACATCTGGCAAGATTTAGCTAAA 

AGAATCATGGCAACTTACCAGACCTATGGGTGAATCAGAAGTTCAGCAAAAAAAAAAAAA 

AAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5233 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAAATTATTGTTTTCTAMCATTTGAAGTT 

TTACGATTAGC TTTAM ATMTGATTTTATAMTTTGGNGGNCACMTAATTTTTGGNAT 

TACCTTTCCTCCTTTTTCCCACTTMCCMTATAGCCCAAAGI S JTTTTC 

TCATMGGGCCTGAAAATCATMCCTGGGNCCMATTTTTTATTGGGCCCCTMNTTTTA 

NCCATMNGGGGCMCTATTTCNCCNCTTTTTNGGNNTAAAAAANNANCCCCTAANTTCT 

TTTGGGTNMAAGANNCNTTGGGGGAMGGTTTTTGG AAAAANTTA I M M I N i M I I I I 

TNGG 

Sequence 5234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGGGAGCGAGCAGGCGAAGCCGCGGA 

GGACGGGGTGAAGATGGCGGCCTTCTCCGAGATGGGTGTAATGCCTGAGATTGCACAAGC 

TGTGGAAGAGATGGATTGGCTCCTCCCAACTGATATCCAGGCTGAATCTATCCCATTGAT 

CTTAGGAGGAGGTGATGTACCTGTCCCCTCGCTCTGGTGATTATTTCTTGCAGAATCACC 

ACACGAGACCATCCCGGCAGTCATGGTTTTGCTTTAGTTTTCCMGTCCGTTTCAGTCCC 

TTCCTTGGTCTGAANAAATT CTGCAG NGGCGAGCAGTTTCCCACTTGCCAAAGATCCCTT 

TTMCCMCACTAGCCCTTGTTTTTTAACACACGCTTCCMGCCCTTTATTAANCCTGGG 

GCAGNCTTTACCAAAAATG 

Sequence 5235 

CCCTTAG CGGC CGCCCGGGCAGGTACAATAGACTAGAAACGAAAAATATTCCATCAAAAC 

ATTTTCTCTTTTCATTTAAGGGAGATCGGATGTGGCACTTTGCGGTGTCTGTGTTTCTGG 

TAGAGCTCTATGGAAACAGCCTCCTTTTGACAGCAGTCTACGGGCTGGTGGTGGCAGGGT 
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CTGTTCTGGTCCTGGGAGCCATCATCGGTGACCGGGTGGACAAGAATGCTAGACTTAAAG 

GTGAGTGTTGTTATATMTTAAGCCCTTTTATTCATGGGACCAATGCCTGAGCTACCTCT 

GTAGCAAAGGAAACAACAAACTAGGAGAGAAACAACCAGGGAATGTCTGCATGCCACACT 

TGAGGGAGGAGGGCTTAGATGGCACCACCTCTGGATGGAGGGGTCCCATGGCTCCCACAC 

AAAGTTGGGATGCCTGGACATTGACCTAATAG 

Sequence 5236 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAGAAATACATTGGTTCTGTCCAGAAAGG 

CAGGACAACTCG AAGGGC GGGGAGGGGAGGGGAGCGGAGTGCGGAGCTTCCAGTTTATAG 

GCAGATTTAAAMTTTTTTGGTTGACMTTGGTTMGTTTATCTAMGACCTGGGATCAA 

TAGAMGGAAATATCTGGGTTGAAGTMGAGGTTGTGGAGACCAAAATTTTATGAAACAG 

ATGMGCCTCCMGGTAGTCAGCTTCAGAGAGMTAGGTTGTAAAAATTTCTTAGACTTA * 

GGGTTTATGTTGATGTTAATGCTGGAGAGGTATAATGAGGCATGTCCAACCCCTACTTCC 

CATCATGACCTGMCCAGTCTCTCAGGTTAMTTTTAAGAGCACCCTGGCTGAGGAGGAA 

GTCCATTCAGATGGTTTGGCTGGCGGGGGGCTTAAMTTTTATTT 

Sequence 5237 

C CCTTTCGAGCGGCCGCCCGGGCA GGTACTTT A I I I I II I I 1 I 1 1 I I I 1 I 1 1 1 I 1 1 NAAA 
Nl 1 1 1 1 1 1 1 1 1 I 1 1 1 I M 1 ) I 1 1 1 I H I 1 1 1 1 j 1 1 ) j ) I 1 1 1 ) 1 NNTTTN 1 I) M 1 J 1 11 
NTTTCTT TTH I II I II I ITNNANNNNANAANNAAANAAAACNNNNNNACNNAAANATGN 
NNGTTThTrTTTTTNNNNNNNNAAAA^ 

GNGNANAAAAAAAAAAAATNCNTCTNNNCCCNNANNCNAAGGGGGGNAAAANAAATCCNG 

GGGGGGGGGNATAAAANAANCNCCNNNNNNNNNNANAAGNGGGAGNNNAAANAAANNNNN 

NANTNNNNNNNNNNNAATNNNNNAANNNNNCCNNAANGCTNAAAAAAANAAAAAANTTNC 

NAAANCCCTACCNTCNAANNNNNNNNNNNNNNNNNNNAAANNNNNNNANNNANNNNNNNA 

NANAANNNANNNTNAANNNNNNAANAAAANAANNANANNNNNNNNGNNNNANNANTNANN 

NNNNAAANNNNNNNTNNNNNANNNANNANNNNGGNANNNANANATNGANAAAANNNANAG 

NNTTTCTTGNNNNNANNNNNNNNNNNNNNNNNANNNNAANNNNANANNNAAANANNTANA 

AAANANNANNNAAAANNANANNNNNNANNANNNNNNNANNNNNNANAANNAAANNNAAAT 

NANNNNNNNANANANANANNNNNNNNNNNNNNNNNNNNNANNNNNNAANCNNCAACNCCC 

CCCCCCCCCCCCC 

Sequence 5238 

ACACACACTGGGGCCTTCTCGACCCCATCCCCTGACAAGCCAGCC I I I 1 1 I I 1 1 I CTGTT 
TCTTTGGTTNGGTTNGGTTTTTTTCCTTTNMTTMTTNM 

TGGGGATATATATATATATATTTATATATTAMAMTGCAAGCNTGCTTTTTTGCCACTG 

CGCTTGCCCCT GGGNGCA AAM^MCCCTTTGGGTTTCCTGATNATTGCANGGGTCAGT 

CTACTGGACATATTTTTTTCCCTTCCCTATACCCANAAATGTTCTGGGGATNATTMTTT 

ACTTGGGAAATNATNACCAGGTTNAMGTCTTTTATTATTGNNGGGTCATTTGCATACAT 

AMTMCAGGACTAGCTTMCCTTAMCCAGCTNTTTCCCTTTTCNG 

Sequence 5239 

CCCTTAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 II I I I 1 1 I I I I 1 1 1 I I I II 1 1 1 I I AGGAA 

AGCACTTCGTTGGGGTTGATGGTCAGGAATTATGGGCTTGGGTAGGTAAGTGTGGGCTGA 

GATTAANAAAGAGTGAAATTACTGCTGAATAAAGCAACAGGCCTAANAGGAGTGAATGGG 

GGATAGTGTCTGCCTAANAGGAAAGATGGANAATGGCTCAGTANAAGTAGTCACGGACAC 

AGGANACAGAAGGCCTTGTGATATGTACCTCGGCCGCGACCACNCTAAGGGCGAATTCCA 

GCACAC 

Sequence 5240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTTTTMTCCTTTCTGTAATTGTAGGATG 

TAGATATTATAGTCCCAATATTAGGAATGAGGAAATTGAGACTCAGAGAAGTTAGGTTAC 

TTACTCCAAAGCACCCTGCTGATAAGTCGAAGAACTGCAATTAAAACCCAGGTCTGTTTG 

GCTCCCACTCCTGTGCTCTGGAATGCTTAAGGGATTAGAAATGTCCCAAAGAGACTAAGA 

ATCCAAAGCAGTAGTGGGTATGGAAGGTAACAGCAGTGATTTCCTAAGGACCTGGGTTCT 

AGCCCCAGAGACATGGTTAAMTTTTATAGCAGTTGCCTGCTTTTTGAGTCTGACAAGCC 
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TCCATTTTACTGTCAAAAATGTGAAATTCATAATTAGGCAATAATGTGGTGAACCTGATT 
TATTTGGGTATTTTATTTCCATTAAAGTCATCAMAGTGATTTATTGATTCCAAAAAAAA 
AAAAAA 
Sequence 5241 

CCCTTAGCGT GGTCG CGGCCGAGGTACGCGGGTCATTATAACTGAAGGAGAAGGTGCCCC 

AAMTGCMGATTTTNCACAAGATTCCCAGAGACAGGAAAATCCTCTGGCTGGCTAACTT 

GGAAGCATGTATGAGMTCCAAGCGATTTTTNTCAGAGAAANGCANGAATGTGTGGCAGA 

TTTAAGTTGAAAGCTAGAAAATATGGCAAGCGAAAGGATGTAAAACAGTGCCNTGCTTGA 

AATGATTTCCNAAAGAGAAAAA 

Sequence 5242 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCTAAAATAGTGTCTGAAGTAACATTTCAGT 

ATATMTTGCMGCCAAACATTTCAAAAGTTACATTTATCTTGAGGGGATCTCCCTGGAT 

ATAAAAGATTGGACAAAAGAGCACAGAGCTGAAAGGAGGACACATTATTGAATTTGGAAC 

CCAGTTCATGAAATGAACAACAGAATAAGGCAGACCACATCACCACCATAACGGAGCTAT 

GATAAAACAAACAAAAAAACTCAAAATGCAAAAAAACTACAGGTGATATCAATTTCCCCC 

CAAAGCACTCCACAAACCTAATGTAGACTATAAGCCACCACCACAAATGGAATATTCAAA 

CAAGGAGGAATAATGATTAAACAAACATCTTGAAGAAGAAAACAAATACTAAGAAATAAA 

AGGACTCAGGCTAAAACTAAAAGGATGAAAAAAGGACGTACCTGCCCGGGCGGGCCGCTC 

GAAAAGGGCG 

Sequence 5243 

ACTCTANTAACACTAGGATANTTGAGCACTTAMTGCTGAGTGTTTGTCAGTTTTTAAAA 
TTANG AGAAAG AGACATNATTGTTTTCTGATCTACTTGCTTMTAMTNATTT7TTTGCC 
MCTMT TTTTAG GTTTACTTTGGTAAATNCTAMGGTCNGTNTAAAAATGTATATTTAA 
NATANACTTTTTCIS^ 

AAAI I I I I I lACCTmMNACAANGTTTGGCTTTTNATANANGNTCNTATTNTTTGGTT 

AAAAAGGTTNATATCCTAATNTTTTC 

Sequence 5244 

CCCTTCGAGCGG CCGCCCGGGCAGGTAC l M I I I I I I I I I I I I I i I i I I GG N I I I 1 1 1 I I 
n I M I I I I I 1 1 1 1 I 1 I 1 1 M I | I » 11 I | I I | | | | | 1 1 1 | | | | | n I I I I 1 1 M I NAANN 
NNNNANN I I I I I I ) I I 1 1 I I i I I I I I I 1 1 1 I NCTNAAAAAAAANNNNANTTTTTTNNTAA 
AAAAAAMNNCCCNNNTNTNGGANANANAAAAAAAMAAMNTNNTCCNNGNNNNTTTTT 
T7TNAGMNGGNNANAAAMAATTTNTGTTTGNCCCCNTNANAAAAAAAAAAAAANNGNN 
TNNCCNCCCCCCCCCNTTTTTTAAAAAAAAAAAAAAANTGNGGGGGGGCNCCCCCCCCCC 
NCTNAATAAAAAAAA 
Sequence 5245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 I I I I I 1 1 1 1 I I 1 1 I I 1 1 I GTAGAGACG 

GGTTTCACCCAGGGCTGGTCTCGAACTCCTGGGCTCACGCGATCTGCCTGCCTCAGCATC 

CCAAAGTGCTACCAGCATTACAAACATGAGCCACCATGGCCAGATGATCATTTGGACTTC 

TMGCATTAGCMCCAAMTAAAAMTTMTTAGAAAAACATACACATAATTTATAATAA 

AAATAAGGAACCTAGGATTAAATATAAAATAAAGATGTATAAGACCTTTGTGTAGAAAAT 

TGTAMACTTTATTAGAAAATGTCAAAGAAGACTTAATTAAATGTAAAGCTTATACACTA 

TGTTCATGGATAGMTGGCTCMTGTCAGMTGATTTTAGTGTTCTCATATTGATCTATA 

GACTCMTACMTACTGATAAMATTCTTAMTGATTTTTCAAGGAAAATTGATGTGATA 

ATTTCAAATTTC 

Sequence 5246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCCACGATTTGTTCTCTCAACACTCTCC 

AGGCTGTCAGAAAAGAGATAGAAACTCACCAAGGCCAAGAAATGCTTGTGCCGTGGCACA 

GAAGGAATCAAAGAGTACTTTG II 1 I I I I I I I I 1 1 11 I I I I I 1 1 I I I I AAANAAI 1 I 1 1 1 

I i i i l II 1 I I I 1 1 M 1 1 I I I I I I I I 1 I M I I I I I 1 1 1 1 1 I I NAAAAAAAAAAAAAAAANT 

T I I I 1 1 I INACCCCCCCCCNTTT 

Sequence 5247 
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TGGTTTGTTGTCGTTTTCACAGTCTACTTTATTTGTATTTAAATAAAGCTCTGAAGGTGA 
CTGGC AAGCAT ATTCTGGGGACCCAGAGTATGAATGAGAAAGAAAGGCATTTTTGAGACT 
GGGTTATTTTTGTTCAGGAAATATCTGGACTACTACAGAGACAGACATGCCAGATGCATC 
ACTTTCCTGACAATCAGGTGMTCATTTGTCAMTTAGMGGTTTTTACTTAAGTTTGTT 
CTTCCTGTMGAGTTATTATGTAGTTGCTCTTCCTCMTACMGCAGTTTTGTAATTTTC 
ACAMTTTCACCAMACTCTGCTTTMCTTATTTGTGATGAATTTTAAAGGTT AI 1 1 1 1 A 
Sequence 5248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 II 1 1 1 1 1 1 1 1 1 1 I M 1 1 1 1 1 1 GGGTCAAG 
CTGTTCTTTATTTCAGGGAGAGGGCAGGGGAGGGGCTCAGTCTTTCTTGGCAGCAGCTTT 
CCTCATGGCGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5249 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTAACACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATAATACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGAAGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTMTGAGCTTGTGTGTTTTTGTCATTCTTTTTTCTTTTTTTGAAAAAACAATAGAGTC 

ATTTMGGMGCAAAMGGTCCCTGGGTCMGATTTTTATTTTATCTTTTATGGTGGTAG 

GGTGAGGTGTGAGTATTTAGGGAGATGGTT 

Sequence 5250 

ACCACTAATAAATTGTTTGCCAAATCCTTGTAATAACATCTTAATTTTAGACAATCATGT 
CACTGTTTTTAATGTTTA 1 1 1 1 1 1 1 GTGTGTGTTGCGTGTATCATGTATTTATTTGTTGG 
CAAACTATTGTTTGTTGATTAAAATAGCACTGTTCCAGTCAGCCACTACTTTATGACCGT 
CTGAGGCACACCCCTTTCCGAATTTCAAGGACCAAGGTGACCCGACCTGTGTATGAGAGT 
GCCAAATGGTGTTTGGCTTTTCTTAACATTCC I I I I I GTTTGTTTGTTATTGTTTTCCTT 
CTTMTGMCTAAATACGAATAGATGCAACTTANTTTTTGTAATACTGAAATCGATTCAA 
NTTGTATAAACGATTATAATTTCTTTCAT 
Sequence 5251 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATATATGTATGTAAGTATATCAACATAGG 

TATATCAAAAACAAAACAAAACAAAACAATAACAAACAAACGAAAGGACCCAGCAACCAT 

CCAAATGTCCACACAGAGGGGAAGAAAATATTTTTTCAAAAGTAATGATTGCTGTCATTA 

ATTTGGTGAGTATACTTTCACAATGAATATATTAACAATAGTTCTTTATGATAAANAAGT 

AATACTAGCCATATAACACTGAGGATAAAAATATTTTACATCNTGAAAGGAAAGCACTTG 

TTTACAT 

Sequence 5252 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTATGTCTGGCAAAATAGCGCCCCAGAATGA 

TGAGCAAGCACAGCATGGCGAACACCACCACCGCCACGACGCCACCGATCACGGCATGAT 

CCACTGCCCTGATCGAGCCTTCTTCACCTGCTCGGGMTCTGAGAGGTCCTCACTGTCCA 

GTTCTTCTGCGGAATTGGGCAACTGAGTAAGGCCGTGAACTGCTGGTTCTGTCGTCGCCG 

TTGTGTCTGTGATGATGGTAAGGATGGTGGTGG 

Sequence 5253 

CCCTTTCGAGCGG CCGCCCGGGCAGGTAC 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I NGGGCT 

1 1 1 1 N 1 1 1 1 1 1 M 1 1 1 II 1 1 1 1 1 I I I I II 1 1 AAAAAAAAAAAAAAAAAN 1 1 I 1 1 INAAA 

AAAAAAAAAAMANANANTTWTCNNNNNNNNNNNAMMMNGGNNNCCCCNTTTTTTGG 

GGGGGGGGGNNMNNNTNCCCCANANTTTTTTNANGGGGGGGGGGNNNNGNNAANAAAAA 

ACCCNNTTATNGGGAAAAAAAAAAAANN 1 1 1 1 1 I I 1 1 1 1 1 NNNNGTTAAAAAAAAANANN 

CANAGNGGGGNNNATNNTTNANAAAAAANANCNGGGGGGGNGTTTTTTTNANNAACATTT 

TTTAAAANNAAACANAAGNGGGGGGGGGNNGCNNCCANNAAAAAAAAAATACCCCCCCCC 

CCCCCCCCCNNANAGANNGNNAAAANANAAANANTNGGNNANANANAATNCCCCCCCCCC 

CCCCNCGTNGGGANATANACACAAAAACATANATN I 1 1 I 1 1 I I ANANGNGGGAGTGTNTA 

NAAAACACAAACAGGGGGGGGGGGGGGGAAANAAAAAAAAAAAAAAAG 
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Sequence 5254 



GACTCTAAAAGAAACTTGTTTGTATAATGCTATTCTATNCGNGGNNTGGAGCCCAGGAAA 

TMCCAACTTGATNCGTGT TATG ACCCATTTTAAGCCTCCCATGATCACAGTTTTTAAAA 

TACMTTAAGGACTGGTCCTTTTCTAGGTGACACAAGAAAGGTAATAGCTAGAACANAAN 

AMGAGGGGTCCCCAAAMTGTMCCTTAAMTTTGACACTTGTGCCACTATTGATAGTA 

AGCCCNCAT GGGATG AANGATGTGGGTTCTCTAAATTGGAAAAAAAGTTCCCCAGTAAAA 

AAAAAATAANI INI INTGTCAAGAAATCATATTTATGTGAANATGTGTCAAATACTGGG 

TCTTGCGTTATTTCCGGCTTACTTTGAAAMTAMGTTAAAAMMNMTAGTGGTTTGG 

GTTCCAAAAAAGGGAAAAAGTCNCCCCTCTCCTGCATGMTNGGGANCCTGCCMCCTTT 

TTAAAAAATGGATAATTNNCAAACCCCCTCCAAAACCCCAAAGGTTNGAAATNAAANAAA 

AAMTTTNTTAACAATTTAGGCCTTTTGAGGGGNAAMGGGACCTAAAATCCTTAGTGGT 

NAGCCN TCCTTA AATAAM AAGGGAGGGGGTNCAAAAMCGTTTTTTCCAAAAACCAAGN 

i M i j iCNAAAAATTTTTTmTGAMNMCAAAMATGGGGGGCCAMNAACCTTCCCCG 

GGGNGGGG 

Sequence 5255 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTTCACATAACATACTGAGAATGCGTTTCTG 

TATCAGAGMTCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACAAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

AGCCTCTGCTCTATAAAAAGTCATAAAACACAAGGAAAACTAAGAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTTAGATGCATGGTMTAGATTATAATATGATGATAA 

TAGATCCTTGGATTACCATTATGGTMTAAGAGCCTTGGCTCANGGAAAAAAAAATTCCC 

AAAGG GTGTT TGGGAGACAGTTGACMAAATTTTGAAAAATGGATTGGTTTGTTAAAATA 

ATATTATTTTTAGGGCTMGTCNCCCTGMTATGANMTTNTNCCNGGCACTTT7TAANA 

AN AC I 11 1 1 1 I I I ATTCTTAAAAAACCCCCCCCTTTTT 

Sequence 5256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACGCGGGGAAAGCAGAAGGTCNCGCTTGGAGGAAGTGGCGGCTTTGAGTCCGGTG 

GCCCAATCGCTGTTACTACTTCTCTGAAGCTCCTCTCGGCTGCTTGCCGAGACACCCTGC 

CGCCAAGATGCCTCGAATTATGATCAAGGGGGGCGTATGGAGGAATACCCGAGGATGAAA 

TTCTGAAAGCAGCGGTAATGAAATATGGGAAAAATCAGTGGTCTAGGATTGCCTCATTGC 

TGCATAGAAAATCAGCAAAGCAGTGCAAAGCCAGATGGTATGAATGGCTGGATCCAAGCA 

TTAANAAGACAGAATGGTCCAGAGAAGAAGAGGAAAAACTCTTGCACTTGGCCAAGTTGA 

TGCCAACTCAGTGGAGGACCATTGCTCCAATCATTGGA 

Sequence 5257 

GGTACTGNAC I I I I I I I I I It I I I I I I I I M I NGAGCTGTTTATAGCCTTTAACAATTGA 
GTNTACAGAMTGAGGCATATTTCTCCCTfVITNTGCCAGATTTATCCANAATTCAAAAACT 
TTGTGAATGTTCTTMTTCATTGCMTGNGGTTGmGCMGATCAGTMNAATCTGTTT 
TCTIsn TATAT TTGGAAACAATTGGAGGCNCT 

GCATGTTTTGGGATATGAGCACACAGCTTTGAGGMTTCACATTGATTTTATAGAGCCAA 
TGAGMCCCCTTAAMAGATGCCTCATACCTTGTCTATGCAGTTCCTTTGCAGGGTTCCT 
GGCCTGTGGTAAGTAAGAGAGTCACCTTCCTGGCAGGCCCAGGMCCACANGTTTTTTT 
Sequence 5258 

CCCTTAGCGTG GTCGCG GCCGAGGTACMTGCCTTTGATGAACTGTTTTGTAAGTGCTGC 

TATATCTATCCATTTTTTMTAMGATMTACTGTTTTTGAAAAAAAAAAAAAAAAAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGGCNnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnCGCTCACAATTNCACACAACATNCCGAGCCCGGNAGCATAAAGGGTAAAAGC 

CTG 

Sequence 5259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTTCAAGACATGATGGGACTAATAATTTG 
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GGCTGGAAGCAGAAACCAAATTAGTAAAATTCACTGAGCTGTGTGAGTCTGGCTCTTTAG 

AGGCAMCCTGTTTTCATAGGGCTGTGGACCCCAAGGAATAGATTCAGCAGATGGATCAT 

TGTAGCAAGAGTTGTAACAAAATGGCAGTCGTTGGAGTTAAGTGGGAGAGCAGTTGGTCT 

AGTTTGGAGCAGAAGTCCAGATATATAGGAAATGTCATGGGGGCTGGAAAACCCAAGTGC 

ATGTCATGGA 

Sequence 5260 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCCCCTACCTTGAANAGACATGGTGGTCGT 

AGCTTNTCATCTATATGAAAAAGTTTTCGATGTATTGGMTTATTNGGGMTGCTTTTAA 

MCMNTTGNAATTATNTCTTTACAAACCAAAACAAGAACACAAAGGTGTGGTGCTTGGA 

ACATAGATGAAGGAGCCCTACTTACTGAGCTTMNNTNTGGACTTTTTTGATNCNTGGGT 

GTNTG N GTTTTT AAAAAG 

Sequence 5261 

(XCTTAG CGTGG TCGCGGCCGAGGTAC l I I 1 1 1 I I I I I 1 1 I I I i I I I I I I I I CCCGCTTT 

TATTCTGCTTT TGTAA AAGCAGTATTTTGAGATGGACATTGCCTCTTCATTGNATTCTCA 

TCAATTCATTATTTTTGNGGTTATAGCTTGGACMGCAATTMCTTTAAAATGGTANATC 

CGGMCTTTAMTTGGNAGCTTTCATTGCTTAAMTTTTTGGCATATGCAAATAATGGGC 

TCATCCCTAGGAAAGAATCTCAGGGGTATGCTTATTCCCCAATGGGAGGGATGACATATA 

MTCTTTTCTGCCTTTACTTATCAATNCACCAAGGGAGCNG I I I I I I I I GNNTATAAGCC 

ATMTACTGCCAGGCTGGGTATGACTTAAMNATGTTTATCTGAAAAAAGGCTTTTAAAA 

AAAAAAGGT 

Sequence 5262 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGCTCCGTTGTGCTGCTAGAGCCACAAGC 

CTATTAAACTTTGCCTGAAATAMTTCCTATTTGCGCTGGTGTTMTTTTTACTTATGAG 

TGAGCCAAGAACTCAGGCCAGAGTTGCGGTAACACCACCAGAAGAGGTCTCCGCTTGTCA 

GACTTGAGGGATATCATCAATGAGCCTCTGAGCTAATGGTGTAAACCAAAAATAAAATTC 

TAAGCCCCCCGCCAGCCAAACCATCTGAATGGACTTCCTCCTCAGCCAGGGTGCTCTTAA 

AATTTAACCTGAGAGACTGGTTCAGGTCATGATGGGAAGTAGGGGTTGGAGATGCCTCAT 

TATACCTCTCCAGCATTMCATCMCATAMCCCTMGTCTAAGAAATTTTTACAACCTA 

TTCTCTCTGAAGCTGACTACCTTGGAGGCTTCATCTGTTTCATAMATTTTGGTC 

Sequence 5263 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCAGTCCCTTGTTATTGTTCCGTATATTA 

CCTGTAAGCAGATACTGTATTTTATTTTAGCCTATTTGACAGAACACATCACTCAGAAAA 

AGTGAAGTTTCAGAGCAAACAGTGAAGAAATCAGTGTGATTGTAGACAAAAAGTCGGTTC 

ACAGMCGGAGCAGCGGGGAGAGGAAGGGAAAAGCTTCATAGTTTGGTGTTTATCACATC 

AAGAGATTGGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACAACTC 

CTTTAMCGTGCAGCCTTTTGAATTTTTCCTCAAAACCAAG 

Sequence 5264 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCAAAGCGGAAGGGGCGCGCGGATA 

GGTTCTGAATCTGTGGTGGGACCTGAGATTCTGCATCTCAACAAGTCCCAATGTGTCCAG 

AATTGGTGGGTTCTTGGTCTCACTGAGTTCTAGAATGAAGCCGTGGACCCTCACGGCTGC 

CAGGATGGAAACTAACTACCTGAAGAGGTGCTTTGGAAATTGCCTGGCCCAGGCACTGGC 

AGAGGTGGCGAAGGTTCGGCCCAGTGACCCMTAGAATACCTGGCTCACTGGCTTTATCA 

TTACAGGAAAACAGCAAAAGCAAAAGAAGAGAATAGGGAAAAGAAGATCCACCTGCAGGA 

GGAATATGACAGTAGCCTCAAGGAAATGGAAATGACAGAAATG 

Sequence 5265 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I I I M I 1 1 1 I I M I I I I I I M I I I I 1 1 GA 

GACCGANTCTCACTNTGTTGCCCAGGCTGGAGTGCANTGGCNCAATNTTGGCTCACTGCA 

ACCTGTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTA 

CAGGCATGAGCCACCATGCTCAGCTMTTTTTGTATTTTTAATGGAGGNGGGGTTTCACT 

ATGTTCGCCAGGTTGGTCTCNAACTCCTGACCTNAAGTGATCCACCTGCCTCGGACTCCC 

AMGTGCCAGGATTACAGGTGTGAACCACCGAGCCCGGGTAGAACTAAAATTTTAAAGCT 
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ATNtNCTTTATTCAAATTT GGGG AGGMTATTATTTTTGAAACCAATGTCATAAANAATT 
ACATATTCAGTATTAACAATTTTGMTTTTMNTTAGGCTTTAAAGCCCAAAT^ 
CTTTACAACATATTGMAGTGTTTTGATTGMNCAGACAACATTTAAATTTT 
Sequence 5266 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCACACTGGCCCCGCTCTGCATCCACAG 

CTGGATTCTCCACCCCTGAGCAAGACAAGGAGCCCCAGACAAAACGCTCAGGATTCCAGA 

GGATGGGGTTGAGGATCCTCAGCCTTTCAGAGTGAAAATCCACGAGGCGGAGGAGGTTTA 

AAACAACAGAAACAGGCATGTGGGGAAAACCATAGGTTCAATTAGAAGCACTGTACGCGG 

GTGGTATATMTTTTTAAACTGTCTAAAGGGCCGGGCACACTGGCTCATGCCTGTAATCC 

CG 

Sequence 5267 

CCCTTTCGAGCGGCCGCCCG GGCAGGTACTTTN I 1 H I I I 1 1 I 1 II I 1 I I I 1 NGGGGNAT 
I I ) I I I 1 1 1 1 1 1 1 11 1 1 1 1 1 I I ) 1 I I 1 I 1 1 1 1 II 1 I I M I IANNNNN A1 I I 1 I I I I I I I I 
TNI I 1 I 1 1 1 1 1 1 1 1 I n I 1 1 I I I I i I 1 1 1 1 1 1 I 1 I NTNNNTTCCCCNGGNAAAAANNNAT 
TTTTTTNNANNNTTTNGNNNNNNNTGGGGGGAAAAAN I MINI I NNAAAAAAAAANANN 
NNNNTTTNMNCCCCCNANAMNNNNATTTCTTTNTAAAGGNGNI 1 1 I I II I I I CCCCCC 
CNTCCGGGNGAAAAAANNNNTCCCCTTTTTAAAAAAAAAAAAANNTTNGGGAATGGGGGG 
GAAANNANAAANTATTTNCCC I I II I I 1 1 I I I I GGGNAAAAAAANCCNNCCCAANANN AT 
TNGGG^J^TTNCCCCNNCCCNNNTNNCNAMTNTTTNAAAAGNNNNAAAANCANCCCTTTT 
TTTTTAAAAAAAAAAAA 
Sequence 5268 

CCCTTAGCGTGGTCGC GGCCGAGGTAC 1 1 1 II 1 1 1 1 I I I 1 1 1 1 I 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 
IMIMMM II M l I I Ml I II II Mil l I I I I I MM I I I II I 1 NTTTTN M MM II 
TTTTNTNTNNCANCCNCCNNNAAANAAAAAANNACACANNNAAAAAAAAAAAAAAANGAG 
AANCANNNANAAAAAGNCANTNNTTNTNANNNNNNAAAANAAAAAANNANCAGGGGTNAC 
ATANNCTN ATNCC GGNGAACANNCCCCNCAAAAAAAAAAAAAAGGNGGGGGGGGGGTTAT 
N AAATTTANTTT TGGCCCCGNGMGNNTTTTTTTCANAAMCCCCCCCCAAAAAAAAATT 
NTTTTTTTTTI INNCNGGGGG GGGN NNGNfSIANAAAAAAAAANNNTNNNANTTCCAAAAAA 
ANGGGGGGGGGGGCCCC I I 1 1 1 1 I 1 1 CCCCCNNCCCCCCCGNGGGGGNANCAAAAAAAAA 
AA 

Sequence 5269 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTCAACAGAACCTGATGCAAAGAACAG 

AAAAGGGGAAGATGTGGGGGATTCAGTCAGGATGGTGGGAGAAATTGTAAAATTATAGGA 

AATAATCACAAACACTTGTGGAAGGCCTGGGGGTTTGCATAAAATGTTGGGCTGAAGGCA 

GCTGAATTCTCTTAAAAGCTTAGGGCATAGATACACAGAAATGTAGTTTATCTAAATGAC 

nGTTTACTTATGTGGTCCTAAMCTMCCTTTGATAGTTTATGGGCAGGATAGCTCTCT 

CAGGGTAGGGGGAGGGCAACCAGATTGATTACCCACTGATGGTGTTGACTCAAAGCCTTC 

GTCATTTAATATGTGCTGAATAAATGC 

Sequence 5270 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I I I II I II I I I I I I I I I I I 1 1 Al I I I I 1 1 1 I I I 
I M M II I II 1 1 I It I I I I I I I I I I 1 1 I | M I I I I 1 1 I I I I I I I I I I I NNNCCI I I I I II 
TTTTTATTTTTNACTTTTNGTCATTN^ 

TNGG NNNGGNM TTTNTTTTTTGNNNGGNACCNNNCATNTTCNNTNTNTTNTAAANANNA 
AAANN I I I M I I I 
Sequence 5271 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCGGGATTGGCCATTGTTGATCAACTCAGTTC 

AGCCCCTCTCCTCTCCCTGGAGGTCTGGGGTGGGGCTATGAACTTTCCAACTCTCTAAAC 

ACATGGTTGGTTCCCCTGGCAACCAGCCCTCATCCTGAGGCAATCTAGGTGATCTAGCCA 

TCAGTGMCTTCATAGCATACAGAMTATACATATCACTTTGAAGATTCCAAGGGATTTA 

GGAGATTTGTGTCAGATGCTTCTATCTCTCAGGAAATTACAAA 

Sequence 5272 
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GGTACCGTCACTTGATAAGCTGAAAGGGGTGGATGTTGAATATCACCTAAGTGTCATTGC 

MCCT MAG CCTGTTATCCTCTTTCCAATAGAACCAAAGAGAAGTTGGTATGTAGCTTCT 

CGGCCTTTTGGCTMGATTAANAGAAGTTGGTATGTAGTTCAGATACTTCATTTTCTTTA 

ATTGCACTGACACTAAAGCTTTGTATTTATMCTATTCTGGTTCTTATAGACTATAGGTT 

CTTGGGGMCCCT CTTGT TAAGAGAATTTTCCTGGACTCAAATATTTGATTTTCCATAGA 

GMGMMATTCAGTTTTATTTCTGTATTAMGCATTTCAAGTCCCTTGGCCATAAGTCC 

TCATAGTMCTGCTCAATTAATGTTTTCATMTCATTGCATAATTATTGCCTTCAGTCTG 

TATAAAATGAAAG 

Sequence 5273 

ATATCTGCAGAATTC GCCC TTAGCGTGGTCGCCGGCCGAGGTACGGTAGTAAGAAACCTT 

TGAGATCTTTCTGACTTTTCAAAATTAGAGAAAGCAAATGGGATGGATAG A I MINIM 

CTTTTCMGGGGGGCAGGAAGGTAATGGTTTGAGTAGCCTTTGTTTAAAAAAAAGACTAA 

ATATATTTAAMGGCCACATTTATATTTTTTTCACMGAACCACATMTAMTTCCACTT 

CTTGACCTGAATTTGGAAATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCC 

TGTAATCCCAGCACTTTGAGAGGCCGAGG 

Sequence 5274 

CCCTTTCGAGCGGCCGCCCGGG CAGGTACTTTN M M M II II II II I I 1 1 II I CCTTTN 
n 1 1 II II I II I II II M I II II I I II II I I I II II II I AAAAAANNGACNTTTTNNAAN 
GGAGANTAMNNTGTTTNNANGNANTGGTGNNNANNNGCCANAANNAAAAAANNNNTTTT 
TNGNNNCGAAAAAAAAAGCGTGGTNTTTACATNATNAAAAANANCTTGCNCAAANTAATG 
GTTTMTTANMNGNAAAAANIvriTGGIsn"GAAMTTATGNANANNGNNNANTTNNAAAAAA 
AAANNTGGGG GNNCTTTTTTsI I I M I II II IANNNI MINI I NCTNCATANAATGANAAT 
1 1 1 1 I M M I I NCNNNAANAAAANNNA I 1 1 II I I I I II M I AANNTNACCCNTTTTTTT 
Sequence 5275 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATTAATTGTAAACAATCTGAACAAAGA 

GTTGGCAAACTTTTTCTTAATMGACAGATAATAMTATTTTAGGCTTAGAGGTCACAGA 

GTCTGAGTCACAACTATTTAACTATACTGCTATCGCTTGAAAGCAGCCATTGAAAATGCA 

TATACAMTGAGCATTGCTGTGTTTCMTAGTATTTTCTTTATAAAAACTGTGGGACTGC 

AGCTTGTTGACCCTTGCCATATGAGAAAGTGTAAACTAAAAATAGAATATAGTATTAAAA 

ACATGATATCAGTCTTCAAAT 

Sequence 5276 

CCCTTAGCGTGG TCGCGGCCGAGGTAC I 1 1 II I If II I M M I M M M M M IGTTTTT 

1 1 I I M I I II I I I NTTTTANCCTNNNTNTNTTTTN I II II 1 II M I NAATTTTANTTTNA 

NMTTTNTTAAATTTAAANACTAAAANGTTANTTTTTNTNANAAAAAAMNMCTATNTT 

TGNACATTTCTACCNANNANAANMMTCMGTGTATCANCCATTTACATATTTTTNCCN 

TNGCCCCCTTNNTTTAAACCTNCCCNNGCNNGAAAAGNCTTAAAAGGCATAATTCCAGTG 

GNCCTNGGGNANAATTAANGTTATAAAGTTTAAANACNAAATGGGGNGGGGGGCCTTAAA 

AATTGNTNCMTMNGGTTTTCATTTCTTAAANNMTTGCTT^ 

TTTTTMCTTGGGMGAATNAATTTTTTGGTTAAMTAMG 

TCAMTNGGCAAGTCCMTGTTTMNGTTTAAACCCNCCCTTAAAACCCCTTT 

Sequence 5277 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCGCGGGATCTGTGTCTACAGATATTTACATGA 

ATTGGGTGAACTCCTCTCTTTCCAAGGCCCCAAAAGAACTTGTGGTTCCTGGGCCTGCCA 

GGAAGGTGACTCTCTACTTACCACAGGCCAGGAACCCTGCAAAGGAACTGCATAGACAAG 

GTATGAGGCATCTTTCTMGGGGTTCTCATTGGCTCTATAAAATCAATGTGAATTCCTCA 

AAGCTGTGTGCTCATATCCCAAAACATGCCATTTTAGTCCAAGTCCTAGAAAATAACCAG 

TGCCTCCAATTGTTTCCA 

Sequence 5278 

CCCTTCGAGCGGCCGC CCGGGCAGGTAC I I I II 1 1 1 I II I I I I I 1 1 III 1 II 1 1 I CTTTT 
I 1 I » M I I I M I I I I II M I M II I I II I I I M M 1 1 I II M I II I I I II I M II I I NTT 
NTNI I I M I Ml NM M II II I II II I NNNAAAAANAAAAAAAAN I I M M I I NGGCNNT 
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N AAI l l l I AAAAAAAAANNTTNAAAAAANATTNTNTNAAANCCCNTTTAANAANNAAAAA 
AAI 1 1 I I I I I NCNCCCCAAMMTNAAAAANNCTTTTTNTTTTTTANNNAAAAAAAAAA 
Sequence 5279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCTCACTGAACACGAGAGAGCTCACAAAG 

GAGAGAAACCATACGGGTGCAGTGAATGTGGGAAAGCCTTCCCCAGGAAATCTGAGCTTA 

CTGAACATCAAAGGATTCACACGGGAATTAAGCCCCATCAATGCAGCGAATGTGGGAGAG 

CTTTCTCCAGAAMTCACTACTCGNNGTACTTCTTTTTATAGGACTGGAAGGAAAAGTAT 

ATAMCCGTGATTATTCAMGATTTTCACTGAAMTATMGTTGMCAGGTTTGTATTAA 

TGATTACAAAGTATAGAAMTTTTGCTGTTATTTTCCAGAAGAAATATTATTAATACTAC 

TTTCACAGMGATGTGAMGTGGAGAMCTCCTTTTAGGTAAAATTTATTTGACTCAATT 

ACTGGATTAAATAGCATTAANGAACATACAGTTGTAAAATGTAGAACCATAGAAAATTNG 

CATTTTAAAAAGCATTGCCCTTTTTAAAA 

Sequence 5280 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTAGATACATATGTA 

TACATGTGCCATGCTGGTGCGCTGCACCCACTAACTCGTCATCTAGCATTACCCGCGTAC 

AAAGGCAGGGAGTCCTGGAAGGAGTTTTANCTGATGATGACAAGTTCAGTGAAACTGTCA 

TAGAGTGCTTTGAGACTAGAGAGAGTGCTAGTGCTCTAAAGTGCTTAGAGACTAGTAGAG 

TTACACATA AMGMCACA GTNTGTTCCAGGAACTGCAGTTGTTTCTCTACCCTTTTTCA 

CTCAGTCCCTTTTTCTTTTGATGMTGGCACANMNAAAAAAAAAAAAMTTNTTNNTNC 

CCGGGGGGGCNTTTAAANGGGNAAATTNCCCCCCNNNTGGGGGCCCTTTNTTNGGGGCCC 

AACTTCTGAAANNANCTNGGGGAAAAAAAATNGGCTTNAACCCCATGAGGGGGGAAANTT 

GCANGTGAGCCTGGANACCATTNCCANTTGCANTCCAGCCTNGGGGGACANAANCAAAGA 

CNNCATCTTAAAAAAAAAAAA 

Sequence 5281 

C CCTTTCGAGCGGCC GCCCGGGCAGGTAC I I I II I I I 1 1 I I 1 1 I HI I 1 I II I I I I I M A 
Ml 1 1 I I 1 1 1 I I 1 1 I I I I I 1 1 I I M I I I II 1 1 1 II I I I II I I I 1 1 II 1 I I I 1 1 II II I NA 
AAAAAAAANNNNANNN I I I 1 1 1 I I I I 1 1 NNNNNAAAAANANNNGGGGGGNNAAAAAAAAA 
NTTTNN GGGGGGNNNNAAAAAANNNI I MINI I NNNNATNNNAAAAAAAAAAANTTNTT 
TTTTTTNGNGNNNAAAAAAACCCNCNNTNNNNNGGGGGGGGGGGGGANAAAAAAAAANAN 
GMCCC ACCNNNGGGNGGGGGGGGGNNTTTANAAAAAAAAAAAANNNNNNNTTTTNTANN 
Till TTNNNNNNNNNTTNNNNNAAAAAAAAAMTTTTTNAAAAAAAANGGNGGGGGGGGN 
AAAAAAANTTTTNNGGGGGAAAANNNTNAAAAAAAAAAAGNCGNNNACNNNANNNNTNNG 
GGTNGNN I I I I I II IGGAAAAAA 
Sequence 5282 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I 1 I I I I I I I I I I I II I II I 1 1 I I NTNTNTTT 
I M 1 1 1 I I I I I I I I I I I I I II 1 1 I I I I I 1 1 I I I I I I I NGGGNNAAAAAAAAANTTTNTTT 
TTNNTTNNAAAAAMNGGNNGGNNTATTATNMNAAAMNNNANTTNTTNNGGNGGANAN 
AAAAAANGNNTTCATMNAAMNNGACNAMMCTNGNTTTTTTCTTNCTNNTCCAAGNA 
TAGMNNGNNTAMCGCNGGCAANAMNTTGTGACNGNTTTAACAACCCCCAAGANTTGG 
TCCNGNNNGNGGNGNTTNGNGACCCANANATAMNANGAAGGGGGAGNGNCACATTTTTT 
TTNTTTGGGCAMAAAAMANTTTTTATATGAA 
Sequence 5283 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTCATTGGAGAAAATATCATTCAGCTCTGAA 

AAMGATGTT7TTAMGMTTTTTACTGATATAGGGAGACACTCAGGGTATAGTGTTATA 

TGAAGAAAAAAAATCCTGGTTAGTATANCANNTGGTAAAAGAAAAAAATATGAAGCCAGN 

TATTAAAATAATGTATAGCTGGGTGTGGTGGCTCANACCTATAATCGCAGCACTTAAGGA 

GGCAGAGGTGGAAGGATAGCTTGAGCCCATGAGTTCAAGACCTGTCTGGACAACNACTTT 

NAAATGGTACCTAAAAGTCCTCGGCCGCGACCACGCTAANGG 

Sequence 5284 

CCCTTAGCGTGGTCGC GGCCGAGGTA C 1 1 M II M I I I 1 1 1 I 1 1 N I I I A 1 1 1 1 1 1 1 I II 
1 1 11 1 1 I I I I I I I I 1 | | I I 1 1 1 I I I 1 11 I I I 1 1 I 1 I M I I 1 1 I I 1 1 I I I GGGAANANC 
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CNNNCTTTANAAANNNANTNTTNTNANNNNNCCGGGGNNNGGNTNGAANCNNAAAANCCN 

TAMNNNATTTNANATNTT7TNAMNNMNTTNTTAAAAAMAAMTTNTNAAAANATAN 

TNGGGGNGNCAAAAGAATNTTTNAMANAAAAAAAAACNNNNCCCAAAATTTTNNNTTTT 

AAAAAAANN 

Sequence 5285 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATCTGATGAGTTAGTAGCTGTGAAAACGT 

TTCTCTAGCAAGGCTGCCTGTGAGTGGGATCCCAGGCCAAGCAGTTAACTGCGTTCCAGC 

GMGCAGGT GCCCC GTGTGTTGCTCTGCAAGTCCACATGGAGCAGGATTCCTTATTTTGT 

GMGAMGGATTTTTAGTGCCACGTGTGTATTTTTAACACATTTCCAAMGCATGATTTA 

TTCAGGATTAAGTTTATTCAGTAGAMTTTCCAAGGTATTTTTTTMGTGAGG 

CTGGATGCTGGGGAAGAATCTTTGTTGGAATATGACCCCGCGTACCTGCCCGGGCGGCCG 

CTAAGGG 

Sequence 5286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCTGGTGTCCTTGTGGTCTTTCTCAGGA 

TGGCTTCCTTCTCAACTGTGACAAGTGCAGGTAAGATCCTGTTCCATCTAAATTTAAGTC 

TGGGTTGCTGGGATTAGGGTTTCTTACMGTAGGGAAMGCTCAMGTATTCTTTCTTGT 

GTTTGTTAATGTAGATGATTCCTTAGTGCTCCTTGGCTCGAATTCTCTGCACTAGGTGAG 

GATTGCTGACMCAAGGAATGAGAGATTGATGTTAMGCTATTGMTTTGATATGAAATT 

TAATGTCCTGGAAACATTTGGTAGGTGGGAGGGAGGGGGTAGCATATGCAGAGACACTTC 

GCCCATGTGTGCTATGATGTGATGCATGCTGTTGGMGGACTACTTTAAGTTTATTTTCC 

CTCTTTANGGGAATGAGCAGGGGGAAGGTTATTAGACTTCATCGGCGGAAGCAGGACAAC 

ATATCAGGTGGGGATAGCAGTGCAACAGAAAGCTGGGATGAAGAACTTTCTCCTTCCACT 

GTGTTGTATACAGCANCACAAGCACACACCTACAAGCATCACCTTACTTGTNGGAAGACC 

AACCCAAAAAGCGGAAAAG 

Sequence 5287 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGAGCCCAGGTCGTT G I I 1 1 1 I CCAGCTT 
AGAAGCCATGGCGCACCTCCATTTTTGTGCGCTCTCCTAATGAGG I I I I I I I CTTTCGGA 
CCTGTTTTAGTATTAATTATTGCTTTA 1 Mill I GACCAGTTAACATATTTGAGGGTTAT 
TTTAT TTATTT TTCG I HI I I MCGGAGGATTTTGCCTTTATTTTTMTTATTTGGGATC 
TGATATTTTTCTACTAGTAGATAGGACTCTTGGTTTGGACATACTACATGGATCAGTAAA 
TACCTGGGCACAGGACTTCAAAGCAAACACAGATTCCCCCTCCCCCTTAATATTTAAGAA 
TTAAAAGATGATGAGAAATAAGGACAAAAGCCAAGAGGAGGACAGTTCGCTACACAGCAA 
TGCATCGAGGTATG AGCTATCMCTTTCTTTCCTTTTTGNC I fTTTm I GGGGGA 
Sequence 5288 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATTATGGAGGCTTTCTCAATATCTGCCACTT 

TCACTGCTTTTACCCCAGGGCCTATGCAAAGACAGCGTCCTCT7TTGAACATGGGGAAGC 

CTTGA ACAACTG TAGCACACAATATCACAGCCAAGGCTATAGCCATGCCCTTCACACTCA 

TGTTTGT1TTTTGCTGTTGCTGCTGGTGCTGTTGCTGCTACTTCAGCTTTGCTGCTCTTC 

TTGGAAGGAGTAGAAATGTGCTTGGCGATAAGCGATTGTCTCACCGCTCGGCGATAGGCG 

ATGGTCTTACTGCTCGGCGATAGGCGAAAGTCCCTTCGTGGTTGCCAAGATGTGTCCGGA 

ATTGGTGGGTTCTTGGTCTCGCTGACTTCAAGAATGAAGCCACGGACCCTCACGGTGAGT 

GTTACAGCTCTTMGGTGGCGCGTCTGGAGTTTGTTCCTTCTGATGTTTGGATGTGTTCA 

AAAGTTTGTTCCTTCT 

Sequence 5289 

TAGGGAGTCGACCCACGCGTCCGGAATAGGCTGCGTTCTCTTGGAACGCGCCGCAGAACG 

AGGTTCTGGTGACCCTAGCCGCGTTCCCTCCTTAGTCCTTTCGCCTACCCACCCGCGTAC 

CCGACAGACCCACCCCGTCCTGTGCCAGGAAAGCGCTGCCACCGGCACCATGCCCCACCC 

ATACCCAGCACTGACCCCGGAGCAGAAGAAGGAGCTGGCTGACATCGCTCACCGAATTGT 

AGCTCCGGGCAAGGGCATCCTGGCTGCAGACGAGTCCACTGGAAGCATTGCCAAGCGCCT 

GCAGTCCATTGGCACCGAGAACACCGAGGAGAACAGGCGCTTCTACCGCCAACTGCTGCT 

GACTGCCGATGACCGTGTGAATCCCTGCATTGGAGGGGTGATCCTTTTCCACGAGACACT 
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GTAGCAGAAGGCAGATGATGGCCGTCCCTTCCCCCAAGTTATCAAGTCCAAGGGTGGTGT 

TGTGGGCATTAAGGTAGATAAGGGTGTAGTGCCCCTGGCTGGAACCAATGGCGAGACCAC 

TACTTCAAGGGCTGGACGGGCTGTCTGAGCGCTGTGCCCAGTATAAGAAGGGATGGAGCC 

GACTTTGCCMGTGGCGCTGTGTGCTAMGATTGGGGAGCATACTTCCTTGTTCCTTGCA 

TCATG 

Sequence 5290 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I ) If 1 < II » 1 II I) II I I I II I I fl NGNTTTTT 
I 1 1 1 1 1 I 1 II I I I I I I I I I I I I » I AAAAAAANCCCCCAAAANNTN I I I I I I I 1 1 I I 1 NAA 
A AMN CNNGGGGNNAAAAAAAMANTTTTTTTNNC^ 

NTTTTNCCCNI I I 1 1 I I INNNNTNCCCNTTTTTNCAAAAAAAATNTGNNNNNNNNNTNTA 
TTNAAAMCCNNNN TNNNTNAMAAAA MNNNNCCTTTTNNNANNGGGGGGGNAAAAANC 
CCCNNAAA AAAAA N I I I I I I I I I I 1 1 I I AAAAAAAAANANCCCCCNNGNNGGGGGGGTTT 
TAAAAA AAATTTTNANN NNAAN I I I I I I I I I 1 NAAAAGNCCCCCCCNNCNCCCNTTTTTT 
NAAAAAI I I I I I I I I I I AAAAAAAAAAATTTTCTN I M I 1 1 H I N I I I 1 1 
Sequence 5291 

CCCTTAGCGGCCGCCCGGGCAGGTACAGGGTCATACAGATGAGCTTTGGGGTCTTGCCAC 
ACATCCNTTCAAAGATTTGCTCTTGACATGTGCTCAGGACAGGCAGGTGTGCCTGTGGAA 
CTNAATGGAACACANGCTGGAATGGACCAGGCTGGTAGATGAACCAN 
Sequence 5292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGGCAAGCTCAAAGCCAAGAACAGCTGC 

ATTGMGTAGGAGAAAAAAAAAGCCATTTMTTTCACCTGCCTTTCCCTGAAGGTGGCAC 

AACTTGGCATGATTGGTAGTAAACACCCAACTCTTCTGCTGGGTAGAAAGTGAAAAAAGG 

MGTCCCCCATTCTGAATTTTGGGGGGTCACCTGATGGACTGGTTTCTGTCTCTCCTGAC 

TCAGTG CTGACT GGGAACTGGCATACTTTGGATGCCTGGGGGCTTCAAAGAAAAAAGAGT 

TMCTGCTTTTTGCAGCATCAAGANACTCANCANTGCTGCNGATGGAGGTCGGGACACTC 

ANACANTCANGAAMGAGCGTGTGGTTCTTGGCTTATCCCTTTGGGCANGAAATGGGAAA 

AAGTGGAAAAGTGCATTTAACATTCTGGCTTT 

Sequence 5293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGCCTGCCCTTCGGCTGTGGGTGTGTGTGG 

AAGGCCAGCCCTCACCACTCATGCCACTCTGATTGGGAGCCAGGTCAGCTATCACCACGG 

CAACCACGCAGACCCTGAGGAGCGGGACTGCCCCACAGCACGCACAGACATCGGAGACGT 

CCAGATCCTGAGCAGCTTTGTCAGAGATCACTTACCTGATCTGAAGCCCGAGCCTGCTGT 

CATTGAGAGCTGCATGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnn 

nnnnnC GTTA CTAAGTGGATCnnnnnnnnnnnnnnnnnnnnnnnnGTAATCATGGTNATA 

AGCTGTTTTCCTGTGNGAAAATTGTTTATCCGCTCACAATTCCACCACAACATACTAAGC 

CCGGAAGCATAAAAGTGTTAANAGCCCTGGGGGGT 

Sequence 5294 

CCCTTTCGAG CGGCCGCCCGGGCAGGTAC I M I I I I I I I I I I I I I 1 1 I I 1 1 I I 1 1 I II I I 
II 1 1 If N II IAAN I I I II I I II I MNM I MI N I I I II III 1 1 MM I IIIHI HI I 
TTTTAAAAAAAAMAAAMANNANCNTTTTTNANNAAAAA I I I I I I M I I NNNAANTTTT 
TTANA AMAAM MAANANCCCTNTTTTTTTNGNGGNGGGAAN I ITTTTTTTI NAAAAAA 
NANNNTTTTTTNAAAAANNATAAAAAANTTTNNNNGGGNNNNNANAAN I I 1 1 I I I I I AAA 
NNANGGGGGCNTCANTTTNTTNNNNNNNNAAGNGNGGGGNAAAAAAAAANNNAAGGNNNA 
ANTGNNNNAMNNNCNCCNTTTTTTNGGNNNTNNNNNAAAAAAAAAAAAAAANANNNNCN 
NNTTTNMAAAAAAAAMTTNNNNNNNNNNTNNNNGGMAMGGNTMAAAAMNTTTTT 
TTTNTTTTTNGCAAAAANNAANNNGAAANCCCCNNTTNGGGGAAAAAAAA 
Sequence 5295 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCAAAATTCGTMTMCCTTTTATCATTTTTA 
GAAMCTTTAMTATATAGATAAAAATAGACAATTTTCATAGGTCCTCATGAAGATGAGT 
ATGTTCT GTTCCA AGGGCTTGCATAGAGCGCAAATGTGGTTATAATATAGAACAACTAGA 
CATTAATATTTTTAGGATTCAAMGCATGGAMCCATAAAATGGGCACATTTTACTTGTT 
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TATGCCAAAACACAAATTTCCAAACCAACCTGTATAACTAAAACAGGGAAAAAATTAAGT 

TACAGACTTACMTAACATTTCATGAATTGTAATA7TTACAACATGTTAGTAAGAGTCTC 

TCTTMCATACAAGCTGATAGCTTTTTTCTTTMTCCTTGCTAAAATTTNCTTTT 

AMTCAAACACTAAAGCATTCTCAMNGGCTTCAMTATGTANTTTAAAACTATTTAATC 

CACTTACMGG TGACTC TNTGNCNNGAACNAAGCAATGGCTGGNTCTACTACATATGTNA 

GGTGGNAGGCNTTTTTNAAAATCNTTCAAAAAATGGTTGAATGGTAAAAGCTTGCCCCAA 

GTCCATTCMNTTTAMNGGTGGGMTCCCTTNMGGACCGGGTTTTTGGGGAACCAACC 

CCTTTAACTTGGGAAAGGAATNCCTTGGGCCCCAACCACCAAANGNGGGTNTGGGANAAC 

TNTGCCTTNAAAANCXAGTTTTTCAMTNTTTCCTGCCTTNCNTTAAANAAAAAAAAGGC 

NCCTTTGTAACCAGCCTAAAAAAGGACCGGGCC I I 1 I II III I I I 1 1 

Sequence 5296 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 M 1 1 I I I I I I I I I I I I I I I I I I I GGAGGCG 

GAGTTNNACTCTTGTTGCCCANGCTGGAGTGCAATGGTGCAATCTCAGCTCACCGCAACC 

TCCACCTCCCTGGTTCAAGTGATTCTCCTGCTTCAGCCTCCCGAGTAACTGGGATCACAG 

GCATGCGGCACCACGCCTGTCTACTTTTGTATTTTCAGTANAGACAGGGTTTCTCCATGT 

TGGTCAGGCTGGTCTCGAACTCCCAACTTCAGGTGATTCACCCACCTCAACTTCCCAAAG 

TGCTGGGATTACAGGCATGAGCCCCCCAACACAGCCTCTCTCCTATTTTAACACTNGGTT 

GGTCACACATTCNGNTCCATTCATATCACAGTGCTAGGCTGAGGGACTCAAAGGTGGGGA 

CAATAGGGGAATGGGAGAATGCCATGAAAACATGCCCAT 

Sequence 5297 

CCCCTTTCGAGGCGGCCGCCCGGGCAGGTCCAGCTGGTTCCCAGGCAAAGCCTGTCTGCA 

AAGACTGGAATAAACCTCTACTCAGATGTGCAGACATTCACATATAGCTACAAGAATTAA 

GAATAATCAGGGAAAGAAGATTTCACCAAACAGACAAACNAAGTGGCCAGTGACTGACCC 

TGMGAGATCTAGAAGATGAACTACCTAGCMAAAATTTAAAATACCTGTTTTCAAGAAA 

GCTCAGCTAACTTCCAGAAAATATAMGAAATTATTCAGAAATTTATCAGAGAAATGCAC 

CAGAGACTAAATTAATAATAAAAGCCCTATATCCTGCAGAGAAAAAATCCAGAGAACAAA 

ATGAAAAATTAATACAAAATGGCAACAGCAGAATTGATCAAGTAGAA 

Sequence 5298 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGTATACTTGTTCCATATACTCAGGCAT 

TTACCTTGGAAATGGCCTACACTGAGCCACCGCTTGTGAATAATATTGTCTCTATAGGTG 

TGCMGCATTTCCTGGAAGCTATTGAAMCMCAAGTATGGCTGGTTTTGGGTATGCCCT 

GGAGGGGGTGATATTTGCATGTATCGTCATGCACTTCCTCCTGGATTTGTGTTGAAAAAA 

GATAAAMGAMG AAGA GAAAGAAGATGAAATTTCATTAGAAGATCTAATTGAGAGAGAG 

GTMCTGGTATCCTTTTCCTACCATAAAAACTGAAAGCAGTATTTATTGTGAAATTCTAA 

TACTTACCACTTGGGGGCAATAGCCTTTTATGAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCATTCA 

CMTAC AMTTTATATCTCTATAMTGACTAAMTACTATTGTGTTGGTTTTTCTTTCTT 

T7TTTTCTTGCTGCCACMCAMTTACCACTTACTTAAAGAACATAAGATTAAAGTGATA 

GATTTTAMGCATMMTAAAMAAAMTTATTATCTTACCATTCTGTGGGTCAGACATT 

CACATGACTTTGGCCAMATTTAGATGGTGGTAGACTGTGTTCTTTTCTGGAGGATCTGG 

GGATT TATTTCCTTGCCTTTACAGCCTCCAGAATTCTGGACTTGAATGGGAGTGACAGTG 

TTTTTCTTCTGGTAATGAGCATAGGTGTAGGCTGGTGCAATTAATAGTCACTACATGCAA 

GAAAGCAGAATCAA 

Sequence 5300 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACAACCTTTTGTCCTAAGAGACAGTTAACAGCT 

GGGTTTAGTNTT ACTGG GATTTACTCGMGACTTGTAAAAGTAAATMTGGTGCATTTAA 

GMTATTTGCCTGTTTTGATTTAGTGAGTTTGGNAGGTGGCGGTGGCCTTTCAATGACAT 

ATGGCTTTGAMTTACATCAATATATGCATACAANTGTGTCTNTNNCTTTAGTTCATGCA 

TCAAATTAATTNATAAAGGACCCCTGG 

Sequence 5301 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGTGAGAAACTCTCGAAGAGGACACTGTT 

TGGCTGGGCCAAGACCCAGAGCATGCTCAATCTCCTGAATAAATCTTAGTAATGGGTGGA 

ATATGACGGTAATGTTTCTGGCTCCAGGTTTGCAGACMATTTTGTTCCTCCACCTTCAA 

TTAAGTTGTCATCAGGACCCCCTTGCAGTTCTCCACTCCGACTATAGAGCTCCCTTCTCT 

G TTCTCGC AGATAGGCGCTCATACTGATGGCATGGGAGGACGATTCGAACTTGAAAAGAG 

AAI 1 1 1 I IGGCCTTTGAGGTTTCTTCTTGGCAAAAAAGGCTGCAAACTCTCGTCCAGTGC 

TGGCATAGCTTAGTTGAGCTGATGGTTCANAGGCCGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 5302 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGATTACAGGCGTGAGCCACCGTGCCCGA 

CCATGTAGTGTGTATTTTTGTTTTCMTAMTCTTTGCTTTTGTTGCTTCA 

TCATCACGTGGAGTATACTTTCATTTTCAGTAMTCTCTGCTTTTGTTGCTTCATTCTTT 

CCTTGCTCTG TTTGT GCGGI I I I I I I H I I 1 j 1 1 1 GAAGGTTAAGAAGTTGTGTTATGAT 

ATGTAAAATGATTTTCTGATTGCTATATTTAGATGTGAAATACANATCCACATGTCACCT 

GGTTATGCT 

Sequence 5303 

CCCTTTCGAGCGGCTTTCCGGCAGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGG 
AAAAAAAAANGAAAAAAAAGAAAAAMAGAAAAAAMNGATTTTTTTNTTNTNTNAATCG 
NAATCGNNANGGGGTGGGATAATTNNAANGGGGGGGTAAAAANANNANGNAANCCGGNCA 
ATCTTNAAMNATTNCNNGTNTAAMCNGTNGACCAGGTTTTTAAAAAAGNGTGGGGATA 
ATAAAAA ANGCGAATAAANGGCNCNNTGTTTGNATTCCTACAACNAAAATAATCCCCCNC 
TTTnTTCATTNTAAACCCTTTMNNGGATTCCAAACNCACCTCNAAATNTGGGCNGGAC 
, CTTAAAAAAAAACAAATTTCAGGNACCCAMTNTTTTTCNCANGG 
Sequence 5304 

TCTCNAATCCCCTTACGNGCCGCGTGACACATCTGAATAANAAAAGAGTGNCATTCCCCC 

ANACTNAACTGTNNTCTGTTGTCATGTCTTTTTAAGATGGAAAAAANGCTTGGCATCAAT 

ACTCTGTGGCATATTAGATACTGGACATCTAACATCAGTGNGTGCCATGCCAACAAAACA 

CTTCGGGGAGTGCTATTTTAAAAANGTTTATGTGTGCNAGGCAGNTGTANAATGATTTAC 

TGCNNMTCAANCCCCTTTAGGCTTACGCCATNTTCTAACTATCTAAAAATANNNCTGGA 

TMCAATANGTGTNCNAATGTGNNTATTCTGATCCATAATTGTTTTTTAAAGAAAAANAN 

TGCATATCANAMGAGTATTMNNTTTGCGMTTTMTGCANATTANCTTCNGACTTNCT 

TANCMTACTTGATTCATAGGTNNGGCTCCANTACATTTTTGCTCTTTATTNCAAGAATT 

GCMTTNTGCCTCNAAACAGNCATTTTTTAAAA 

Sequence 5305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCATGAMTTTTGTGGTCTTCCTGACATG 

TTCTTCCGGCATMCGTTGCCACCTTCAGTTGGAAACGTATCCTTATCTAATAATTAAGC 

CCTGGAGAAAMTTMTTTATATATTTTATTMTTACATMGGACATTGTTATTAGCTAA 

GCAGAGTAAGTAAATCGAMTAAMCTTTAAAAATGCCTTTATGGAGAGAATGACTATCT 

CTGAMGCTTGTTTTTAATGATGATAAAATTCATGATCA 

AATTCAGGGGTCA 

Sequence 5306 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGACACTGATATTCAGTGAAAGAGCAGGG 

GGCCACTCACAGAAGGAGTTGTGGCAGCCACGTGCCAACTAACTGGCCTTGCCGGCATTT 

ATTCAGCACAGATTTAATGACAAAGGCATTGAGTCAACACGTGTGTGGTTAATTAATCTG 

GTCACCCTCCGCTGGAGAGAGCAGTCCTATGAATGATCAAAAGCCAGTCTTAGGACCACA 

TGTGTAMCMGCTCTTTAGATAMCTCCCTTACATTCCTTTTTACCTACTCTGAGCTGT 

TAACTCAAGG 

Sequence 5307 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCGTGGGCTACGGTATCCGGAAGCTA 
CAGATTCAGTGTGTGGTGGGGGACGGCAAGTCGGAGGTANCAAGATGGCCCGCCCGCTGA 
GGAAGGCTGTAGTGTCCGGGGCCNAAGCGGACAGGGAATTGGAGGAGCTTCTGGAAAGNG 
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CTNTTGATGATTTCCMTAAAGCCAAACCCTCCCCANCTTTCCNNTTTTACCACCACGGC 

CCCTGATGCTTCGGGGCCCCAAGAAGANGATCGCCAGGAGACNCTGCCAAAGAAGCCCTC 

TTTCGCTTCCCMAGAGAAGTTTTTCCAGGAMCTATTCCGACAGTTGAAACTGGGNTTT 

CNCCAAACCACTGCGGGAGTTTCGNAGAAGGCAATTGAAAGGAGTTGGCTTGANGAAGAA 

ACCCCACCTGGTNGGAAGCANGTTCCCNAAAAGCTCTTCANAAGGCTTNAGGGGAAAATT 

GGGCAAGTGGATATTGACCTCCCCAACMAGAMTTTCACTTTCTTTGCCCTAANAGGAA 

MCACTTMGTNGGATTTNNNCCCAAAMMTGNCCCTGGMCCTTTTNAAAAAACTNCN 

CACCATTTTCCGNAAAGAAANAAACTNNCNCNAAAGGGCCATTGGAAGGGGCTNGGGCAN 

TGGNANCNAAAGGGGGATTG 

Sequence 5308 

CCCTTAGCGTGGTCNCGGCCGACGTACACTGGGTGAGAGNCANNCGTTCCTCTGCCTGNC 

CANTCANNGGNAACACCCNGAANCTGTNTTGTNCTTTGTANGAGCCNCAAANAGTNCACC 

TCTATGAAMCTNAAn'GACAAMTCCCTGMCAGGMNCANNChrTCNTTANTCTATCTTT 

ATTAAGANCATGATGATCCTCTTCAATTTGCTCA 

Sequence 5309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTrTMTCAGTCTTTGCTAAACAGCAGCTA 

TTGCTATTCMTGGAGACGGTGGCCACCATTTCCCCTGCATCGCTCTCCTACGTAATCAA 

GTCCCTGATGGACTCTCTTCCCATAAAAATCCCTGTGTCCTAAAGTCATGGCGTGCTCTA 

TTTCATGGCATTTGTAGAAGCACAGCAGCACTGTGCCTGTCAGGAAAAGTGTGTGCTAAC 

TGCMTAAGCATGATGACTGCCATCACGGTTTTGTTATTCTCTGTCCACCTCCATGGTCT 

CTAMTCAGACAATCTTTAATCTGAAAAGGCAGTGTCCTTA7TCCTCCAGGAAACTGGAT 

MGAMCCCTCCTCATCTAATGAMGTCMGCCCTGTCATCTTACTGATTCTTTCCCAGA 

CCACMTGMAGGCCTGTAGGGMGGCACATGMGAMTTTCAAAGTTCANGTTGGAAGT 

CATAAAAACTAGCCT 

Sequence 5310 

GATATCTGCAGAAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCAACGTTGACTGT 

AATTCTGGGAATTGATGGTGGTTCTGTGAATACAATTGGACACTAGCAATGGGGTAAACT 

GATGGGCATGTGAMTGACATCTCAAATAAAGCTGGTTAGTTAACCCCACTTCCCCGTTT 

CTCTCTAMGAAAGGGAAAGAAGGGAATCANGGAGCCTGTCCTCACTCTTGTTCTGGAAG 

GAMTGCCATGGGCTATTACCCMCATMTGACTMCAGAGCCCCTTTTATTCCGAGAAT 

GTCCTGGTTTATATGATAAAATTTATATCGCTACCCTATCACTATGTGCTACCATGCAGG 

TGACTTTGCCCCTCTGAGCCTTGGTTNCCTCATCTATAAAACAAGTT 

Sequence 531 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCAGATGTGTCTGTCACTTCCCTACATC 

CACCTCTATTGTGGTTCTCATGTTTCTGCCTCCCTAGAGACCATTTCTCTGTAGAGCAGC 

GCTTTCGMTAGAMTACMTGCCAGACACATMGTTGTTTTAGATTTTCTAGTAGTCAC 

TTTAGAAMGTTAAAMGAAACAGGTGAMTTMTGTTTTAT^ 

ATTATCCAAMTATCACTTCMCATCTTATCAAAATAAAATTATTAATGAGATTGGTTAC 

CGTTCCGATAAATAGGTGAACTGAGAGC 

Sequence 5312 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGTGCCTGTAATTCCAGCTACTCAGG 

AAGCTGAAGTGGAAGGATCGCTTGAACCAACGAGTTCAAGATTAAGCCTGAGCAAGGCAA 

GATCACATTTCAAAACAAATAAACCAAAAAGAAAAAAAAAGGAAAGAAAAAGAAAAGTAA 

AATGCTCGCCAGGTCTCTACTGATTAGCTGTTGGGGCACTCCTTCAAAACTTACCCAGGG 

CCTTTATAMTCTACCTTMTATTCACTTCTGTTTGTGTTGAACCTAAAGACAAGCCAGA 

GGTGAMGCTMTGGCCTTCTCAGGTCTTTTCTGANCACACATACTGCCCTGAGCTGTGC 

ACTTGGCTTTCTAGTTTCTCATCCACMTAGCTTTTCAAAAGCTCCTATTCCTCTACAAA 

MCTCACTCTA CAG CTTTTC CTCTCAGGCTTTCAATATCTTATTGNTTGCCCTG I M 1 1 I 

TTTTTCTTTTTTGGGTTTTTTTGGTNGGTTT^ 

AAAGGGGC 

Sequence 5313 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTTCCTTATAAGGAATCAAACTTGA 

CTTACGGAGCCAATAAA GCCCT TGGAAAAACTGGCCTCATATTCTGTATACACAGTCCCT 

GTMGTAAAGAATATCACTTTTTGACMGTGCAGACGCCCCAGGTTTATCTTGGGCCCTC 

AAAAG GAGA GGAA ATTTC ACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGG 

CTGGGTTTTACGGGTTTTACMAGTCTTATCTGAGATTCCTGCTATGGAGCAAAGTTCCA 

TCAGAGCCTACTTAAAA 

Sequence 5314 

CCCTTAGCCGTGGTCCGCGGCCGAGGTACCTTCTTTAGTAGAGACTGGGTTTCACCATGT 

TGGCCAGGATGGTCTCTATCTCCTGACCTTGTGATCTGCCTGCCTCAGCTTCCCAAAGTG 

CTGAG A TGACAGG TGTGAGCCATCAGACCCAGCAI I I I I I 1 1 1 AATTTAAATTTAAATTT 

TTTTTCATTTTTTTGAGAGG I I I I I I 1 1 GTTTTGTTTTGTTGTTG NTGTTGTTGTTGTTT 

TTGAAACAAGTCTNGCTCTTGCACCCAAGCTGGGAGTGCANTGGCATGATCTCTGAACCT 

CTACCTTCCAAGTTCAAGCANTTCTTGNGCCTAACCTNCCAAGTAACTGGGACTACAAGG 

TGCACCCTCCCCACCNGGCTNATTTTmGGTTTMNANAMCAGGGTTTAACCCATGTT 

GNCCANGGTGGGNTTAAAACTCCNGAANNTNANGGNAATCCACCCCNCTTGGCCCTCCCA 

MAGGCCNNGGMTACCNGGGGNNNNCCNCCACACCCCNNNT^^ITTTTNNTTNCNNTTTT 

AAAANNAAAAGNGGGGGGGGGTCNAAATTNNNACCCCNGGNNGGNTTNAAACTCCNGANN 

TNMN NMCNTTTGGNNCMNCCCNNTNCNNNTTNNGGNTTTTTANAAAAAAANNNNNCT 

TTm^NTNNNNNCCCCTGNNAAANGGNNTTCCCCNNCCCCNNANTGGGGGGCCNCCNC 

CCCNGGGNANNGNNGNCCAAAAACCTTTTNNNAAANAAAAAAAAAAAC 

Sequence 5315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGATGCCTCCATCCTTCTCTGGAAACTGCAGT 

TCGACGACAATGGGACATACACCTGCCAGGTGAAGAACCCACCTGATGTTGATGGGGTGA 

TAGGGGAGATCCGGCTCAGCGTCGTGCACACTGTACATATGCTGTTACCAGCACAAACGA 

GTCAAATTCAGCCACAATCACCCGGCCTTCCTGATCATGCTCCTCCTCGCCTATGCCGTA 

AGAAACTTTGAGTGGGCACTGGCGGGAAAGCAGGCCCACGCCACTGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 5316 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACTTGAATAAAATACTTCTGGGCAGTGAACA 

AGGMGCCTGCAGTTGTGGMTGTAAMTCCMGTMGTATTTTAGTTAGAAAATAATAT 

AGCTGTCACCTTATCCTCATCTACTACTTCCTAATGTATACTTAAGTCTCATTTCTCCCT 

GCCCTTGTATATTTATTTGGAGGGTTGTCTATAAATAGCAGTTGGTCCCCTGTATCAGAG 

GAGTCAATTAACCTGGGATCAAAAATATTCAAGGAAAAATA 

Sequence 5317 

CCCTTAGCGGCCGCCCGGGCAGGTACCTAAGAGAAAAATAGGCTCAGTTAGAAAAGGACT 
CCCTGGCCAGGCGCAGTGACTTACGCCTGTAATCCCAAAGTGCTGGGATTACAGGCTTGA 
GCCCC CGNC GCCCAGNCNTTCAAAAGGNNTTTTT^ 

TTACMTTTTAAAAAAAATG ATCTGTTTTTG AAGGCAAAATTG CAAAATCTTGGAAATTT 
AAGAAGGTNAAAATGTAAAGGAGTCAAAACTNTAAATCAAGTATTTGGGAAGTGAAAGAC 
TGGAAGCTAATTNGGCATTTNAAATTCACAA 
Sequence 5318 

GGTACACATGAGGAAATTAAGAATGAGAGAGGTTGAGTATGTCACCCAAGGTCAAACAAC 

TACMTATGGAGAAACAMGCCCTGTTTTGTCTAACTCCAACCCTCCTACCAACTGCCTT 

CAGMCTATAMTGMTCTGTTATTTATTTATTTATTTm 

TCTGTTGCCCAGTCTGGAGTGCAGTGGCATGATCATGGCTCATAGCAGCCTCAAACTCCC 

GGGCTCATGTGATCCTCCCACCTTAGCCTCCCAAGTAACTGGGACTACAGGTGCATGCTA 

CTACACCTGGTTMGTTTTAAMTAMTTTTGGTAGAGGTGGGGGTCTTGCTTTGTTGCC 

AAGGCTGGTCTTGAACTCCTGGGCTAAAGCGAATTCTCCCACCTTAGCCTCCCAACCAGC 

TGGGGACCACAGAACATGTGCCACCACACCCAGTCTGATTTT AI I I J I I I I AACAGCTCA 

AAAG AG GTAAA AANTG AAAAAN AAAAAAAAA 

Sequence 5319 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGCAATAAAAAGGAATGAATAAAAAGAATGA 

AACATTGATATATGTGGCAACTTGAAGGAATACCGGGGAATTACACTGAGTGAAAAGCCA 

ATCCTGAMGGTTACATACTGTATGATTCCATTTATATAATATTCTTGAAATGACAAAAT 

CATAGAAAAATGGAGGACAGATTAGTGGTTGCCAGGGGTTACGGATGGTGGTGTGCAGAA 

GACAGGGGGGAGGTGGGTGTGATTATAAAAGGGCAACACGAGAGATCTTGTGGTGTTGAA 

ACTGTTCAATATCTTATAGGATACATAAACTTACCTAGGTGATTACACTATANAATTATA 

AATTATATAGAATACATCATACCAATATTTC 

Sequence 5320 

ACTTTTTTT1 1 I I I 1 1 I 1 I I I I I I 1 1 1 I I NGGG 1 I I U I I 1 U I II I 1 1 11 1 I 1 I I I I I I 

I 1 1 1 1 n I I I II I I II I III I 1 1 I I NNAANNCCCCCNNTTTTTNNNNNTNNAAAAAAAAN 

NNNGGGGGGGGGGGGGGNCCCNCCNAAAAAAAAAAAANNNNTTTTNNNGGGGGGGGGGNA 

AAAAAAAAAAANNNNNNAAAAAAAANNGGGGGGGGGNAAAAAAAAAGNACCCCCCCCCCC 

C CCNNN GTNNAANACAAAAAAAAAAGGGGGGGGNANCNNNNNNNNNNNNAANAAAAAANN 

TNTTTTNTTCCCCCCCCCCCCCCCGGGGGGGGNAAAAAAAAAAAANCCAGGh4TTNNNNNA 

ACCCNAAAMAAAANMGCTNTTCTTTTTAAAAAAAAAAATI Mill I CCCCCNCCCCCC 

CAANNNCCNAAAAAAAAAAAAAANGGNGNGGGGGGGGNAANNCCNAAANAAAAAAAANNA 

ANGGGGGGGGGGGGG 

Sequence 5321 

CCCTTAGCGGCCGCCCGGGCAGGTACAGTGTTTATAAAGCCTACAGTAGTATGTAGTATG 

TAGTMTGTCCTAGGCCTTCACATTTACTTACCACTCACTAATTCACCCAGAGCAACTTC 

T AGTCCTATAAG CCCCATTCATGGTAAGTGCCCTATACAGGTGGACCATTTTTTATCTTC 

AM 1 1 II I I I I I I NAMNGGAGTTTTGrrTTTGTNNCCCAGGNTGGAGTTAAGNGNTAAfSlT 

GNAACCTTTGCCTCCNGNATTAAAAAA 

Sequence 5322 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCACCACTATGCACCTCCGGMCTTTTT 

CATGATCCCACACTAATCTCTGTGCCCCTTAAACAATAAATTCCCATTCCCTCCTGCCCC 

CTGTGACAAAACGTAATCTTTGTTCTACTTTGTCTCTATGAATCTCACTAGTCTAGGTAC 

CTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNNNANNNANGG 

ATCANAANTGCACTGANAAAATGATGGCTCTTGTTGCTGAGCTGTCCATGAAACAAGCCC 

TAACCATTGAACTCNAAAAGGAAGTCAGGGAG 

Sequence 5323 

CCCTTAGCGGCCGCCCGGGCAGGTAC II II II I I II I M II II M NGNAAAAAA I I 1 1 1 N 
AAAAAAAAI M I I M II I NAAAANTTTGGAAAAAANTTTTNAAAAANTTTTNAAANTTTT 
NAANNNANAAAAAAAN M I I f I M M I AAAAANNCNTTTN M M M M NANAAAAAAAAT 
TTTNANANNNNCNnrmNNM 
Sequence 5324 

CCCTT NGCN TGGCCGCCGNNNACGNACNCNGNGNNNCTNANACTAGACNNNGAATCTNTT 

MTGGTTTTCTNTCNNCMCTCTMCCCCTTCACNGCATCCTGGANAGCCNNCMTTTTN 

NGANCTNNAATAAGCTTGANTGAACATCGGNNACANNTGNTGNNGGGGCISITTNNCCCTAC 

NNTNTNCTTAATNNNAMTCANNANTNTNCTGTGANANANNNAAA^NNCTTTTTGNNC 

NCNCNNNNNNNNNTTNNCCNGATAACGTATCTCTGGAANNGTGCTCTCTCCATTTATAAT 

AAAACTACCCATGCTATGACTACNGACATCANTGGACGGGCAGGNTGCTTANACCAGTGC 

CTGACATATATTTTCGTNACCACGGTGCCGGGAGTCCATTCTGGNGGGCGCAACATTCCC 

TCNNGGGNGGGTCGTATTTNCAGAMTGGATACNTTGATTCCCCTGATTGCTCTNhfTTCA 

CAGAACTNNNACNTTTCCAACCTACNCAAAGAAAANGGGCCTTCCCGAAAGGAAAAGACC 

ACCTGAAGGACCACCANAATGGGTCCATGGCTGCTGTGAATGGACACACCAACAGCTTTT 

TCACCCCTG 

Sequence 5325 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGCAGTTATAGCATTATTAAGCAGGTCCA 
GTGGCAAAGCTGAAGGGGGTAGCACTGAAGGACTCACAGCTTCTGTGAATTGTGGCATGA 
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CAATGTTGTAGTGGATGCAGAACCCTGGTTCAGAAGGAAAATATTCATCAGATACAAATC 

TTATCCTMTTTGATTTCCTTTAGAMTCTGTTTTCCTGGTACCTTATATAATCTAAACC 

MTTAAGAGTAGCTTCCAGGTAACCCGGTTTGAACTTCTTAACATCATCAATATCATGAA 

ACTTTGAGGCTTCAGGATCATTCGCATTGATAGCAATTAATTTCCMTCTGTTTCACCTT 

CATCAATAAGAGCCAAAATTCCAAGGATCTTCACATGAATAACTTCTCCACAAGAAAGAA 

TCTTTGAGCCTATTTCGCAAACATCAATAGGATCATTATCTTCAAAGCAGTTCGTGCTCT 

TATCTTTTTCATGGG 

Sequence 5326 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTGTCCTCCAACCCCTGTCACCACCTTA 

AATACATGGCCAATTGTTCCCTGTCTATAGTTCCTTCGGTGGGCCATCCAACACCAAAAG 

AGGGCMTTCTAATTTACACAGAGTTCTTAGCCTCTAGGGGTTAACTTAACTCTATAATC 

TCCTGCAMACCC TTCTTAAGGT TCTGTMCCTGCATTTTMTGGMTAAGTTTTGATGA 

TTTGATGACTTTCCTTTTATTTTTCTTTTTGAAAA I I I II I I I AACACAGTTCTTAGTGG 

AGTAGGCTTACTTTGTGTCTGACCTATTTTTCTCTTGAGACAAAACAACATTCACACTAC 

AAGAAGGAAAGGATAAAAGGTCACTCACTCATCTAATTCACACTAAATCAAAATGAACAC 

TA 

Sequence 5327 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTAGAAATCCGTAGAAATACCATATCCAG 

CCTCAAAGCATTAATCTCANAAAAAAAAAAAAAAAAAAAACCCCCCCNAAAAAANCCCCC 

CCCNNGGGGGNCCCCGGGGGGGGGGGAAAAGGGNTNCCNNNNAAANNNNTNAAAANGGGG 

NTAAAAMNTTTTTTGGGGNCAANNAAANG I 1 1 1 1 I I I I I NGNNGAAAANGGNAAAAANN 

NCGGGGNNNCCCT7TNNNGGGGGGG I 1 1 I 1 1 1 1 1 I NNCCNAAAANGANNNCNGNTTTTNN 

A AAAA AAANCCNTGAAANNTTTNGGGGGGGGGGAAAAANTGGGGCCCNNGCCGTNAAGGG 

NTTTTNGGGGGGGNAAAAAAAMCCCCCCNGGGGNGGNTTTTTNNTTTCCCGGAAATTW 

TNCCCNNTNANGGGGGTTNNCCNNAGNGNAACCCCCNAAAAAAAANAANNNANNNNNNTC 

NNCCCCCGGGGGGGGGGTTTNAANGGGGGMTTNTCCCCCCNGGGGGGGGGNGTTTTTNG 

GNGGNCCCCNCNCCCCCNACCNNGGGGGGGGG 

Sequence 5328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGAGCTTTCCAGAAAGGGATATGAGGGNC 

CTGGTGGTGNCTTTQGCCTTGNTGNNCTGGMCCTTTGATTGCAGGACTTGCTTAGGCAA 

CTGAMCCCTCCCTTGCTTACAATTCACTCTNGGATCTTTAAGGATCACCTGTACAAGCA 

GTTAATCACCCACCATAGGGCATGATTAACAAAGCAACCTTTCCCTTCCCCCGAGTGATT 

TTGCGAMCCCCCTTTTCCCTTCAGCTTGCTTAGATGTTCCAMTTTAGAAAGCTTAAGG 

CGGCCTACANAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTNACTTTCAGTAAAAATAA 

ATAAAACAGCAGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAATATTG 

TGTTGTGCAGCATTAAAAAAAATCAAAATAA 

Sequence 5329 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCAGACAGGGCATCATTTCTAGCCTTTATAG 

MTATACATGCTTCCCACCGTTTCAGAGAATAAGGCTTATTTTCTTCAATCTGCACAATC 

TTTGCATNCTTGTTNTCTAM 

TCCTITCCTTTCCACATNTGCTGTGCTTGGTCCCCCGATGTTTAGACTTTGATTTTNCTT 
GTTTGCCTTGCTTGACATATTTTCCTGGCCTGGNGTTAATCTTCTTGGACGAATCAAATG 
AGCCTTA 
Sequence 5330 

GATATC TGCA GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTATCTACTTAAA 

GCAMGTTTTG CTTT CTTGAATGACTTTTTCTGTGAGATGMTTTTTGA 

GAAMCATGTCTTTTAGGTGTCTTGCCGATGACTATCCATAGGAGGAATGGCTATCCCAA 

AAAAAG TTCCGCAAAAAAGTAGATGAGTTTC I INI 1 1 IAAGCACTAAAGAACAAAATGC 

ATTrTTCATTAATACAGGCTTCTGATGMCCAGGMTCCTGTTTTCGTAAAGTTCCAATG 

TTGATGAGAGTAAATTCTTAAGCATTTGTCCTAGAGGTGAAAGCAGCTGAATGTTTCTGA 

ACCATCMGAGGCAAACAAACAGGAGTTTGTTTCTTGAACCTGCTTATGCACACAGCTCT 
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TAACTCCTCATGAGGCACACAGCTCTTAACTCCTGATGAACCAAGGATTTACTCATAACT 

TTCTCCTTGTCATGGAGGCTTMTAGACAACAGMTAAATGCATTTCTTGGGCCTCTTAT 

AMCTTG GGMTTCTTAGAAAGCTGCTTCTATTACCAGGCTGNAATAACTGGGATAGTTT 

TTTTITTCTCTTMGAAGGTCTGGTATTMGCC^ 

Sequence 5331 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGCGCTTGCGCCTCTTTCATCTTCCCA 

TCATGGCCCGCCGCCTGTGCGCCTCTGCTGAGTCGTATGTATTTCCCTCCTGACATTTTT 

TTTCAAGMTGTTCCAAGTCACTTTAATGGGCCTCACCAAAAAGAAAATGAAGAATAAAA 

MGAMTTTGCCAAACTATCTTTAATAAATGCCCCTTCACTCTGCCTGTGACGTATTAAG 

TGACCCTCTGAGCTAGAGTCTTGGAAGTCACTTTCTGGTGACCCCTGANCCCCGTTGATT 

TCCCGTCCCGCTAGGGTGCTCTTNACCCAATGGCGGTTTGCTTGGTTATTGAAGMTTTN 

CCGGAAACGTGTGGGTTGGGTGGGTAAAAGGGGCACCAACTGTTGTCAAGCCCTGCATTG 

TGGGGGGTCTTGMGGTCTTGGCTCTTACAAGCTTTGTAAAAATGGAAAA 

Sequence 5332 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGCGTGTATGATTACCAGAGGGATTCAG 

GGAGGGGCCGTGTGTGATTACCAGAGGGAATCGGTGTTACATCCTCTAGGATTCCCTCCA 

GGAAACCTCCTACCTACCTGTTACAGGTAAGGACCTTAGGTGTATTCTTANATGGGTGGT 

TCTCAAACCTTCATGTGTGTATGAATTACTGGGGAGCCAGTGAAAATACAG 

Sequence 5333 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGACCTAAAGTTGGTAAGATGTCATAATGG 

ACCAAGTCCATGTGATTTCAGTATATACAACTCACCAGACCCCTCCAACCCATATAACAC 

CCCACCCCCCGTTCGCTTCCTGTATGGTGATATCATATGTAACATTTACTCCTGTTTCTG 

CTGATTGTTTTTTTAATGTTTTGGTTNGTTTTTAACATCMCTNTM 

TNI II II I ATTACCCTTNGTAAANTATTAAACTTTCAC I (Ml (I AAAAAAAAG ATTTCT 

TCATCTTMGAMCATTTAACCCAAMTNNMCCCNTTACCTATTCMffTNAAATTCCTT 

CMNTCTTTCTTTMTTTCTTTAAANCAT 

TTCTCCCMTTCAAAATTATTATCAAAAATAMAANATCTTTTTAATTAAANTCAATCTN 
AAAMGTATMCCCTTTTATATTTTNMTCCACACACCTTTAATCTTTTTMCCCTTCC^ 
TMCCANAAAAMCAAAAACCATTTTTNNTAAAAAACCCNANGTTACCAACTTTACAAAA 
AA 

Sequence 5334 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCCGGGAGGAAGGAAGGAAGGAAGGAAGGAAG 

GAAGGAAGGAAGGAAGGGCGGGCAAAGAMGAGGGCATTTTTTTAAAATATTATTTTAAA 

AGACTMCTAGGGACCAGCACAGTGACTGACACCTGTMTTCCAGTGCTTTTAGANGCTG 

ATGCAGGAGATCACTTGGAGGTCAGATATTGGAACCACCTGGCANCATAATGAGACCCGT 

ATCTCTTCAAMAAAAAAAATTATTTAAAGAAATAGCTGAGGATGGTGGCATGCCCCTGC 

AGTCCCAGCTACTCAGGACGCTGAGGCAAANGGATTCTTTTGAGTCTACCAGTTTTGAGG 

TGGACAGTGAGCCTATGATGGTGCCTGCAACACCTCCAGCCAGGGCAACAAAANAAAGGC 

CTTGTCTTGTAAAAATTAAATTAAATNGATACTGCAGGGGGAAAAGGTNG 

Sequence 5335 

CCCTTAACGTGGTCGC GGCCGAGGTAC I I I I I II 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I NNAN7TTTTT 
I 1 1 1 1 I I I I 1 1 1 1 1 I II I I I I I I I I I I I I I I I I I 1 1 II I I I I I I I | NAAAAAAAANNTTT 
TTTNNAAMAAAAAAAAAAANNNTNTTNNNNNAAANNANNNAAAAAAAAAAAAAAAAAAA 
AAAAAAN I I I I 1 1 II I I I N AAAAAA AAAAAAAATATN "I I 1 1 I 1 1 I NTTTTAAANNNNGNN 
NMAAAAAMMAAAAAANNTTNT1TTTTNTTTNAATAAAAAAATAANAANAAAAAAAAA 
AG 

Sequence 5336 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATMCATTTMTTTAAATATATCACAATAA 
TTCTTTCTGCCCTCTCCAGTCTAT1TTAAAATCCATCCAGTGAAC I I I I 1 1 1 1 IA CTTTA 
GTTCCTGAATTTTCATTTGI WW I GAAAATAGTTTCCATTCCTGAAATGTCCTATCTAT 
TCATCCATTAGGACTAGCCTCTTTTAAMTCTATTTATGATAGTTGCATTACACCCTTTA 
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TTTGCTGACTACMCTGGGTTTTGNTTCTGNTGACTGATTTTTCTTTTACTATGGGTGAC 
ATTTTCCTGTTT CTTCA TATGATAGTMGT7TTGGTTATATACTTGACAGCATAGAAAAT 
AGACTATAAGTATTTTGGATTCTTGNTTGGGTGAAATGGTAGAGATGGAAAAAGAAAGAG 
ATGTTTCGGATTCTTTTATTTTCCTTGGMGAG 

MATTACTGATGAMAACCANGAGTTTGNGNAGCCTTTTTAACAGGGTGATTCCGG 
Sequence 5337 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 I I I 1 I I II 1 i 11 1 1 11 I 1 1 I I H I II 

CCGMTTNCTGGGGGGTTGGTGGTMTGTCCCCTTTGTCATTTCTGATTGNGTTTTTTAN 

ATCTCCTTTTGCMGGTGTNAAATTTTTTTGM 

TGAAGTCTCTCCAGTATAAATTCTCTAATGAGTTATTANAAAAACT 

Sequence 5338 

CCCTTAGCGTGGTCGCGG CCGAGGTACTTAA 1 1 I I 1 1 I I I I 1 I 1 1 I 1 I 1 1 1 I I I NCTTTT 

I 1 1 1 M I H I I 1 1 1 1 1 1 1 II I I I I I 1 1 I I I II 1 GNNTTTTC I I I I I I 1 1 I 1 1 I I I I I I I I 

TTTTCCCCNAAACNTTTNAAAACCTTNANGGGGGGNNNGGCCCTMTTTTrNTTMNNTT 

TCCCCAATTTANAAAGAAMANTTTNGNNNNGGGNACCCCNCCNCCCCNNTTNNTGNNNA 

NTTTNANTCCNTCTNGGNNAATTGGGCTGGGGGNGGTTTTTTANNCCCNNAAAMANTTT 

TTNCCATTTTTCTTTTTTTAAANNACCC^ 

NNCCTAN AAAAGGGGTTTTCCTTAAMTMNGGNNAGGGGGNGGGGTTTAAAAACCNANN 

I 1 1 1 1 1 I ICNNNANNNNNGNGNGCCTTNNANNCCCNCTCCTTNTNNCCGGNGGGAAAAAA 

CNCNTTTTTANANCCNTTGTNCCCTNGGGGAMTTTTTAANCCCCCCCTT^ 

Nl 1 1 1 I I 1 1 1 I INTAAACNNTTANNGGGNNGGGGCCCCAAAAANNNNTTTTGGNGAAAAA 

NAAAMTTCNCTTTnTTNTCCC^ 

Sequence 5339 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTTTTCTATTGCTTCTTTACCAAATA 

MTACAAGCTTTGCAGTTTAAAACAACAGAAATTTMTTTTTTATAGTTCTGAGGGTCAG 

TAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAGGG 

CTGGTTTCTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCTAGGG 

AGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGTTTCCAGCC 

TCAGGATTCCTMTGTGACTCTGACGTTTCATCTCCCGTTTATGAGGACGCTTCTGATTG 

CTAAGATACATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAAAAATAG 

AAAGAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTANAAGTGGNGACAT 

TTTCATCCCTTGATAATGGATTAAAAAA 

Sequence 5340 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTGACTTGGCAATGTAAGACACACACGTTA 

GTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTC 

ACTCGGGGMGGAGGTATGGTGGCMCACTTTATGCTTAATGTTCAATTCTGCTCCAGTA 

GAACATGG CACTT TN I I I I I I I I 1 1 1 I I I II I 1 1 II I I ACACATTCCAAGTTTG AAATCT 

NTGTGATGCTTTTGAGAGGGATGTGAAGACACTATTCTTANAAAATTAAGACAATCCTCT 

GCCTTGGAAAATMCMCTCAATCTGTTTTTCTANAATGAATGGATAGGCAAATATTATT 

TCTGTCTTTAAMTATTAMGTTATTTTAMTCATAGCATATATGGCACTTTGCTCAAGG 

GGAGGMTGGTGTGGATATAAACATTTTGGAGTAAMAATNTNGCCATTATTGACAATTA 

GTTGAAGCCTGCCTCTTGTTCCTGACAAANACATTGGAATGCAAAAAATTCCCAGGNGGA 

ATCCCCATTT 

Sequence 5341 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCCACTCTGATGCTTCTACAAAGCAGTGT 

CAAACATCTGCCTTGTTTCAGTTTGCAGAGATTTCTTCAAACACTTCGCAGTTGGGTGGT 

GCTGAGCCTGTAAAACGCTGNGGAAAGTCTGCACTCTTTCAACTGGCAGAGATGTGCCTG 

GCATCAGAAGGGATGAAAATGGAAGAATCAAAGCTAATAAAAGCAAAAGAATCCGATGGT 

GGAAGAATTAAAGAATTAGAGAAGGGAAAGGAAGAAAAAGAAATTAAAATGGAGAAAACA 

GATGAAACTAGGTTACAGAAGGAAGCAGAATTTGAAAAATCGGCTAAGGAAAAT7TAAGA 

GATTCTMGGAATTGAGAMTTTTTGAGGCATTGCAAATAGATGACATAATGGCTATAAA 
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AATGGAAGATCCCAAAGAAATTAGAAAAGGAAGAGTTTAGAAGAANATCCCAAATGTTAG 
TCATTTTCCTGATTTTTCTTATTCTGCCCAGTAGCCMGMTAATMTTTAGNGGATGTT 
CCCAGTNAGAAAGGGATCATTATGTGCCCATCCCTCATTGGAAATATTGATCATTGGGGG 
GATCCCCGCAGCCATTAAAACAAGCCCCNGAAAAAGCTTAAAAAAAAAAAAAAA 
Sequence 5342 

GTACAMAAAMTCATTTCAAATMCTNAGGAGGATGATMTGGCTGGACTTTTGTAATT 

CACCTCAAAGACTGTGGGAGAGCCAACTCNAACTTAANCTGTNATAAGNCTGGNGCATAT 

TGGNGGCTTGTANCATTGTAGNGTTTTTTCCAMAGGAAGNGAMTATAAMTGTTTAGA 

TTAAGAACT ATAAAA CTACAGGGTGCCTATAAAAGGTGGCNTNACTCCTTATTGTTATTA 

TACTATCCMTTTTTAAAATGCAGTTTAAAANATMGGCACNTGAGTCTTTGTTCCCGCG 

TACCTGCCCCGGGCGGCTCGNTCGAAAAGG 

Sequence 5343 

CCTMTTGTCCTATTACAGCCTTNCATTNGGGMCAACTGCATCNCTCTTCTTTCTACAT 

TAAACATGGGCTGCACTTTGGTGAACAAAAACACTCAAGTATTGGACCAGTAACTTGGCT 

CCAGCTTCNACTTTGTTTACCCCTTGGTTCAGTGCATTTCTGCTCCATCACGAGGCTGAC 

ATGTGCAGGCAGNTTNGCGGTNAGTNTGTGCGTGCAGAAAAGGAAACA 

Sequence 5344 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGGGTAGAGGTGCNCGCCTGGNACC 
TTGAACANTGGACTTCCCATTGCCTCTGGCTANGGCTGATGTGCTTTNGTATGCTNCACT 
TGGANTCCAACTTACNACCTACAGNAAGGNATGGAANGGTATTTGAANGACTGNTGCCCA 
AAA 

Sequence 5345 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTMTTGCCTTTCTTTTGCAMCTTTTAAAAGT 

CAAATCTCCTGGTTCACAGGAAAGGAAATACAAATCAGTCAAGGGTCTGAAAAGATGCTC 

AACCTCACTTGTGGGACAAGACTTAGAAATTACTACTGCCCTGAGACACCAT7TCTTCAT 

GCATCAGATTGGCAAAMCTTCMCCGTMGATGACACTGGGTCGATGAGTTTTTGTGAA 

AACAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5346 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAMGCTGACAGCACTTTATTTTATTGCTCTCC 

ATTATTTGGTATTCATTATATTCCTTCAGTCAGAAAATTATACTCTCTATGGCACTGTTT 

TTTATCACAAATATGTATATGTGATATTGATATATAACTATATATATTGCCATCACACAC 

GMCMTAAAATAAAGTGTTCTATTMCCTGATCTCTTTGCCCTTTTGCTATGTGAGGAG 

TGAATGAGTGGCCTTCTGATGCTCTGACTCTTCTCTGTATGTCAAACTCATCCCTGGCAC 

MGAMTTCCAGTCATGTGMGCAMCTGCCCTTTGTCCTCAAAGAAATTGTTGAAAAAG 

GAAACTTT7TAMGAGATTTTTTGCATATTCTCTGCCTTGTTCTTATCMCTTGAAATGT 

TGGCATTTTCTNACCTTGTTTTGTTGGCTACMTAATTCMGTATTCATGTCAAAATTGA 

GMGTGCCCTMTTGAATGNGGTTTGMTGTTATCCTTGCACAATTCTTTAAATTGGAAA 

GATAMATGTTTACCTCACTGNTGGACATACATTTCAAGCTTTCAACTCTAGGAGAAAAA 

GMMTCATGTTTTCCTGTTTGGNAMTTTTAMCT 

CTGGCATNTCAMTTTTMTGNATAGMTTTTGCAAAAATTTATGCCTNTATTGNAANAC 

CTMCTGNNTTNTGGGAGGGGGTATGTNM^ 

TTCTGCCTNAAAAAAAAAAAA 

Sequence 5347 

CCCTTANCNNCGGCCNGNCNGNCGGGCACA I I I I I I I I I I II I 1 1 I AAI I I I I AGTAGAG 
ACTANGTCTTGCTATGTTGCCCAGTTCTAGTCTTGAACTCTTGAGCTCAAGCAGTCCTCC 
AGCCCTGGCCTCTGACMTGCTTGGGGATTATAGGGTGTTAAGCCANCCACACCCCANCC 
CTTGAGTGGACATTATTTTCATTACCAAAAAATTTCTNA A I I I I I I GGGAGNGCCCTTAA 
TGGNMTTTTTTNAGGGGGGGTTTTTTNG I I I I I I I CAAAAATGGGCTTTNTTATAACCC 
TCN I 1 I I I 1 i AATTACCTTTNGGGACCAA I UN I I AAA 
Sequence 5348 

CCCTTAGCGTGGTCGCCGGCCGAGGTACTGTTAAAACTTAACTGTATTTAGAGGTCAAAT 
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CCAMTTAMTG GTMG GTMCATGGCTCTTGGAGGATGAGATAACTCATTTTTTGAGGG 
GMANTTAGTATATTTTCATAGTAAGGCAAGATANAGCTAAGGGAGTTTGTGTGATCACA 
CTTAATGTAACAGGACAAAGGACAATTTAGGAGTAAATCTATCCCAAGGAGCTATNCCCA 
G ATC ATAAATG GG CCTCC 
Sequence 5349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCCTGAAGTGTTCATTGAACTCTAAGAGA 

GACAGCTTGTGTATCAGTGGCAGGGTTTAGGGTTCATTTTTTATTCCCATATTAATCCTT 

TMTATTTAGACAAATTTCCTTCTGAGTTTAAGGATAAAATGGGATGGGTTCTGCCTGGG 

CCTGGCCCTCATGGGGACATCAAAGGGCAATGTTGCAAAAAAAAAAAAAAAAATCAGACC 

ATCAGATTGCGTGGGGGGAACCACCCCCATAATTAAATTACCTCCACCCAGTCCCACCCT 

TGACACCTGGAGATTATGGGGATTGCAATTCAAGGTGAGATTTGGGTGGAGACATANAGC 

CAMGTTTfSTrTNTTCAAATTGGAAATTC^ 

GAAMTGMAACNCNATNmNCANMTCAGGGAGTTTGCCAGCCTAATGTATGCTTGGG 
GGGCCAAATTTAAGCCCCTMGAACCCTTTNTTTTTAACCAAAAAAAGAAAGGGCTCAAA 
TCCMNGACCCTGGAGTTTTTCACCCTTTTAAAAAACTTGGGAAGGAGAANGAGGCCAAT 
TTAAANCCCCTTNGTN AG NC AAAAAAAAAA AAAA AAA 
Sequence 5350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTANATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCMGGMGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCGTTGCCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 

TATGAATCCAGTAACAAGATCTATGGCCGATCAAACAACCCATATGATTTACAGCATATT 

GTAGGTGGAAA 

Sequence 5351 

CCCTTTCGAGCGG CCCGC CCGGGCAGGTACTGGGATTATATAGGCATGAGCCACTGAGCC 

TGGCCCTGMGCGTTTTTCTTAANTTGCCCTCAGTGAGATAAATTAGATTTGGCATCTCC 

TGTCCTGGGCCAGGGATCTCTCTACAAGAGCCCCTGCCCCTCTTGTTGGAGGCACAATTT 

TAAGAAT AAGGA GGAGGAGGGAGAAGANAAAATGTAAAGGAGGGAGATCTTTTCCAAGNC 

CGMCCATTTTTGTCACTTACATTGGACCCAAAAAAAAAAAAATGGGCCAAACCTTACAA 

CCCCTTGATGTTTGAAGAAGTTCCAAGTTGNMNGGGAACAAAAAMNTTTTTTGATG 

GCCCAAAAANGGGCTTGNTNTTCANAAAAGCNTAAAATTTAAA 

Sequence 5352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAGTCTCACTAAGCATAAATCTCAGCCTCT 

CCCTTCTGTCTCTGAAGTGTCTGCTTTCAGTTTCAGCCAGAGGCTCCACTTCCCTGCCTG 

TAGGTTGTMCTCTTTTTTTGAGACAGAGTCTCTCTCTTGTTGCCCAGGCTGGAGTGCAG 

TGGTGCMTCTCAGCTCACTGCMACTTGACGTCCCAGGTTCMGCGATTCTTCTGCCTC 

AGCCTCCCGAGTAGCTGGGATTACAGGCATGTGCCACCACACCCAGCTTATTTCTGTATT 

TTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTCTCAAACTCCTGGCCTCAAG 

TGATCCGCCCGCCTCGGCCTTCCAAAATGCTGGGATTACAGGCGTGAGCCACTGTGCCTG 

GCCCAGGTTGTAACCCTTTATMGAMGAMGTTCTCCTTTTTTAAMTTTAAAGATATC 

AATAAT 

Sequence 5353 

TGTGATGGATATCTGCTTAATTCGCCCTTTCGAGCGTTGGCCCGGGCTTTTACAGAGAAG 

CACCTATTGACAAAMGGGGNTTTTCAATTACATCGAGTTCACACGCATCCTGAMCATG 

GAGCCMGACAAAGATGACTGAMGMCTTTAGCTAAAATCTTCCAGTTACATTGNCTTA 

CTCTCTTTTACTT^CAGACACTTACCNCACCCTCATAGMCCTGTTGCATGCAACTTAG 

TTTCACAGCTTTGCCTCTTCTTTTTC 

CTTGTNTAATCAGACTGGAAAATNGGGGATGANGGTGTAAAAATGNATTGGAAAAAGAAC 
GCGGATAAANATCANCAAATGTTGAANGCCCCNAAAAAAAAAGATTCGATTNCNNGGTNT 
TGCTGGGATTnTTACATTTTTATNTMTAAMATGGTTGGTTTTGGGGATAANCCNAAT 
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TTACAAGGGTTTTG 
Sequence 5354 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTATATATAAATTTGGACGAATAGAAGTAA 

ATATGTTTATTGGTGAAAAAGAATTCCAGAAACTAATGGCAGATCCTGAAATCCAGACTT 

GTATCATGTATTMGTGTTATCTGGCMTTAGCTTGTGAGATTAAGGTTCTGCACATGGA 

GCCTTGGTCATCATTTGATATATACACCCGGAAAGGGCCGCTGGAAAACCCAAAGCGTAG 

GGMTTATTAGACCMTTCMCAAMGCTGTATCTTATTCAAATGATTCCTCGTCAAAAT 

TTATTTACCMGMCTTMCACCTATGMCTATMTATATTTTTTCACTTGTTAAAGCAC 

TGTTTTGGGAGGCGCAGCGCCACTGTMTAGACCCTTACGTTCATTGACTCCACTTGATG 

CGAGAGATATATTGATGCAAAATAGGAAAACAGGAGGGATGAGAAAGTAGTTAACATGCA 

CCCTCAAGACTTCAAAACACT 

Sequence 5355 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGCAGGTTGGTGATCCCATTTTTAATGT 

CTTCATTACACATGTGGATCCATTTCTGCAGCGTGNCTTTCAGGTATTCCTGAACTNNAT 

TGGGAATGTNCAAAGGGTTTCCGGAAGTGNTTGGCTTGGAACCTCNGACGATGGGATGCT 

GGCAGGTGTTTTAAACCAGCTGCAGAGNTNTCATCTCTTCCTGCAGGACACCANTGCCCT 

TTCCGGCAGGATGCTGGCCTGTGATGGTCTCCACAGTANNAGAAAGAAGCAAGCCACATT 

GGCAGGGCTGGATCTGGCAGGCAANTCTTCTGGCAAAAGTGTTANAAAAAGGGGC 

Sequence 5356 

CCCTTAGCGTGGTCGCGGCCGAGGTACACMCCACATTACTGGCCTGGGGCCAAGAGAAA 

ATGCACTGACTGATGTGCGGACATGGTAACACCACTGTCTAAGATGCAGATACCTTGACG 

TGTCTCAGGAAATGGCATCCTTTGGGAGTCCCACAAGGCAGCCTACAGAAAAGCACTTCT 

TTTGAMTAAAAAMAGAGGTACCTCATCTACGTTCACMTTTTCCTGACACATGGTCTG 

GATGACAGTTCATCCCTCTCTGTGGCCAAGGTATAAAGCTAAACATCTTGGT 

Sequence 5357 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TAMTGGTATCCTTAGATTAAMTTTTGTGCTTGATAACAGCTGTTTTTTCTACATTAGA 
AATAAGATGCCACACAAGGAACTACATTCCAGATTTAAAGAAATGAA 
Sequence 5358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGTGGGCAGAGACTGGCAGTGAATTACT 

CTGTGCTTCCCTMCGCTCTGCTTTATGGGTTACGTTATCTTCCTTTGAAATGNCCCCAC 

TTGTCAGCCCTGCCAGCTGACATAGGAGCTGAGATAGAGGTAAGATTGCGTCATGAGTTC 

TTTGCCAATGCGGCCAAAACATTGTGGACAGTCAAAGATCTCCTCCCTTGGAACATAGTA 

CCTNGGCCGCGACCACGCTAAGGGG 

Sequence 5359 

GATATCTGCAGAAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNI HIIIH I 



TTTTTTTNNTTTCNGGGTTTCCTNN^ 

GTTAAAAAAAMNTTNMNTTTTTGGGGNACCMGGAMGNATTTANTAMCNTTTTTTC 
CCCAATCNTTTAACCAANCC I I 1 1 I 1 1 I I I I I I I I NCCCNCANTTTAACCAATAAATTTC 
C AAA AAAAATG AAAG N NTTC ACTTTTN ATTTAAAAAAAA AAAAA AAAAANTG CCN AAAAA 
AAA I I I I I I 1 AAAA 1 I 1 1 I I i I I ) I M NAA 
Sequence 5360 

CCCTTAGCG TGGTC GCGGCCGAGGTACAAGGCATGATGAGTCCTTTTGCTTTTAGGCTTT 

TGACT TCTGGTTTTAGACTTTCTCTAGCTTCTGTTGTTAGACMCATTGTGCAAGCTTGG 

TTTTTATAMGTTTGCATGGATTAAACTGAACCTNANNGAAANTTGGCCCTTCCCCCNAA 

MTTCTAAGCACAMTTTTTTAGGGCCCACAAGGGAGTCAAAGCACCTCAAGGGAGATCT 

TCAGTTTGAMCTTTGGTGTAGACACAAGGGATACCTGATGGAATCAAATATTCAAATTA 

GCTGTNACCTACTTAAGAAAAGAGAGGAGACCTTGGGGGATTTCGAGGAAGGGTTCGTAA 

GGGGAGATTTTAGCTTGAGAAAA 

Sequence 5361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCCTGMCTTCTTTTAACCAAACTAAACAG 
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- TCTATTCTTG CCCAAATTCAACAAAAGGCG A AATCCACCCTTGCAATG AGTCAAAAGCTT 
TTGTATCCTACCTGATATGCCTGGAACAGCGTATACGGGGAACCTGTCATACTGGTAGCT 
GGACTCCTTATGGCCCCCCCTTTGTTTGGGGGCCTTAAATGGCTTCCCCAATGACACTCT 
GGGGTTTCTCCCACCAGACAGTTGTCAGCACATATTCCAAATCAATAACAGTGCCCCCAG 
TGMACACAGCACCTTTGTTACTTAAATTACACATTACAGCAATACGATTGTAGTAGAAC 
TCTTCCCCTTCCCTGGGGGGCCCTCTGTGTATGCGGATCCTATGGGTGGTGATACTTGCC 
CCCGAACTGAACAGGGAGATGCACTTGGGGGTGGCCATTAATTCCATTCACTATCTGGGA 
TAATATTTCCCTCCCC 
Sequence 5362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGAAGCCCTTCAGGCAGACCTTCTCGC 

CGATGAGGGAGAGGAACTCCTCAAAGGCGGGGCCGGCCTCCTCATTGTTGTACTGGCATC 

TGCTTGGTTTCTGGGGAGGCCTCCGGAAGCTTATAGTCATGACAGAAGGTGAAGGGGGAG 

CAGGCACATCACATGACAAAAGCAGGAACAAGACCCAGAGCAAGAAGTCACTTATCACCA 

AGGGGATGGCCCAGGCCATTCATGAGGGATCCACCTTTGTGCTCCAAACACC 

Sequence 5363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTAATGTCCTGAGTTATGCTGTGGTGTGG 

AMCTATAGCTGTTACAAAGAGTAAATGATCTGTGAGTCCAGGATTTCTGCTTAAATCCT 

CTAGGTGACGCACTTGAMTTTCATGTTTTTTCTCTTAAAATATMTTTTTNCCT^ 

TMGCTTGAAATTCATTTCAAACATCAGCCTTCAATCTAGCAAAGGTCTCAAGTCAAAAA 

GAGATGTCTCTCCAATTAAGGTTATTATATTCTACTTGGAACCCCGCGTACCTCNGCCGC 

GACCACGCTAAGGG 

Sequence 5364 

GATATCTNGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAGATAAATTAGTGG 

TTACACTGTGTNAAATAATTNCACCACTAAGAGATCCAGAAGCAATGTAGCAATCATTCC 

MTT GNATG TGTACACAAGTTACTTGATCTTTATGATCCTTAANAGATCGATGAACTCTT 

TTTGATTTTAMTCCCAMTATTAACAGTGTTATTTAAGCCCTCCCCTTACCAAATACAT 

ANATGTANAATTTAAATTGACACATGTCTNCTTTTACCCTTCAACAMCTTCTAAAAATT 

G GMCM GTTTACATTTTCCACCTNAAAACAAACTATTTTATTCNCCCCCTNAAAAAAAT 

CTTTTTACTTAAAMMTTTATTATTTACT 

TTTTMNTAATATTNTTTTAGATTTNAMTTTATTCCACCCAMTATCATTAAAATAA^ 
CCATCCCCATTATTTTTMTATCATCTCCTTAATTAAACAAAATCTNAAMTTTTCCCTN 
NANTACTACNCCCTCAACCCTTNTAAAAAACCTTAACCATTTAAAANAA 
Sequence 5365 

CCCT TTCNAGCGGCCGCCCGGGCAGGTNCAGAGAATGAGATGATGAGTCAGATTCAGCTT 

TTTTGAGTTGGAGGTGACTGCATACATCCAGATGGAAATCTCAAGAGGCAGTTGGAAAGC 

TAGGCCCATGGCCAAGGATGAAGTTCACATCTACAACTGGACATTGGGGGCTTTGAAATC 

CAAATGCAGGAATAGAAGAGGAGCATGAGTTGGCTTAAGATAMTTAAAGCTGGGAATAG 

GCCTGTGTGGCCAGGCAGCCCACTTTtGCAGAAATTGTAAAACTGTTAGAAATGCAGGGT 

CAAACTTCTTGGMGACGTATCTACNGCTCCTGCTTCCACCTTTTTTTCCTCCTTCCATT 

GGTGGACCACATCTGTTCACTCAGAAATCCNCGGGGACTGCTACTCATTAAATTCAANGG 

ACTCATTMGTCTTTCMGTTTACCATTATTCCTTTTCCGMGCCAGTTGACACTTGTTA 

ANCCTTTTCCACTTCTCTTCTTTCCTT 

Sequence 5366 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATGACTTCCATCTGMCTTGAAAAGTATTA 

AMTGGGTCMTATTCACATTCTTTTAGATCTCAGGATGGGAAAATGGGTTTGNTCAAAT 

GGATATGGTAAATCTTACCCAATTAAGGAAGGCTMTTTTAGAGTTCTTCTAATTTGCTT 

GTGTCMCTCTTMCTTGTAAAACTGCTGTTAACTCGGTTTAMTTTTTAAATTANTATA 

ATAGAAAGAACACTAAAATACTTACTGGTAACTGCTTACAGCCATTTATCTGATCCTGTG 

GATTACAGAATGCATTCCCTCTTCTGCTGTAGCTTATCATTGCTTTG7TTNGTAGCTCTG 

CATATTTTGCCCACCTTGTCTTCCCTGTAAAGTTTAMACGTTTCCAANGAAAAGCTTCA 

GGGGCTGATAGTTTCTTAACAA 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

425/599 



Sequence 5367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGCGGAGGCGGAGGCTTGGGTGCGTTCAAG 

ATTCAACTTGCACCCGNAACCCACCGTCATGGCCNAGGAAGGCATTGCTTGCTGNGAGGT 

GTMTTGGGACGTTMTACCTTGGCTTNACAAAGAAGGGTTTNTGAAAANAACTTGCCCC 

TTCAATCCCNACNGAATGGNCCCCTAAGGCCAACGGTTNGGANATTTTCCGTCCGGAAAG 

GCCTTGCNCAANAANGCCCTTTTAANAACCAAAGGCCGGCCCCAAAAGGNCC 

Sequence 5368 

CCCTTTCGAG CGGCCGCCCGGGCAGGTAC 1 H U U 1 1 I I I I I U I I I I 1 1 1 I I I I 1 1 1 I 

1 1 1 ii 1 1 1 1 m 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 h 1 1 1 1 n 1 1 n i n n n m 1 1 1 1 

1 1 1 1 M If 1 1 1 1 1 I I 1 1 I I I II I AATANNAAAAAAAAAANNNN 1 1 I 1 1 1 1 1 I NNNNNNNG 

NAACAAAAAAANNAAAAAAAAAAAAAAAANAGNNNNTNNTTAAAAAAAAAAAANAAANNN 

NNTTNTNT7TTTTNANAAAANNTNNANNAAANNNNNNNNNNNNNNTTNNAAAAAAAAAAA 

NANNNNNTNNNNNNNNNNNNNNGGTNANNATTTTTTTATTNAATAAAAAAAAANATNhITT 

NNNAACNANCNNNNNANAATTNTNT 

Sequence 5369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCTTTATCTCTTATTTGACTTCATTATTTG 
GCTTTCAAATTAACAACATGAAAACTATACAGAAATTAGTCTGTGCCCTATAAGACAGAG 
ATTTAGATMTTTGTTCAAAACATGAGATGATATTCAGATATTCTCTCAAAGGCAGGACT 
CCAACACCGCAGGTGGGAAACCAACAAAAGGGAAAGAAAACCAGAAAGGGAGGG 
Sequence 5370 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I 1 1 1 I 1 I 1 1 1 I I I I 1 1 I I I I I GAAACCGA 
GTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCC 
GCCTCCCCGGTTCAGGCCATTCTCCTGCCTCAACCTCCCAAGTAGCTGGGACTACAGGCG 
CCCGCCACCACACCTGGCTMTTTTTTG^^ 

TAACCAAAAATAATCTCNATCTCCTNACCTTTGTAAATCTTCCCACCTTCANCCTNCCAA 

MNGCTTAMTTCCMGCTTTAAACCACCCNNACCCACCCCAAAACACCTAAAAATTTCT 

TATCACCTTTTCATTAAAAAATTAAAGCCCCACCCCCAAAATNN A I 1 1 I 1 1 1 I I IGGNCA 

NNAAAMCTTTTNCCCNAAAAGGATCAAAAATAAAAATTCAAACCTTTTNTTNTTACM 

TTTACCAAGGTTTTNNCCCAAANTTAAAAACNTTTC C I MUM I AAAAAANCNNCCCTT 

TTAA AAAAMTTTTMNCCCCMCCCCCCAAMTTTTAAAAAAAATTTTTCCATTNCCC 

TTTTNCCCCNAAAAATTTTTAAAAAMTCNNTT^ 

MCCCTTTTTCCCAMTTTTTNCCCCMTTTTNAATTG N 1 I I I I I CAANTAAAAAATTTT 

TCCCCC 

Sequence 5371 

CCCTTA GCGTGGTCGCGGCCGAGGTACCACACTGATGTGCCTGCATGTTGCATTATGAAT 

ATTTTTATTTGATAAAGAACAMTGGTTAAGAAACCCAGTGGTAGGGCTCTCATGTTATA 

TAAAGCTAAAAACAAAGAAATAAGAAACAATGAAGAATGAAAAAAGAGACAAGCAGGGGT 

TGTCACATTTTCTCAGTGTAGACAGCGTCTCCTTCTGCCCCTGCCCGGGCGGCCGCTCGA 

AGGG 

Sequence 5372 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACCCAAACCAGAAGAAGAAGTGAAACCTGT 

GAAAGAACCANACATCAAACCTCAAAAGGACACTGGGTGCTACATCTCCTAAAATACAAC 

TTGCACTTAGAATTTCTCTAGCAGTMATAAGATMACCACAGAATTTCAGTTCTTATTT 

CTCAAAATGATTTCTCTGMGCTTGTAGMTMCTATTATATTCAGAGGGTTATCTGCCT 

TCAGCmCTTGTTCTTMTTTTT^ 

TCTCCTTTTTMTCAGGACMCATTTGAAAGATTTTATTGTGCCTCTAAAGGGTATATTT 

GGGGGTTGGGTCTTTTTGTTAA 

Sequence 5373 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTGCAMGACAGATTTGACTTCCAAACAA 

GACAGACATTCATTATAGTTGTCTTACTTCACAATAAGCTACTAAAAACAGTCTTCTGGA 

ATMGATTGTATTAGTGCTCACTAMCATGCATTTCATTTAAACAAGGCAAAACACTTAA 
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TTTGGTCTGCATTACC CMTA TGTTATATACAGCCGTCTTTTTATTTTATCACAATAGGC 

MCAAGATGGGTCTGGTTTTGGMTATGTTACCATTTGTGTTTAAT7TCCAAAGACACGC 

ATATTAGCTCMCTAGTGTAAACCTGTGAAAMATAGCTGAGCCATCTTTTTCCTCTCCT 

CTGTTMTTTATCTTGAAATGTTCACAGCTTTAN 

Sequence 5374 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTC 

CTTGGAGAAGTCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACA 

GGTCACCAGGGTGTGCTTGAGGGGACCGTNGACATAAACGGAATTTCANAAGGCCAGGGN 

AAAGAACTGCAAGAAGTANNAAAGGGTGGATTGTCCCACAAAGCTTCCCCGACAAATGGG 

ATCMCTTGGGGAAGCTATCCATCTTGTGCTTTTCTGGAMCCAGTTTCAAATTGNTAAG 

AGAAAAGCCAANTCANGNAATGAGTTTCTTCCATTTCCAGGACTAACCATGGCCAGAGCA 

MGCATGGATCCTTCTGMTTGCNANAAGTTGGTTGCANGGCCATACAGTGAAGTTANNT 

TGCTTGGTAAAGGACTTGCCAAMTGTTTGMNAATGGGGCTCAMNTTTTGGGGCA 

Sequence 5375 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAAGCTATGAACTCTCTCAAGGAGATTGGAT 

TTATTAACTACTATGGAATGCAAAGATTTGGAACCACAGCTGTCCCTACGTATCAGGTTG 

GAAGAGCTATACTACAAAATTCCTGGACAGAAGTCATGGATTTAATATTGAAACCCCGCT 

CTGGAGCTGAAAAGGGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAGACCAAAGACC 

CAACTGCTGCCCTCAGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAGCTGCTTCGAG 

GACTTTCAAAATATGGAATGAAGAATATAGTCTCTGCATTTGGCATAATACCCAGAAATA 

ATCGCTTAATGTATATTCATAGCTACCAAAGCTATGTGTGGAATAACATGGTAAGCAAGA 

GGATAGAAGACTATGGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAAGGGAGCCACA 

GCCACCTATATTGAGGGAAGATGATGTTAATAATTACTCTATCCATGATGTGGTAATGCC 

cm 

Sequence 5376 

CCCTTTCGAGCGGCCGCC CGGGCAGGNA C 1 1 1 II 11 i I I I 1 1 II I 1 1 1 NC I I I I 1 1 1 1 I I 
I 1 1 I I I 1 1 I I I 1 1 I I II I I I FA ANCNGGAAACTTIsrrTTNTTMCCAMTTTTTTTGTAGN 
GAAANGCCNTTTCCCTTTTAAAAAATGMTGGAAATAMCMTANAGTTTTTAAGGAAAA 
ATATAGTNTTNGCTGNGAAAATTTTCCNGGTMNATGTAAAMTTMTTTACTTTTAACT 
TCANATGCTNTCN Mill IACCC 
Sequence 5377 

CCCTTAGCGTGGTCGCGGC CGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I I 1 ) I I NGGG ) 1 FTP 

MIIMIIMMHI III 1 M il 1 11 HHMMMM UM INI M I M ill I III IN 

NNCCCCCCCCCCNCCCNNNNTTTNAANNACNAAAAAAAAAAAAAAAAAAANNCNNNNANA 

NTTNTACANNNAAAAAAAANGGGGGGGGGNGGGNGGGGGNCNNCNNAANNCCCCNCCCCC 

CCCCNGGGGGGGNGGGGGNANAAAAAAACCCC 

Sequence 5378 

CCCTTAGCG TGGT CGCGGCCGAGGTACATCTCCTCGATCATCTCGCGGAGGGCCAGGAAG 

TAGGGCCCGTTTTCATTTGGGGCTCGGCGCCAGTATAGGGAGCCCCTCGGACATCCTCAC 

CCCGTGTGTAGCCCCAGCCCACAAGGCTCTCCACCATGGTGTGGAAATAGGAACCCACGC 

TGCTTTTGCTGGGGTCCAGGAACTCCAGTGAGAAGGTCTTCCCAAAGCCAGGGACACGTA 

CATTMGTTGCTCAAAAGTAGGTAGATAATGTATTTGGGTTATAAAATAAAGATGTAATT 

TTACTATTTGGAAAGATCACTTCCCTATTAAGAAAACTATTTATTGCCTATAGTGATAAA 

ATTTACATMGTTATTATTGTCTATTGGAATAGATCAGCAGAATATAGAAAATATGTGGT 

CCTAGATATCAMGMCTTTCACTTTAMTATAGGCACACAMCATATTTTTGAGCTACA 

TGMTTAAMCATTTCATACCTCTTCTTTATTCCTATCTGGTTAGTTAAATGTGGATGTT 

GGCTAAAATCCCCATTAG 

Sequence 5379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I II M I II II I I M I I M II I I I I GGGGAC 

GGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGANATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 
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CCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAANACGGGGTTTNACTATGT 

TGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 

ATTTGCTTTACAAGTCCTGCTTAAGGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCC 

M GCATTTGCCAGGG ACTGTCATTGCCNMGATTATTTTTTCTGNTTTG I 11)111 » NGT 

CGTTTTTGi I Mill iGAGACAGCGTCTTAANTNTNTNCCCAAAGGCTGNAAGTGCAANT 

GGCCCCAAAAAAMGCTTGGTTNCAMCCTTTNMNTCCTGGGCTTAAAGCCAANCCTTT 

TMCC TNAAGC CMCTTGGGANNTNCCAGGCNCATTGCCACCCCCCNTTTGGNCTTTTTA 

AANTTAi mm IGGGNNAACAAAAATAAAAANTTAGGGCCTTAGGAANAANCTTGGGTTA 

AAMATTCACAAAAGGGGANTTAAGTNTTCCNANTNAANACAAAATGGGAAACATTTAGT 

TTATTTAATNAGNATNGANAAAAAGGGAAAAA 

Sequence 5380 

CCCTTAGCGTGGTCGCGGCCGAGGTAC ) 1 1 I II 1 1 111 H I 11 II 1 I I IN GG I I 1 1 1 1 1 1 
M m 1 1 M m m M 1 1 M 1 1 M M M II I 1 1 1 1 1 1 II I NGGG NNNNNN AAANANTT7TTN 
NNAAAANNTTNNNNAAAAAAAAAAAAAAANNNNNNNNNNNNNNAAAAAAAAAAAAAAAAA 
AANN GNTNNNGNNANNNCCCCCCCCCCCNAAAAAAAAAAANGNNNTTTCCCCCCCCCNTT 
TmNMNCCCCCCN^ 

ANGGGGGNT I I I I 1 1 I 1 1 IGCNTTtTTCCNGGACNCCCCCCCNAANANNNTTNCCCCCCC 

CCCCNNNGGANAAAACNCCCCCCNNGGGGGGGGGGGGNTAAAAAAGGNGGGGGGGGCCCC 

CNNAAAAAAAAAAAAGGGGN 1 1 I 1 1 1 CCCCCNNNNNNNNGNGAAAAAAAAAANNNNGNGN 

GCCCCCNCCCCCCNGGNGGGGGGGGGGGGGGNGGGGGGGGNTTTTTNCCCCGGGGGGGGN 

CTNNAANGNNGGGNGAAATTCCCCCCCNNGGGGGGGGGGGA7TNTNNANANACCNCCCCC 

CCCCCCCCNC 

Sequence 5381 

CCCTTAGCGTGGTCGCGGCCGANGTACGCGGGTAGCATATTTTCCTGCAATGAAAGCGTT 

TGTGAACTTACCTACAGAAAATGAATTAACATTCAATGCAGA 

Sequence 5382 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCACAGCCTGCGGCGCAGCGGAGG 

CGGACCGCAGTCGAGTCTGCAGAGTGTTGGAATCGTCGCACTAAAGTCCCCTGCAGCGTG 

ACCATGTCGAGACCCCGGAAGAGGCTGGCTGGGACTTCTGGTTCAAGACAAGGGACTATC 

ANGAAAACGCACCAAAACTGAGAACTCANGTGAGGCATTAGCTAAAGTGGAGGACTCCAA 

CCCTCATAANACTTCAGCCACTAAAAACTGTTTGAAGAATCTAAACAGCCACTGGCTGAT 

GAAGTCAGAACCANAAAGCCGCCTAGAGAAAGGTGTANATGTGAAGTTCAACATTGAGGA 

TCTCAAAGCACAGCCCAAACAGACAACATGCTGGGATGGTGTTCGTAACTACCAAGCTCG 

GAACTTTCTTAAGAGCCATGAAACTGGGAAAAAAAGCCTTCTTNTACCATAGCAACTGCA 

AAAANCC AGGC ATTCGAAGGACTTAATGAAGATCCGGGAAAANAGCTTACCCCAGACCCC 

ACCCMGTTTTGAGAAAMCA MTC CCCATTNTGACCCCATNTTAGCAAAGANGACAACC 

CCTAMTGGTCCMTGAAAAATTTTGATTTTTNTTTTGANCCTTGGAGGNAAAAGGAA 

Sequence 5383 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGTCTCGTAAGTTTCTTACTACCCTAATGGAAA 

AGTTCATATATGGTGATGGTGAATATTTGGCCTTAAACCACCAAACTTGCATAAATAAAT 

AGAAAATTATTCTAGGTTGGGCATGGTGGTTCATGCCTGTAATCCCAGCACTTTGGGAGG 

CTGAGGTGGGTGGATCACATGAGGCCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAA 

ACCCCATCGGCACTAAAAATACAAAAATTAACAGGATGTGGTGGCGGCACCTGTAATCCC 

AGATACTCTGGAGGCTGAGGCAGGAGCATCGCTTGAACCGGGAGTTGAGGTTGCACTACT 

GCACTCCAGCCTGGGTGAGAGAGCAACATTCTGTCTCAAAAAAAAAAAAAATTAAAAATT 

AAAAAAATAG AAN ATAGTCTTCTAAAATAG G GTCGTCTATTGTCTGTATTT ACCAAATGT 

TTGGG 

Sequence 5384 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAGGGAACATCTCCGATGGGTGTTAAGG 

TAGGAGTTTCCATGCAGCCCTTTATGTCTGAGAAATAGTCTCCTCTGCCATTGGGGTCCC 

TGCGGAATCTTCTACAGGAATTGCAGCTCTTCACGTCATGCTAGGTTACCAGCATGGGCT 
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TCCCAGAGCAC7TCACTCTGTTTCTAACTCCACTGACTTTTCTGACTTGTTTCTTGAGGG 
ACTTGGAAA AGGGGAAGG TATTATTCATCCA I MUM I CTATTGTTTCTCCTCTGGGGG 
G MATGGTG TTTTGTTTTTGTTTGAGTTTTGTGTTTTAG INN I GGTTTTGGTTTTGTT 
"^^23ZI![T^^^^^^"'^"^'^^ ATTC ACT A AATTTG G G G AT G GTTTTAXT AAAG T AT ATT AAC 
TTCTTTTTAACCAMGCTTTCTGAATATGACCAGCCTCAGGTGCTAGCGCATTAAAGAGC 
MCTAMCCTMTTCCAGTGTCGATTTGTGAMTAATAAAAGCTAATTGAATTTCTCTAA 
GGGTGAGAGAGAACATAATGATGAACTTAAAAAAGAAATTCCTTTT 
Sequence 5385 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGACCATGTCTTCCAAGAAGAATAGAAAG 

CGGTTGAACCAAAGCGCGGAAAATGGTTCGTCCTTGCCCTCTGCTGCTTCCTCTTGTGCG 

GAGGCACGGGCTCCTTCTGCTGGATCAAACTTCGCGGCNACCTCCGGGACTCTGACGGTG 

ACCMCTTATTAGAAMGGTAGATGACAAAATTCCTAAAACATTCCAGAATTCCCTTATT 

NATCTTGGACTCAACACTATGAAGTCTGCAAATATATGTA 

Sequence 5386 

CCCTTCGAGCGGCCGCCCGGGCAGGTCTTTTAGTAACNACCCAATCTAAAGAGCCTTGGA 

GGCTTGTNAAAAAAACATCCACAAMATTCTTNATTTCTATATNANAGTAAAATTAAAAT 

ACTTCTTTAMNAAAMAAAAMCTMATCACCTCANCA7TAATAAACAACA7TTTTCTT 

TTAMCAATMCTCATAATCTTATNACTCACTTTCTTTACTAATTCAAAATTAACAANAN 

MGMCTMACTAATTNTTCATACCCAAAAACCCCAAAATATTTTNANCAAANCTTCAAN 

TCCCTTCMCTNATNNATATTCTAMTAMTTCMGCAAANAMAMCTTTCTTCAAACT 

TC TTTATTC CCATTTCCTTCACCATTCTAOTAAAAAAAAAAA 

TTNTTTTTTAATCAMCTTTTT/W\CCTTTCATANCAAANCCNAAAGAAAAATCACC 

ACTNTCCMTTNAANNCCCATMATTNATCTTTAAANAAAANAANTAATTCTTCCTTCCC 

TTTACAMANTCAAATTTAAANTAATTACTNTCCTTAAACCCTTTTT 

Sequence 5387 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACTCAGAGGAAAAAAGAAATTAAAATTTTA 

GCTTTCTGGAGAGCAGCCCCTCTCTGGCACCATCAAACACTTTTGTTTCCCTTCAACTTG 

GAMCTCTTTAAACATCMGGGGGTTGTGMGGGTTTGGCCATTCTTTTATCTTGGGTCC 

ATGTGAGTGACAGAMTGGTGCCGGCCTGGGAAAAGATCTCCCTCCTTACATTTCTTTCT 

CCNTCTCCTCCTATTCTAAACTGTGCCTCCACAAAGGGCAAGGGCTCTTGGAGAAAGATC 

CTGGCCANGACAGGANATGCCAAATCTAATTATCTNACTGAGGGCCTTTTGAGAAAAACC 

CTTCTNGGCCAGCTCAATGGCTCATGCCTATATAATCCAGTACCTGCCCG 

Sequence 5388 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGAAGCAGCGAATGGAAGAGATGCGGCAGCAG 

CTTCACMGGGGCCCCAATTCAAGCAGGTTTTTGAGATCTCCAGTGGAGAAGGGTTTTTA 

GACATGATTGATAAAGAACAGAAAAGCATTGTCATCATGGTTCATATTTATGAGGATGGC 

ATTCCAGGGACCGAAGCCATGAATGGTTGCATGATCTGCCTTGCCGCAGAGTACAAAAAT 

MCTTATATACCTTTGTGTGAGMAGATATTTCATAATTTTTTAATGGTAAAAATAAATG 

MTATAGGTTGTGCAMCAGCATAAGTGTMTTTTTAGCCTATCAAGGAATGCTGATATG 

ATTTGTTGAAAAACTTGGCTTMATAAATTTTCTAGTGAMTTTGAAMTCATGGAATTA 

TTTGGCMTAGAAGCAGAGTGTTTCAAGTCTAMTGGATGGGAGAAAGCCAAAACTAGTG 

AAATTATGCTTGCTGGGGAATAGGAAAATGAGAACCAGGTGGCAAATGACCAGTCACTCA 

CCAGTTTCTTGGTACAGTCAGAATATAGTCAGAAAATGGGGCCACGAGTGACTTCTATTT 

ATTT 

Sequence 5389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTGACCAAGAAAAAANAGAAGAAACAACA 

CAGGATTCCAACAAATGACGAATTACTGTATGATCCTGAAAAAGATAACANANATCAGGC 

CTGGGTTGATGCACAGAGAAGGGGTTACCATGGTTTGGGACCACAGANATCACTTCAACA 

ACAGCCTGTTCCAAATAANTGATGCTTGTCTTGAATTGTCCTGCCTGCATNACCACACTT 

T GCCTT NATTGCCAAANGCATGAATCATACAAAACTCAATATATAACAATGTTTNTAATG 

MTTTTCTATTAACAAATAGGAAGTTCTTATATATAAAACCTTCACATAACAATNAAAAA 
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AAAGCCGGNTNC ATTAA NAAAAATAAATATCTAACCNTNTAAAGATTCTTCCCNANAAAA 

GCCATAAACAAAATTTTGTAAAAAAAATNTATTCACCCMTTCATTTTCCCCCTTNAAAT 

NTTT CCACTT AAMGTCNCNAGNNCTTCCTMCAMTATTTAAATCCTTTCATTTTT^ 

CAAN TTTTTTACCA AACCCCTTTCCTTMACAACCCCCCCTTCCCNTTTTAMTTNCCCC 

AATACI I I 1 1 I I I I AAANCCAAANTTTTTTNCAMTTNCTTTTCCTTTTTACC 

TATCCTCCAATNNCCCTTNAAAAAAACCAN 

Sequence 5390 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTCTGTTTCGGGTGATGAAAACCTTCTG 

GAAATGGATAATAGTGGTGGTTACACAACATTGGGAATGTAACTAATGCCACTGAACTGT 

CCACTTAAAMTGGTTAMATGGGCAAACTTTTTTGTTATCTAGATTTTACCACAAGT7T 

TAAAAACAGAAGAAAAAAGAAGGCAGAGGTTGTGGTGAGCTGAGATCTTGCCATTGCACT 

CCAGCCTGGGCAACAAGAGCAAAACTCCATCTCAAAAAAAAAAAAAAAAAAAGTATTACT 

AGACATCAAATAAGAAAACATCAACAAAATTAAGTTACACAAATGTATTCCAGAAACTAG 

TCTTTTAATATGTCCTCCAGACAAACTGGGAAACAGCCGCAGCTCCTTCCAATGGTTCAT 

CATGACTT 

Sequence 5391 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I 1 1 1 I I I I I I I I I I I I I I I I I I CTGATAAG 

ACCCGAAAMGGAAAATTCTTTTMTTTTCTATAMTTTAGATGTCTGATCCTCATCTTT 

TTAAMACCMAATGATAAAACATATTTCTTAAACTGTTGGGTTCTGAAAAAGTCAGCCA 

ATTGGAATCAGCTNGTTCACATTTAGAAAATGCAACTGCTAAAAGCTGTGGGATACTGCA 

ATTTAAGCCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAANAAGCATCAA 

Sequence 5392 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAATGTGCAGGTTTGTTACATATGTA 

TACATGTGCCATGCTGGTGTGCTGCACCCATTMCTTGTCATTTAGCATTAGGTATATCT 

CCTAATGTTCTCCCTCCCCCCTCCCTCCACCCCACAACAGACCCGGATGTGTGATGTTCC 

CCTTC CTGAGTC CATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGTGGT 

GTTCTGTTTTTTGTCCTTGGGATAGTTTGCTGAGMTGATGGTTTCCAGCTTCATCCATG 

TCCCTACM AGGA CATGMCTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATA 

TGTGCCACATTTTCTTMTCCAATCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCT 

TTGCTATTGTGAATAGTGCCGCAATAAACATACCGTGTGCATGTGTCTTTATAGCAGCAT 

AGTTGCATGCCTATTTCTAACTGTGGGCTCCCAGGGACTGTCCGCCACAGTTTACTTATT 

CTCCCATCCCAGAAATGGGACCCTTCANGNGGTCTCTGCTTCTCTGGTACCTGCCCGGGC 

CGGGCCGC 

Sequence 5393 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I 1 1 GCCTGAAGC 
MAATATMGGAGGCMCTAGGANACTCACTAANAATTTCCAGCATTTCAACAAGGAAAA 
ATGATATTAGCCT 
Sequence 5394 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAAAATGTCCATTGAA 

GTGGTTTCAMTTCCAMTAGTMTTGGAAMTCCACCACTCGTGTTTTGGGGTAGTAGT 

ATCGAAAMGMTMCCAAGATMTTTGAAMGGCTATTAAAAMTACTTCTCMTTTTC 

AMCTGCATACAGCAGGTGCTCATTCATTTCTTTGTAACATTGATGAGAAAAAGACTCCC 

AGCCAGGGGCACTGTCTTTGTGGTGTTTACGTGTTCTCGCCACACCTGCATAGGTTTCTC 

TGGGTGCTGCAAGTTCTTGCCACATCCCANAAGGTGTGGCACGTGAGGTGAAACTGGTNT 

GTCTTCACTGTCCCAATTCTGAGTGTGGGTTGTGTGAGTGGCCCTGNGATGGAATGGCGT 

CCTGTNCAGGGCTGGGTTCCCTCTTTGTGCCCTGAGCTACTGAAACAGGCTTNAGCTNCN 

CATGACCCAGAACTGGAATTAATTNAGTAANTAATTTATCC I III! I ATTCATCTTTNCT 

TAMTGTATGTMTANGCTCACCATTTANTTTCAATGTTTAAATATTA 

Sequence 5395 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCCGATTTCAAGAACTGATGAAATTAGA 
AAAAACACCTACAGAACATTGGATAGCCTGGAGCAGACCATTAAACAGCTCGAAAATACA 
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ATCAGTGAAATGAGTCCCAAAGCCCTAGTTGATACCTCATGTTCTTCCAACAGAGATTCT 

GTTGCAAGTTCATCCCACATAGCCCAAGGGGCCTCTCCCCGACCCTTGCTAGTTCCGGAT 

GAAGGTCCCACTGCCCTAGAGCCCCCTACGTCGATACCTTCAGCTTCACCGTAAGGGCTC 

CAGCGGGGCCCCACAGACGAGCAGGATGCCTGTCCCCATGAGTGCCAAGGAACAGACCCG 

GGAACCCTGG 

Sequence 5396 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAAGGATATCACTGACGTGGATGA 

MTGAAAGTTCCAGATTGTGCAGAMCTTTTATGACTCTACTCTTGGTTATAACTGACAG 

GTATAAAMTCTTCCCACAGCTTCCCGAAAGCTTCAGTTCCTGGAGTTACAGAAGGACTT 

AGTAGATGATTTTAGGATACGATTAACACAAGTGATGAAAGAAGAGACTAGAGCTTCCCT 

TGGCTTTCGATACTGTGCAATTCTTAATGCTGTGAACTACATCTCAACAGTACATTCTGC 

TATTTTGGGGMTATTACTCTATAMTGATAGGTCAMTCGGTTGACAGTTTTTTTCAAG 

TCTTCTGTATACTTGCTG A I I I I I 1 1 I I I I I I I I I GATCTTTGNCCTATCAACAAGTGAG 

AGATGATTGTTNAAATCTCCAAATATAATTATAGG I I I I I I GGTTC 

Sequence 6397 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCAATTAGAAGTTGTCATGGCAAAAGAAAA 

CCACAGCTGGCCTGCCACAGCCAACACAAGAACCANAAAATGGTAGATGAAATGAAAGGA 

ATANATGTGGGGTTTATTCCTTATTATAAAAGAAAAAAAATAATTNTTCAGCAGTCTTAA 

CMTAGACTTCMGATNCNCTAATTACAAGTGTTTTGACTCCANCCCTGTCCCCATCTCC 

TCCMGANCATAGGTNGGAGACAGTTTTGAAGCMNCMTNCNATTTCTGTNNAAAAATT 

NACCTNGAAANTTCTACAAAATTTTGGATTTAMNATCTTAAACTTTCCTATANNTTTTT 

GNI I I 1 I I IAAAAAA 

Sequence 5398 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTAACNTGGNCGCNGNCCAGGTACATNGCG 
ANCCTTGCNTACAGNANANAAAAANTCCTACACATCTCGANGCCNAATTNNGNCNGNTNA 
CNGNNTACAGAAACTGTGCGGGCATCACGCTNCTNAGGACTNAGATTATCAACTGNCTCC 
CTGACTGGGCTCTTCTNTCTGAAATGACGACTNTTACTGTGTCCATACCTATNAC 
Sequence 5399 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACANGCNCATGTGCAGGNCCAAGCANGCAAGCA 
CACTTTNNTATNTGGGCAAAAGGAAGGGTCTAAACAGTATTGTTCACAAGGCCAAAATAG 
AGCAGTACACCANATTTGGATAAGTGGGAAGAMTTNAAAAACTNAAAGCATCTNTTTGG 
GCCTT 

Sequence 5400 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGACACGGGAGCAAGATGGCGATTC 

CGGGCAGGCAACCTCTGTGAGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGCAGGCCAT 

GAAACAGACCAAACTGGAAATCCAGAAGGCCCTTGCAGAAGGTGCTACTGTGTATGAATA 

TGACAGTATTTATGATGAMTGCAGAAAAAAMGGAGGAMATMTCCCAMTTGCTTTT 

GGGGAAAGACAGAAAGCCCAAGTATATTCACAACTTGCTAAAAGCAGTTGAGATCAGAAA 

AAAGGAACAGGAAAAAAGAATGGAAAAGAAAATACAGAGAGAACCAGAAATGGAAAAGGG 

GGAGTTTGATGATAAAGAAGCATTTGTGACATCTGCATATAAGAAAAAACTGCAAGAGAG 

AGCTGAAGAAGAAAGAAAGAGAAA 

Sequence 5401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTGMGCTCTTTATCACTTTGACCAATTGG 

ACMTTGGCTGAGGTCTGGAGGCTTCTTCCTCCAGAGATTGCTGATCTCACAAAAGTTTG 

TGGTTGAGATCTGAGGTTTACTCTGCTGMGAGCTCCTTTTCTTAGAGTTTACTGCTTCT 

ATGATGMGAGCMTCTTCAGCTTGGTCCCCATCTCCMTMCAMCTCATTTGGAGTTT 

CATTTTGAGATrTGGTAGCTGMGATCMGGTTTACTATCAGCTGGCTCTGACCTCTTCT 

TATGCTCAGAGATCTTGACTGTATTTAMCTGTGTGATCACTTTCTCAGCTTTTTGGGGT 

TTTTTTTACTACCTAAGANGTTTCATTTACA 

Sequence 5402 

CCCTTAGCGTGGTCGCGGCCGAGGTACI I I I I I I II II I I I I I i I I I I I I 1 1 I < I II I I I 
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TTACAAATTCTTCMCTTTATTAAAACATTATC 

GTTTTANCTCATCANCTATGGTTACTGNATTTTATGTGTGGCCCMNACAATTNTTCCAA 

CATGGCCCAGGGAAGCCAAAGGATTGGATACCCCTGAACTATACCCTAGGGTGGGGAGTG 

GCTAAAACCCCTAGGCCAGGGTCTTTCCCCACTGAGGCCATANGNGCTTCCCCATGGCCA 

ANACAGTGAGGTNTTTAANAATGGAATTACTNGGCTTAAAAANCCAAAGTTGACTGTNAT 

ATNTNCMCTNTGGCTCCTGT1TTGNAMCCNAM 

NAAMTNNCAANATTCNTGNCTTTTGGGGAGTTNTNNANGNTTtNGAANNGGNNNANNAN 

TNCNNNNNNANNNTMNNNNNNTTNNTT^AANANNNNNNCmTNANNNATNNATNATTT 

AMNGNANNNATGATANANTNNTNGNANNNGNNNTGNTTNNNNNTNGTTTTAANNTCTNT 

NNNNNNNNNNTTTNNNATNNNNNNNTNTNANNNNTNNNNNTNTANANNNNNNNATAATNA 

NANTNNNNNNNATNNAAGTNNNTNGNNTNNNNNAAAANANGNGANTAGATNANNTGNANG 

ACCAATNNNTTTAATNNANTGNNNTNTNNCCCTNGTCCCCC 

Sequence 5403 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I H I i 1 1 1 1 I I I 1 1 i 1 U i H I IGTT 

j j i » n 1 1 n n 1 1 u 1 1 1 n 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 n i iantnttttttt 

< I 1 1 II 1 1 1 MTTTNNANNNGNGGGGNGNNNTATNNTTTTAACTTTATATAAAAAAAACA 
ANh I I I ATNTNTNAAATNNNNTAANAAAANCNNANNATTAATANAAAAAAAAATNTNAT 
TATTTNANTTACCCNNANAAAACMNTTATrTATTn"ATCTTCTCANCAAAANAAAAAAA 
Sequence 5404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTAGATTGGCGTGCTGCAAACCAGC 

TCTAGGCGGCTCTGGCCCCAAAAGGAGCATAAACCAGGGACTTTGATATCATGCAGCAGA 

AGACCAMTTATTTCTTCCAAGCTTTGAAGTATAGTATTCCTCACCTTGGAAAATGCATG 

CAGAAACAGCATTTGAATCACTATAACTTCGCTGATCATTGTTACAATAGAATAAAATTG 

AAAAAATATCACCTAACCAAGTGTCTTCAGAATAAACCCAAGATATCAAGAGTTAGCAAG 

AAACATCCCAAGTCGGAGCTTCTCATTGTAAGGGATCTTCAGCCTGTTAAACAAGAAAAC 

CGAAAAAAACCCCTTTNCAGAAAA 

Sequence 5405 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTACAGGCCAAATGCTGGCACAGCTTACACATC 

CATGCCTGCCAGAAAAGGCAAACAGGGAAAACATGGAAAAGCCCTGTGCACAGTTAATCC 

GAAGGCTGCACAAAGACCAAGCTCTGCAGTTCTCAGGGATGAAAAAAAGGTTTAGAAGGG 

TGACGGTTGGCATGGiMGTGTGCATMGTTGTTGCAGCMCACTTTCAGGCATCATTCTG 

CATTTAGCAGGAATAAATTNAACTGCCAAAGAAAACCCACAAGGAAAGGACAAATAAGAC 

TGAAGGTGGGGCTCCCAACAGCTTCTGTTATCAAAGCACAGAAAGGTGGGGTAGGGGAGA 

CCAGCACAGAAAGTTTCTATTTGATGACAGTGGMGTTATTCACTGTAGTTTTTT 

Sequence 5406 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAGCCACTTTCATACCTGCCTACTATTAT 

GGACT GCAGAGTMTGTGGCCTATATCMTTTTTTCAGGATTGTTCTTTTGTTTGTTG^ 

TT7TTCATCCCTTCCTCCCCCATATTTTTCTCTTCACAGGACATGAGACTTCACAACCTG 

CTAAAAATGAACTTTCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGT 

CAGATGACCTTTCCTGAGACTGGAGACTCATTCTGTTGTAAAMTGCTTTCTCCAAAGAT 

GTTAAAAAAGAAAAGGGGAAAATGTTGAAAGAAAAATATCTTGGGTCCCTTCAAGATGGG 

AACTGCTCAGGGCAAATCTGCCTTCTATTCTATTCAAG 

Sequence 5407 

CCCTTTCCNGCGGCCGCCCNGGCGGGNACACGTNNACAAAAAANNNTCTNCGTGCCTAGN 

NTNCTTGCTNTCCNGTGGCCTANAAACAAGCNTAANNGGCTNGAGAATNANGCNCNNANT 

GTGCAACGGAAAGAATCTTTGNCTTATACTAGNGNTCTTATAAATATGACCCATANAATC 

ATNAAAACAAAATGAAACAGCCTGGGGATAACAGCAACGATGGAGGGTTCCCAGGAGCAC 

NNCGGGATGGGAGATGGAAAAGGACATCANTCATTNCCTGTGGNNNGNCNNCTGNTTGAC 

ATGGGCCATCTCATTCMCTTCCTTMCACTTGANMTTAGGTATTGGCATCCCTGCTTT 

AGATGAAGAAAACCAAGGCTCAGCGTGATTAAATTGNGCAACTGGAATGCTTGCANAACC 

AAGATTTTTCATACTGGTGTGNACCTNGGACCGCGACCACCCTTAAGGGCGANNTCCATC 
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ACACTGGCGGGTCGTTTNCTANTGGNGNCNNGCTCGGGTCCAAGNTANGNGGTNATCATG 

GGTCNCTAGCTNGTTTCCCGNGGGAAAAACAACCAATTGNTGAATAATGAGCNCTANGAA 

NTTCMMTTACCACATGTTTCNAAAGMATGGGGGTGCCCAGGTTTTNAAATTCCCGNT 

TTTGANCNNCCCCCTTTNCAAAAGAAACTATTTTT^ 

NNGGGGAAAAGG 

Sequence 5408 

CCCTTAGCGTGGTCGCGGCCGANGTACAGCATTCTGGAATAAAGCAAAAGAGTGTTCATT 

CACACACACAGTAGCTTCAMACTGTTCGATCTGTTTGTTCCCATGTAGTTTTCTAAAGA 

TGGAAAAAAAGGACTTTNGGTCATCAAGACTACTGTGGCCCATATTAGATTACTGGAACA 

TCTMGCATCMGTTGTGTGACCATGCGMCAAAMGACmCGGGGAGTGTCTATTTTT 

AAMA GGTT TATGTTGTGTCCGAGGCCAGTTGTAAAAAGATTTACTGCAAGAAATNAAGC 

CCCACTTTTMGGCTTMGGACCCAGGGTTTCTMCTTATCTTAAAAAATTATTGGACTG 

GATMCCA AAAMAGTGGTTTCTTAAMTGGTGGGCNTATTTCTTGATCCATTAANTTGG 

I I 1 1 1 1 I I I AAAAAGG AAAAAAAAAAAATGTTTTT 

Sequence 5409 

CCCT TTCG AGCGGCCGCCCGGGCAGGTACTTAGACCTAGTGCAGCCTCTAGGAAAAGTCT 

TGCCTTTTCATTAGAGAAAACAGGACCAAGGTTTCAGTTTTCAAACAGCTGTTGTTGAAT 

GTGTAGMCCCAGTTCCATCTGTTTTGGTTCATTGTTACAGMCTTAGTCCAGTCATTTG 

GGCT AAAGCCAACCAAAAGCTTAGTTGCCTTTCTCAACAAACACTGGTACGCGGGGTCCA 

TTTTGTCGGTAGAGGCAGAAGGAGAAGGTCGGGTTGTAGAAGCTGGGGTGGCCGGCAGCT 

CGCTCATCGGTGTTCGTGGGC7TTGTCGGTCCGTGCCTCGTCTCTCCCTGGAAAGGGAGG 

GAGGCTTCGACGTCGAGAGGGAGCCCGCTGCC 

Sequence 5410 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGC 

AGAMCCGGMCCAGC ATGGG GAGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTT 

GGTTATAGTGCTMG CATTT TTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAAT 

AGAGGCTGACAGCAGTTTTCAGATGTCCGTGTGTTCATGCACGCAGTATGGCCCAGGTAA 

GTTCMMCCTTATTCTTAGGCTATTTCGATCAACCCTGCCAGGCMTTTTAAATTCTTG 

GTGATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACC 

AGCTTCGCTCCGCTCTGCAGAGGCTGTCTCATCTTTTGTGATCTGCAMTTCTTGCTTTG 

GTCTTCATGTGMCTCTCAGGGAATTTGAGCAGTTCAGTCTGTTACCAANTGTTNGTGAG 

CCTACCTGGTCATTTAACTTGTTGCTTTTGTMCCGTANGCTTTTTGGGTTGTCCTCAGT 

TAGMTTNT GGGAC TTTCCTGAACCTTCTGTTTTTGGTTCTTCCCTTGAMGTAAACTGG 

MTTCTNGGTTTTTNCACAGGAATTTGCCNATAWGCGGATCAAGCMTTGGTCTNTCAAG 

TATGCTNTCTTGTNCCCGGCAAGNGGCTAAANGCTTN I I I I I I I I GCAGGNAAANAGGAN 

ATTNANATTTANCCCNGAGATCTAAAGNTGMN^ 

NANCNAAANCNCCCTANTTTCTAAGGTCTTANCTTCCCCTAAAAAAAAAAA 
Sequence 541 1 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGCGGGATTTTACCGCGCACCAATAAAGAGACT 

GGGGAGAMCCAGAAAGGAGAGCACGTTCCGTAAAAACAACAACTACTAGTCGGCCGAAC 

TCCMGCGTGACCAGCTTTCTGTTGGGMCACTCAAAGGGCTTTTTTCCAGACTTCAAGC 

TCCCATTCCAACAGTAAGAGCTTCTTCCACATCACAGCCCTTGGATCAAGTGACAGGTTC 

TGTGTGGAACCTGGGTCGACTCAACCATGTAGCCATAGCAGTGCCAGATTTGGAAAAGGC 

TGCAGCATTTTATAAGAATATTCTGGGGGCCCAGGTGGATAATATTAATGCAGCTGTGAT 

GGATTTGAAAAAAAAAGAAGATCCGCAGTCTAAGTGAAGAGGTCAAAATAGGAGCACATG 

GAAMCCAGTGATTTTTCTCCATCCTAAAGACTGTGGTGGGAGTCCTTGTGGGAACTGGA 

GCMGCTTGATTTATATTTGCAAGCAACTAAATTATTGAC 

Sequence 5412 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCAGCGCTGAAAAGATTTTGTCTAAAAATG 

AAMGGCAGCTTTCTTAAAGACCAGAGTTATAGAGTCACTCTTGTATTTTTCATCTTGTT 

TTAGTGGACCAMGCTCAGCTTGTTTTAGTGGACCAAAGCTCAGTAACTCACTCAGATTA 
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GAATCTATMTT CTGTT GAGTGTTCAGGACCACAGAAGTCCTCCTGGGACTTTCTATGGA 

AGTATGTGCAGATTTTCCTCATGGAGCTGGGCGTGATGGTGACCGGGCTTGGCAATGTCT 

TTCCGCTCTGTCTCCTGGAATTGGGTGTCTGGGATGACGGACTTCGTGGAGATGGATTCT 

CAGCCTTCCGTTTGGCTGCCATGGCCMCAACCAGTTTTTATTCTCTGGGGAACTATTCT 

CTTTGCCTACCATT 

Sequence 5413 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGA 

GTTGATCGACTCCAGCGACTTTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGA 

GCGGGACGGCCCCCAACCAACAGCAGCCGCTAAGATGGCCGGGGAACGAGAAAGGAAAGA 

CTTCCCACAATGCAAAGCTCTTCACGGCAGACCCCGCGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 5414 

CCCTTANCG TGGT CGCGGCCGAGGTACCTCCCTGTTGACCTACTTTCATCCCCAGTTGGG 

GTGTGGTGCTTTTAAGATATGTCCATAMTTCTTTGCTACTGCTCCATTGGGGTAGAGGT 

ATGTGTAATTCCTCTCTCCTTGANTGCAGGCTNAACTTAGGGGCTNGCTTCTANCAACTA 

GGATAAGMNTGACNGTGTGTCCTTTCCAAGACTATGTCTTAAAAGGCACTGCAGNTTTC 

TCCTGGCCCTGCCCCATGATCTCTGGAATCAAGCTGCTNANGGAGAAGCCAAGTGTCATG 

GTGTGAGGACACTCATGCTGCCCTACGCAGAGACCCACATGGGAAGAAACTNANGCNTCC 

TGCCAACGGCCACMAGAGAGAMCTTTGGAANGGGGTTTCTCCACTTCACTGACTGCAG 

NCCCTGTTCAATNTNGACTGTACCTTCCTTTAMCCATGGGGCCAAAACCATTTTGTTNA 

NGGTCCCCCCAAI 1 1 J I IACCC 

Sequence 5415 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAGGAGGCTGAGGCAGGAGGATCTCTTGA 

GCTCTGGAGTTTGAGACCAGCCTGGGCAACATATTGAGACCTTGTCTCAAAAAAMGAAA 

AGA MAGAA AGAAATATTMTANTATTTTAATTGGGCATTGAAAATGGGACAATATCAAT 

ATACATTTTAAAAAAAAGGAATANCTTCATCAAAAGCCAANGGNAAAAAAAACCATNATT 

TMTATTMNGGCTNACATACAACTCTMTTTTTANGMGGAAAATTGCANAATTACCAN 

TAMTTNCTTAAAAACCAGTAAAACMAAAANCTTTNAAATAAACTNTATTCAAAATATN 

ATCATCCTTTNAAAACCAANGAANTTTTAAAAAAMTTATTTTMCATTNm 

TTCC CNNMT AATATACCTCTCAATCTAMCCTCTTTNGAAAAAATCCCTAAAAACAANT 

TACCAT TTTTANAAMAAAAMCCNTACCTTWTTTTCCC 

I I I 1 1 I NAATTAAAAAAAAATCCTNTN Mill FrAAAA 

Sequence 5416 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAA N I I I I I N I I I I I I I I I II I I I 1 1 GAGA 

GGGAGTCTCACTCTATCACCAGGCTGGAGTGCANTGGTGCAATCTCAACCCACTACAATC 

TCTACCTCCCAATTCAAACAATTCTCCTACCTNACCTCCCAAATAATTGGAATTACANGC 

ACATCCACCACACCCMCTAATTTTTATATTTTTMTAMMCMNATTTCACCATTTTA 

ACCAAAAAAGATNTCAATCTCCTAACCTATAATCTACCTNCCTNAACCTCCCAAAATTCT 

TAAMC CACAA ACCTTMCCCACTNCACCCCACCCTTTNTATTCTTCAAAAAAANTTTCA 

AAAT CAl I 1 1 I NACCANACNTTAATTAMTTTTMMCCAACTTNTTTTTATAAAAAATT 

TTTTCAANCCCTAAAAACTTCCCAAAATTCACAAACCCCTNAANNCTTACCAAAAAAACC 

TNTCCCTTMCTTMNCCAMAMCCT™ 

CTTCCCNAMCCAAAAMCCCCAANNAACCTTNANTCCTCATTCCTTAAAAAAAATTAAA 
ATTCTTTCCCCNMACCTTCCTNAMCCCNTTMAMNMAAAAAAAMCCCCTTTTCTN 
MTCCCCTCTTAMTTCCCCAAAACNNTTTAAAAACCTTNAAAAANAAAAAAAA 
Sequence 5417 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATACCAATGTAAGGACACCAGAAACACANAG 

CAAGGACAGCTCCATAGCATCACAACAATTCTTCAATAACAGATTCTAATTGGAAAAAAA 

AGTTATAAAATGCTGCAAAAATTTTGAAATAATGATAGTGAAGTTCAGTAAGGTATAAGA 

CAACAAAGATAAGCAATACAAAGAAATTAGAAAGGTAATTCATGATNTGAATGAGAAATT 

CACCAAAATGATGGGATATAATGAAAAAGAACCAAACATAAATCCTGGAACTGAAGAATT 
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CAATATGTAAAGTAAAAATATATTTGAGGGCTTCTACAATAGACTATATCAANAANAAGN 

AAAGAANTTTCAT 

Sequence 5418 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAGAAACACAAGAACTAATGTCAGAGGCT 

TATCCCATCCCAGAACAGAAATTAAAGTTGATTCAGCCCCACGTTCAAGCAAGCAACAAT 

TGCTGGGAAGAGGCCATTTCTCAGGTCGACAAACTGCTACGAAGAAATACAGATAAAAAA 

GGCAAGCCTGAAATAGCATGTGAAAACCCACATTGTACTTCAGCCTTGATTCCTCCGCAA 

CAGACACCTGAMCTTGACCCTACATTGGTTCTTGGCCATCGTGATCTTCCTTGGACAGA 

ATCAC 

Sequence 5419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGCGTGGTAACAACGCAGAGNGAGAAA 

ATAMAGGTTAGAAGATGGAGGGACMNTMCCCCAGTATTTTTTTAGTCCAGTAGAAGA 

GATTGAMTGTAA AANAGT TTTACCANGATTMTGGGTTTTAGGGNGGTGAAAAAAGTTN 

AAMTGCNGGAMTTITTTGCCACNCTTGGGAMTrrTCNACCACCCCCTTTGGGGAACT 

TGGTNNrrrTAGNGGAATTAAAAMNNTTTNAAAGGTTTTTAAAMNATTMNN 

GGANGCCNNTTTTAACCNCTTAANAGGG I MINI 

Sequence 5420 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGGTGTCTTCCAGCTAGTTTTCCATTCCA 

ACCGTCGCTCCAGCMCCCTTTGACCTGGGATTCGAGCCTCCACGAATGGACGCCACTTG 

CCGAGACCAGCTCGCTCGGGGAGACTCTAACCCAATGGAGCTAGGAATACCGGCTTAGGC 

TGAAAACTTCTATCGNCTTAGAAATGGGAATAAACCTCACACTCACTGTCCCTGTTGGAA 

GCAAGCTGAAACTCCAAAAAAAA 

Sequence 5421 

GGTACI I n 1 1 I I I I I I I I 1 1 I I 1 1 I NANNGGNAAANN I I 1 1 I I I I I M I I I NTTNANNG 
GTNCNAAAMNGGGGGGGGGAAAMTTTTNNAAAANAAANNGGGCAANNTNCNAAAAAAA 
AAMNTTCCCCCGNNANCNNTGGCTNGNAAAAAGGGCCCGNrTTTANTTTTGGCCCCCNTT 
ANANTNNGNGGMNMNNTAMAISH'hrmTTTCCCANNCCNNI I 1 1 I I I I I AAAACNTCC 
AAANAANNAAAA I 1 1 I I I I I NACANGGGCANTNCTTNTTTTTTTC 

GNNNN NNCNCCNCCAAMGCNCCNGANNMACNTTTTTGGGGGGTCAAAANCCCCANGGT 
TTnTTNAAMNANGGGACCCCNTTThFTNA^ 

ANGNGGCCAATCCCAAAAATTNNAAAANNNAGGGGCC^^^TT^^^TTTATAAMGGGN 
CAAAGGGCCCCNTTGGGGGTGGGGNGNGNAACAAAAAAAACCCNCGGGTTNCCCAAAAAT 
NTNTT TTTTTGGGGCCNNTANAMMATNNCTNTCNCCCCCCCGGGTTTNNCGGGGGTTT 
TTTTTAAAMAAAAAANNCCCCNTGGAAAAAANAAAAAGGCN^ 

GGANANTAAMCCNGGGGGCGGNGGGGNAMNACNNNGTGGGGGCCTTTTTNGNGCNTTN 

TNNTTTTTAAAAA 

Sequence 5422 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTGGCTGTAGTTAGTAAGGAGCCGG 

ATGATTGCCTCAGCAGGTGTGMGCGTGTGCTTTAGTTTCGTGGGAGGCCTGGCATCTCC 

GAGAGGGAGGGGAAAGGTAACCACTCCTTTGTGGAGGTCGCCAGGGTCATTGTCGTGGAT 

TTGCACAGTCGGCTGGGCCGGTGCAATGGCGGAAAGAAAAGGAACAGCCAAAGTGGACTT 

TTTGAAGAAGATTGAGAAAGAAATCCAACAGAAATGGGATACTGAGAGAGTGTTTGAGGT 

CMTGCATCTAATTAGAGAMCAGACCAGCMGGGCAAGTATTTTGTAACCTTCCCATAT 

CCATATATGAATGGACGCCT 

Sequence 5423 

CCCTTAGCGTGGTCGC GGCCGAGGTAC I I I M I 1 1 I I I I 1 1 I I I 1 1 I I I C M II I I I M I 

1 1 M I M 1 1 M M II II I I ! M I N 1 1 1 ! N H M II I II I I I M I 1 1 II I M I 1 1 \GGG 

CCCAGGGGNAAACCNNTTTTTNTTTANTCCANTTNANGATCCCCNNTTTTTNANGGNTTT 

TTGGGCCMTCCNNNTGGNAACCCCCACCAAAAMTTTTCCCCGNNTNCCTTCCCGGGGG 

GGCGTT 

Sequence 5424 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTNCCCAACGTATTTAGGTTAGAAACTNTGGTATT 

CCAGCNTCCAGAACTACMGTGATGAAGACTTTTGTTAGTCAATANCTCTAATTAI^TT 

TCTTGACCCCTCCCNTTNTCCACCTCCCAATCCTGGAAGGNTTACCCATCAGGCAGAATT 

CNTMTCTGCCTCAAANTTTACAGGTCCAAGCTTTGCGAAATNCCAAAGTGGCTCAAGGC 

AACTGCGNCCCNTTAAGAAACCTAAATNCCAACACCGAATGGTGTACTGGGTTAAAAGTT 

TTTTACTGCTTGAATAGTTAAGAAGCCAATGTAA 

Sequence 5425 

CCCTTGAGCGGCCGCCCGGGCAGGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCA 

TCTGAGTGTAGAGAATGTCCCTTCACTGCTGGAAAAATCCACTGGCTCCCAAGAAAAGAA 

AATGGTCTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTTCCCTAAGTCATCMGCTC 

CACATCACTGAGGTCAATGTCATCCTCCACGGGAAGCTGGGAGACGACAGAAAGCCACTG 

TTAGATCTGCAGMGGGGACACCCTGGMGGTCMCATCTCATTTTACGGAAGAGCGACT 

CTCTGGAGCTACTCCTGCTACA 

Sequence 5426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAATTCAAGCAGTGGGACAAATGGGGG 
TTTGGCATGCAGCTCGTCATCTTAAGAGTTACTATCTTCTTGCCCTGGTGTTTCGCCCGN 
TCCAGTGCCCCCTGCTGCANACCATAMGGATGGGACTTTTGNTTGAGGGCTTATTTCCA 
TCAAA 

Sequence 5427 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCTTCATGAGACCTCTCCTTGTCTG 

CATGGACGAGTGGCCAACTCTGGAGCCCAGGCTGTTGCTTCCCAGTCTGGTGGTGAATCC 

TCCATAGTCTGGTGAGTGTAAATACATATATATATCTTTTCCCTTCTCCCTTCCCATTGC 

MTTTGCTTATTATATCATTTGCTTATATCTGCACTGCCATTTGGGATAMGCTTGTTTA 

CCCTTAAA GGTATT GTGTGTGTGTCTCCTCCCCGCGCGTATTTCCCACACAGAACACCTA 

AGMCCTATTTTTTATGATTTTTACGAGAMTGMTTCCAAGTTGTGCCTCAGAATTCAG 

AAATATATCTTTCAACCTCCTACTCATTC 

Sequence 5428 

GGTACATATAGGGCCACTCAGGTmCTATTCTTATTGAGAMGCmGGTGGmG 

ATCTTTCAAGAAATTTGCCAAGAGGCTAAACAATCTGTCCAAGATCACACAGCTATAAGG 

GCTGAGCCAGGCTTTGGCCCCTAGCAGCTTGNCACCNGANCAGACNCACTTAACCNCTGC 

ACTATACTACCATNTNTCTAAGGAAGAGGAGTCGGGGATGAGGAATGCAGATGATGATTT 

TAA ACTACTGGT ANCAAACATTTGTTGAGGTTTACTGTATGCCAAAACCTATCCTGCGGC 

AGATTTTATTTTCCATAAATGGCCACCGCATTATCTTTCACCTTCCATGCTCTTCTGGAA 

CCTTGCTGCTTCTCCACACACAGGTAGAMCTGTGTTTCTTCCTCTTGAAATCAGGTGAG 

CCTTTATGACTGCTGTGACNAACANAAAACAGGGGMCC 

Sequence 5429 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGCATTAAGAGCTTCCTGATTGAGATTCAGT 

GCATCAGCCCGTGTCTATTCCATCTACGTCCACACCGTCTGTGACCCACTCTTTGAAGCT 

GTTGGGAAAATATTCANCGATGTCCCGCATCAACTTGCAGAAAGAAATATAAATGACATT 

TCMGGATAGMGTATACCTGANTTTTmCCTTTTMTmCCNGG 

GGTTCCCMGTNNTAMTACAGCMNCMTTTTATGNAATNGAATTATCTTGGGTTGGAA 

AMTAAAAMNGATCACTTTCTMGTTTTNATMGNATTAACNGCTTTTNTTGANCTANT 

TTMTTTANTTTNGGCAGGCTNGMTTTTAAAAACCCATTNAAAANI I 1 1 1 1 1 

Sequence 5430 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTTGGTGATGAANGCAGAAATGAATGG 

CTCA MACTT GGGAGAAGAGCAAMCCTNTAAGGGGCCCTCNCAGGAAACCAAATGAATG 

GGGC CTTTTANANGMTTCCNTTNGACTTGCTNNAATNAAATGTANGCCGGGNNACTTTC 

TTTTTAAAMGGGGCCCCAAAGACCMNATTGNCTAAACCTNGNTCAAACCCCATTNCCC 

MCANNTTGGNCNTTGGCGATTGNTTGGTTAGAAAAAACCTAACCATTGNCCATTGNNGN 

GNGGTTTNNAANNGCANATGGGAAAATCCNANGNTANCCANAATGGGGGGACCAACNNTT 

NGGNANMNMATNAAAAACCACCCTTGGCCTTTNCTTNGTAAGNCCGTAAAGNTTNGTA 
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NGNCAAMCCNCCTTMCCCTTGNGNGMTTTCNMTTTCCMTTTGTTGGGANAANCCT 
TAANAAAANAANCCAACCCAAAATNAANTCCAANATGGGAAAGTAAAAAAAAAAAAACCC 
CCCTNTNTAAATTGTGAATTAANGNTTAAM 
Sequence 5431 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGAGGAGGTGGAAGTGTGAGTGCCATG 

GGGTTGCTGACACTGGAGCAAGTTCTACTGTCCCTCTTGGGGCTTGNCTGCCTAAAGGAA 

AGTGTCCCCATGGAATGAMNGAGGTTTTGTTTCCANTTTGTAAGGGCATTGGNACTCAG 

GCCTTCTGGGGCTTCCACTCCCCGCCCCTTTTGAGGNAAACCCCCACCANCC^fTGNAAGC 

AGCCTGCACCCCACCTTNCTTGMCATNAAAGCTTTTGATTGGNTATTGCTAAAACTTTN 

TT TNCTA NAAAGGCTTTACCAATNCATACACCNTACCACAMGTGCATTNATTCTTTTTT 

AAl I U IACCMCCTNAMAAAAGGGAAAGGGCTTTTATTGGTTAMTTTTACATTTGGA 

TCANTACTGNMGTGTGGAGTCTTATTACCNATMTGCCTTTTCNTNThrTTTTCNTNTTG 

GCCCCTAA 

Sequence 5432 

CGCCAGTGTGAATGGNTATCTTGCANAAATTCCCCNTTACCGTGGTCCCGGCCAAGGTNC 

CCGGGGANG GGGCCC GCAGCTTCACTTACACANCAMTCAACCACCATGAAANCTTTTCA 

CGGGCCTGGGTTTTTTGCTCCTGGNTNCTGGGGTGTCAGNMCCCAMNCTTTCTTTTCG 

TTTCCTTGGCGAANGCTTTTTGAATGGGGGCTCGGGGACATNGTTGGGAAGAAGCNCTAC 

TTCTTGACCATTTAAGMNAAANCNCAATTTACCATTCGGGCTTCAGMCAAAAATACTT 

TCCCATGGCTTCCGGGGGGGAAACCTTATTGATGCCTGCCCAAAAAANGGGGACCTTGGG 

GGGTGGTCTTGGGCCTTGCAAGAAAAGCCGATCAANCCGATGCCCAGAAGAAGAATTATC 

CCANANGATTTCTTTGGCCCAATGGTTGCCGGGAGGACNTCCCTGGCTTGATCAAGGCCT 

GCCAAATNAAATTGGGGGGCCAGGAISfTTGNGCAAANAACCCCAAATCACTTCCCGACCTG 

CTTGGGCCTGCCCTGMGAAAATACTGAGCTTTCCTCTTTCMCTTCTTGCTTCTCAANG 

AANATCTTGGCNTGTGGAAGGCCCTTCANGGGGCAGGGGGATACCAAAAAACCGGGGGGA 

NGAAGGGGTACCCTTGGCCCCCGGG 

Sequence 5433 

CC CTTT CGAGCGGCCGCCCGGGCAGGTACCAGCATGACTGTCAGCTGCTGTCAATCCTTG 

GCTTTTGGMGCMTGTCACGGCGCTTTMCTTGCTTTTCAGTTTGCTCAGCATGTCTT^ 

GMGCATCACCTTTACTCATCTCTTCCAAGGCTCACTGTTMCCACATTGGCACTATTTT 

CAGCAGGAA ATCAGC TAATACTTAAAAGCTAGTGGGGCCAGCCCTCCTTCTTGTTGGTGA 

TATMGCCNGTTTTTCAAAGAGCAGTCCTCAGAGAGACAGCATCAACATGCTCTGGGGTG 

CATGTGACACTGCAGATTCC 

Sequence 5434 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACATCAATCCCAGAAAGCCAGCAGCCATAGC 

CAGGGTGGCTATGATACCACCCGATTGCATTTTCMGGCGGCCAACCTGTTTTGCATTTT 

CTATGTATGCAGCCATGTATTCATATGCAGCAGCCTGAGCATTTACTCGGGTTTCAGTGC 

CCTCCACAGGCAAAGCAAAACTGTCCATAATGATCATGGTTTCACCATCCACCTTTCCTA 

GCATCAGACCCATCA CTTC CAAGTTGCCTCCCGATCTGGCATGCATCACCATCTTCAGCA 

GAGCCAATGCTGAGATTTTGCAGTACGCGGGGCCCGGCGGCCTTTGCGGGAACAAGATGG 

CAGCCCCCATACCTCAAGGGTTCTCTTGTTTATCGAGG I I I I I G GGCTG 

Sequence 5435 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCCTTGGTATTTGGNGCACAGTCCTGG 
GAGGATCCTGGNGCTGGGACAGNCCTGGTTTTGTAGATTCCTAGTGCCTACAGGACNCAA 
CTCACGGAGAGAAAAGGACATTTTGGGACAGCAGGTGGGTGGGCANTCTTGAAMTTGGT 
AGCC 

Sequence 5436 

CCCTTTCG AGCGGCCGCCCGGGCAGGTA C I I U I I H I I I I I I I I I I I I I I I I IGGTTTT 
n I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 1 1 I GGCNGAAAGGGGNN ACTTTNTTGGN 
TGGGAAAGGGAAAAACTNTGGNCANCCCAAAAAGGGAAATTNCAGANTTCCCNAAAAAAA 
GGGGGAGGGGCAGNTTGGGCCCGANAACCAAAATNCCAGGGGCCCNGGNCAAAAA 
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Sequence 5437 

GGTACTTTATATGTATATATATATAAAAGAATCTCGTCTCAGAAATGGCTGCATTTAACA 

GAGCCATACACATTGATGCTAAACATMGAGCTTTCACCCTGMAGAAAGCATTTTCAGA 

MTGTCACTTACATTCTATTATATTAAATATTCCCAACTGAGTTTCAAACTCAACAGGTA 

ATGATMCAGMTTATACATCTCATTGCACTCAAAGCTGACTACMCCAAAATTTACAGT 

ATGATTGAAACAAGCCMTGTTTAAAMAGTTTTMTTAACGATAACAATTCCATGAAAG 

MGAGGATAMGMTGGGATGACMGMGTATTTGGTCTTAATAAGGCAATACAAAATAG 

ATCCATTATCAAAGACCATTTAATTTGTAAAGATCAACAAT 

Sequence 5438 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCAAAAAAGAAAAATAGAAAATAAGAATC 

AAMMCAGGCTGGGMAAGTGGCTGACATCTGTTGGCCATGCTGGTTTAAACTTCTGAC 

CTCAAGTGACCTATGTGCCTTGGCCTCCAACCGTGCTGGAATTACAGGCGTGAGAAACCA 

CACCTGGCCCAATCCTCTTAACATAAACACTTGAATGTCAA7TAAGGGTTGAACTCAATG 

TTAAGTCAACACAAACTCAAGTCAATGCTGGACTGACTCTAGTGTCAATTAATGCTTGAT 

GGTTTGCTATACTCACTGCATTGGGAACAGTTATCTCAAAAATGMTTTTCTGATGTTCT 

GCMGGAGTGACCTCGGACTCMGACCTTGCCACACTTCTGACATTTGTAAAGATTTCTG 

TCCAGTAGGGATTCTCTGATGTCTAATGAGGTGTGAACATGAAGTAAAGGC 

Sequence 5439 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCTCTCCATATGCTCTTACGGGCTTGGCTA 

ACAGA GAGCC AATATAAAACTCATCAGAGAGCTACCATTTTAAGTGGAAATGGTAGCAAC 

GGATTATTrTTAAATGGACACCTCTTTAAATTTATGCCT 

TTTGTAATCAGACCTTGATGATGACCGTGAGCAGTAAGATATAAATAACTCCCACATGCT 
TAGCGTTCCAATAATGGAACACTACACATACATGGCTAGGGTTCAAAGAAACTTGCTCTG 
TTACAGGGATTACCTAGAMGACTCTTCTGCAGTTCAATTTGTAAAATTTAGCAGCAATA 
GAATAGACTCATACCATCACACTANAGGAAGGCCAGTCTTAGAACTAAGTCCATGACCAT 

CAGAGGAGAAATGTTTACAGACCATAAAAGAGAAAGTCAGAGAAAAAAAGGCTTTCTGGG 
GAATGT 

Sequence 5440 

CCCTTTCCAGCGGCCGNNCNGNCGGGNACNGNAANCNCCANCTCTAGCNCTGGCAAACCT 

AGNCACTTGCGGCNNTNCTNNTGCANNCNCTGNTGCTGANCCTGANGGTATTGATCCNTT 

AATANACCNGCTGTCNAANNAACNAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACNTGGCCCTGCTGGAGCCCCTGCGCCTGAGCATACANAATNACGACATCNTGCNTGC 

CATCNTCAGCCCNCTGCGTTCTGCANACACACGTCGTGCAGANCAAAGCTGCTCTCGCTG 

NCACCGCAACTGCATGTGACTGTTNAAGCCCGGACTGAGTTAATGAAATTCTGGTGG 

Sequence 5441 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I M I I M M I I M I I I I I I I I I I I I 1 1 I M I 
i i 1 1 i M I u I I I I I I I I I I I I I U I I I I I I I NGGNNNAAAAAAAAAAANTTTTTTNNNA 
AAAAANNNTTTTNNNGGGGGGNGNAAAAAAAAANNNANNNGGGG I I I I I I I I I GGGGGTT 
TNNAMANANCCCCNNNGGGGGGNmNNNNTTTTNTNTTTTTTTN 

CCCNNNNNNGGGGGGGGNAAAAAANCCCNCNCCCNAAAAANGGGGGGNAAAAAAAAAATT 
TTTT 

Sequence 5442 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGGATATCAAAGAAACCAGACTGTGATG 

ACTGGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTACATTGGAAAAAAANGTGAATC 

MGTCACTACCTGGAACTGCACAMCTTGCCACTGACMAAMTGACCCCCATTTTGTGT 

GACTTCATTGAAGACACATTACCTGAATTGAGCAGGTGAAAAGCCATCAAAAAATTGGGT 

GACCACGTGACCCMCTTTGCCAAGAATGGGAAGCCCCCGAATCTNGCTTTGGCGGGAAT 

ATCT NTTTG ACCAAGCACACCCTTGGGAAGACAGTGATAAATGAAAGCTAANCCTTCGGG 

CTTMTTTTCCCATTANCCGNNGGGGTGACTTTCCTTGGTCACCAAGGCAGNNCAATGCA 

TGTTGGGGTTTCCT 

Sequence 5443 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCCGTCACATCCCGGTAAACAAAGGTCCTGC 

TGAGCGGCTCCGAGGAGGGCAGTTTGCACTGGCAAGAGTCGAGTGTGGTCTCACAGGTAA 

ACTGTGTGAGCTGCGAATAGTGGTGGGCGGCAAAGGCCACGGCCAGCACACAGACCGTCA 

GGCCCAGGGCACTCAGCAGAAAGTATAACAGCTGCAAGAAAGCAGAAGAAAACCTTTCTG 

GTTACAAAGAACATTGGATGATGATTTGCAMGCGAATTCATCAAMCTGTTCTTTTTCT 

TCCCTCCCANAAAT 

Sequence 5444 

CCCTT AGCGTGGTCGCGGCCGAGGNAC I I 1 1 I 1 1 I 1 1 I II I < I I 1 1 1 I 1 1 1 CCTNATCTA 

ATTTTNGAMTGATTTATTAAATGGACACTTTAGGAATTTGANANAAGCAGCTTTTCCCA 

CTCAAATCACTTTGTGTTCCTCTGACANANMCAAATTCTTTCACAAGGACCTCAAACCT 

CTGGGTTGGAAAAAACCTCAGNGGTCATCCGCTCATTCACCCATG 

Sequence 5445 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCACATTTTAATAAATTAACCACAAGAA 

AATAATCCCA CATATACAAGG TCAGGGGTGGGGAAGAGTATTAATGGTATCTTAATTATA 

CCCA GTCT GG I MINIMI I AAATGGGGTAAAAATCAAATGCAACCCCATCTTGTTTTA 

GGMTTTTGAGMCTMTAMTGCACCTTAATGGTCAAGTGTTCCTTTCAAACATGTGAG 

TTCTTTAAC AAAAA TGAAATAAACCAGGTGTCTGTGATTTCTAATTAATCACCGCTGACC 

ATTCACAGGTTTTGTTGTTTGGGGTGGGGAGGGGGCTTTTGTTCCCTTTNGACATAATAT 

AN^CANTNCACTAACMTTATGTATATTNAMCTTGGATTATTT 

Sequence 5446 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCCCATGCAAGTCGCATCTCTACTAAGTTTC 

CCTTGGACCCATGAGTAGGATAGATAGCCAGAATAAAACCAGTATCGTGTGATGTCATTG 

AAAGAAAACAAAGNTTCAAGGAAGGTAGTCACTTGGGGAAGGGGCTCCCTAATGCCTAAA 

AAATAMAGTCTCGAATTTTTAGCCTAGTCTTMTGATTATGCCCCATTCAACCTTTCCA 

GGCTTAGCTACTCCCATTTCCCTACAAGATACTACACTTGAAACTAGACTACTTGCTCTT 

TACTAGGGTATCCTCCATGTGCAAAGGCCTNTATCTTTTTGCTCATGCTAGCAACCAAAA 

GACAGCAGGGGTCTCCTGGTAAATTTTAAGTGGTGAATGTGATTGAGCCTTGGCACAAAT 

TTCAAGCAATAAGTAACAGATACTTTANAAAATAAGGGGATCTTANGTAACAATATGAGT 

CAGCGCCATMTCTCCTCAAGTTATTCTAAGCGATCCTAMGGGGCATTTTACTCAAAGG 

AGGGATTNG 

Sequence 5447 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACAACAACTTGTTACAGAAAGAGCCAGG 

ATCCCAGACTGTGCTGAAGCTTCATGAGACCTCTCCTCGTCTGTGCACCGAAAGAGGAGC 

CGGACACAGAGTGTCCAGCCGACTCTGGAGCCCAGGCTGTTGCTTCCCGGTCTGGTGGTG 

AGTCCTCCATTGTCTGATTGTGAAGCCTGTAGCTTGGAAGATACAGGACATAGGTGAAAG 

TGTTTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTGGGCGGC 

Sequence 5448 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGAATGGTTCCTCAGTTTTGGTCTGTTT 

GGAGG AAGGCTGGGACATCACTGCACAAGTGACATCCCTGGTTCAGTTACTCAGTGATCC 

CTTTTATAGGACACTTGMGGCTTCCAGATGTTGGTTGAMAAGAGTGGCTCTCTTTTGG 

TCACAMTTCAGTCAGAGGAGCAGCTTGACCCTCAACTGTCAGGGGAGTGGTTTTGCTCC 

AGTCTTCTTACAGTTCTTAGACTGTGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 5449 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTATGATTTCTGAATTAATATTAGAGTGGGG 

AGAACMTGATTAATTTTTACTTCTTCAGTAAGATTACAATGAAAATGTAGAGAGCACTA 

GCATTATAGTMCTATACGATAGGCCACTTTAMTAAMGGCATCTTTTACAAMTTTTT . 

AGTCMTAAATTGATTACCACATACTTACGACCTATTTGCTATTAAGTGTMTTTATAAT 

TCTAGTA TTTTCA AAAAAGGAACATATTAAAATCCTATCAATATTTCAAATAATGACAGA 

ATTMTCATTTTTAATAAGAATCCTTACfCAGGTCCTTCAAAAACAATATAAACTATGAC 

TTMGGTAGATTCCTTTAAATCTGACTAATGAATAAATGTTAAATCTCAAATTTCATAGT 

CCCAGTGCTGGAAAACCTATATTTTTA 
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Sequence 5450 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CTCAGCCTCCCMGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTMTTTTTGT 

MTTTTAGTANAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCNTGACCTC 

AGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCGC 

CCMC CATCAAM TGCTTTTTATTTCTGCATATGTTGAATACTTTTTACMTTNAAAAM 

ATGATNl Mill 1 G AAGGC AAAATTGCAAATCTTTGAAAATAANAAAGGCAAAAATGGTA 

MGGGANTCAMACTTTTAAATTMGTTTTTTNGGAAGTGAAAAACTGGNMGCTTAT^ 

GNATTTAAAATTTCCCAAAACTTrTATTACfsrrTT^ I M I I 1 1 1 I N 

TTTT 

Sequence 5451 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCACCCAMGTTTTAAGTAATTCTCCTCTCA 

CGTCGTTCMGACMTGCATTATGCATGTGCAGCCTACATATAGAAGATGCTTTTTATTA 

CTGTTMCMTATTMCTAAAATTTGCAGMTATTTATTTTAAMGCACTTTT ATTAIN 

CTACTACTACTGTTMTAGTATTACTACCACTACTACCACCTCCCTTTTGTAAAAGAACT 

AAAGATCAGAGGAGGGAAACAACCTGCTTAAAATTATATGAACACTAAGAAATGACGGTA 

GGAC T CAAAC TCAATTCCTATGACTCCAAAATCTGNGACTTTTTTCTTAAAGTTAAACCC 

TTTTCATTTTTCMGTATGAAACCCTTCATTCATTCACTCATATCTTCATCTACTCAAGA 

AATATTTATTAAACACCTACTACATGCCAGATGCTAATCTCAGGCCCTCANGAAACAATT 

AAGAGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5452 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGCAGTTGTCCGCGGTTCCTCCTCCTGTCGCT 

GCCCGTGTGATTACTGAGACTCAGATGGACCACACATCCCCGACCTACATGCTTGCTAAC 

TTMCCCACTTGCATTCTGAACMCTTCTGCAGGGCTTGAATCTTCTTCGCCAACATCAC 

GAACTCTGTGACATCATTCTTCGAGTAGGTGATGTTAAAATTCATGCTCACAAAGTGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACAC 

Sequence 5453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGTGAACACATAGTCGTCATTCTTGCTGCCC 

CTGCCTGTGCTCCC7TCCATGACCGCTAGTGGGAGCCAAGGGAGATAAGGCCCAGCCCTT 

AGGAGTTAGGGCTGAGAGGGGAGCCCACGCTCTCATACCCAGCAAGCTGCAGAGTGATCA 

GACAGCCCATTCCCTANGATCGCAAGTCCTACAGCTGGAAACAGCGGCTCTTCATCATCA 

ACTTCATCTCCTTCTTCTCGGCCGCTGGCTGTCTACTTTCGGCACAACATGTATTGTGAG 

GCTGGAGGTGAAGCCAGGATAGGATCCACAGGCCGGTCATTAAGTGGGCTTGCGGGGCAG 

CMTGATGTTTTTGATAATGGGCAATGGTCTTGGGGACTGGCTGCCATTGTGTTCTCTGT 

GGCAAACCAATGGTGGGTGTGATTTATCAAGAGGCCTCTGAGCNGGTAGCTGGAAATTCA 

CCATGTCCTG 

Sequence 5454 

CCCTT AGCGTGG TCGCGGCCCGAGGTACACTAAAMGTATCCTTTTTCAGATATATTTAG 

TGCTGI I I I I I I I CACATTTTTGTGCTTTTMTTGGTMTTTCACTGTTTAAACACTATA 

TTGTG ACATCT G AMTCATTTTGACCTCAGM7TTG AMGMTGG ATAAMGMTTTGG A 

AACATG I I I I I CTTTGTTGTTG 1 1 1 1 1 1 1 1 G I M I 1 1 I AGGTAACATTTTAAAAATTGTT 

TATTCCTACCMGACCC AGTTA ATAAAAAATTTTACCTTATGGGTAAAGGATACACAGGA 

GCTTTCCATATCTGCMCTTTTCCGTAMTCTAAMTTATTTAAAAAGAAATTATCTAAA 

AGAATTTAGTCTGTMTGAATTTTCCACATTATAGACCACTCTCCCAAGTGTTTGGGAGA 

NGGCCAATGMMGATGGGACATTTTGGCGTCATCAATAATTGCTTGGCCTAANACCTGT 

GCATTCTTTGGAAAATCTGGTATGGGCATATAACTCCTAACTGAAAATCAGTGGTTATGG 

GGMCCATTCTTTMTMTTAAAMCATGTCCTTGGTGGTTANGGTTTAAAGCCACCAAA 

AAAMTGTTTGGTGAACCCCTGGAANCCAAATTATTCCCAAGGGTNTTNTTCACCCCAAG 

GGGTNTTNTANNTTTTAAAAAA 

Sequence 5455 

TTNTTNTAATTATTTTNNNNNNCTNNNNNNNNANNAAGGTATNNGGCGAATGGGCCCTCT 
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ATNGCATGCTCGAGCGGCGCATnnnnnnnnnnnnnnnnnnnnnnnnCCCTTAGCGTGGTC 

GCGGCCGAGGTACAAAAATATTTAACAGANCTATGAAAGATGCAGGAAAGGAGTCTTTCT 

TCGTAGCAAAGTAGTCGTGCTTTGCATGGTTTCTTTTGTATACTCTTCAGGGTTTGTATT 

ATCTGCCCCATGAATAACACAGCACCTGTAGGATTATGTCGGATGAAAAACAGAAAAGGT 

CTGTCTACTATAAACCAGGGAGGCGATGATCTTGCAATGCCCGCGTACACTAGGTAATAA 

MCTGATTCATACAGTCTMTGATATCACCGCTGTTAGGGTTTATAAAACCGCATTTAAA 

AAAGA 

Sequence 5456 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATACTTGTAGCTAGACTACCTCTATTTGAA 
TCTCMCTCTTATTTCTTATGTGACCTTGGGCAAATTACTTAACCTCTGTGTGCCCAGTT 
TCCTCTCCTGTAAAATGAATATATTGGAACCTGTCTTATAGGTTTATGGTTAAACGTGCA 
GGCACTTAGT AAGCA TT ACATAA GTCTTAGCTATTGATGC 1 I I 1 I I I I ATTAGTAAAAAT 
GTAMTGCCMTTTTCTATTTTTCTTCTCCCCATCCTGATACCCATATCAGTGTGATCT 
Sequence 5457 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGTCCCTAAAAGGTAAAGACTCATCCAAGC 

TGTTCTGAGATTCCCTCCAGGCAGGGAAATGACTATCTGGATCTGAGATTATGTCATCTT 

CATCMGTTCTTCTTTAACCAGAGAGGCTTCGGGTTTCAGACACACAGAAGCATAATTCT 

GGCCATACAAAAACCTCAATGTTTCTTCTGTCTTCCACTCAATCAAAGTCTCCTTCAAAA 

CTTTMGTMGTTTCTCTTTCCAACTTCAGGACACACCTGCACTGAACTAGACACTGACC 

TAGACACTTGGGTTTGATTTGGCAAATTTTCTCTTAAAMTGCTCTGCACTTTTCTTACT 

TATGCCTACTAGMGTTATTTTCTGACCTACTGTATTCACTTTCAGMTTTTCTGACGCT 

TTTMTCTTTCAGGCAAAGTGCTATTTGMGAACTCTGAGTATTTACTTTCTGTAAAGGA 

AGTTCACATGTAGCATCTTTCTCCTGACTATCTAATTTGCAATCGCCTAACTGCTCAGTG 

ACATCTACTACTGNCTGTTCTTTGTCTTTGGGTTTGGAGTTMGCTTTGGTGACCAGCTT 

TCTTTTTCATTATGC 

Sequence 5458 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AMGMTGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGGATCTTGAAACCTCCAGACACCAAGAAAACTTCTAGCAAATTCA 

GGGGGAAGTTTGTCTACACTCAGGCTGCAGTATTTTCAGCAAACTTG 

Sequence 5459 

CGCCAGTTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCCGCCCGGGCAGGTAC 

GCGGGATTGTAGGTGCTATTTAGGGTAGGCTTMAGTGCTGGGTGGTGATTTGAGTTCAA 

ACMTAAAAMTTGATTTTTTCAATATTGTATAMCAATAGTGTTCTMTTACCTTAAAA 

AAAAATMTGACCAGTTAAGAATTGCTTTTGATCTTGTCAAAAAACTGAATAGACCCCAG 

TTTCGGGAAGGTGTGTGAGCAGTGCCATGACTCTGCCCCTTACCTAATCCCACATCTCTC 

TAATGATAAGACATTGCTCGCCTCTTGACCAGAGCCCCAGCACCAGANAGNCGGAAGATG 

CAGMTTGTCAMTGACCTGCTGGGGGAGGTTGTAGGMGTTTAACAGATTTGAGTGTGG 

CTGCANAAAAAAAAAAGTGTGTGTATGTGTGCACATGTGTGAAAAGTGTGAACCAANANT 

GTGTGTGTGTCCCATCTAAGTCTGTGTGATGAAAGGGGGGAATAAGGCTCCTCTGTTANT 

GCTGGAAAGCTCCTGTAATTGCCNCATGGATCCCACTGTGCCCTCTTGTTCTGNGCAAGT 

NTGTCCTGTCTGGGGCNCTMCCNTGGTCCNTGCATTTTAATNTTCTGGGTGGGGCTTTN 

CCTNTCCCTTGGAAACTGACT 

Sequence 5460 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCAGCTACTCGAGAGGATCGCCTGAGCCCAGTG 
AAGCTGCAGCGAGCTGTGAGGATGCCACCGCACTCCGGCCTGGGCTAAAAAGCTAGATCG 
TGTCTCTGATAAAAGAATAAAAGCTGTTTATTGCAGTCCTAAAAAAAAAAAAAAAAAAAA 
AAAAAAANNNNCCNGGNCCGCNNNCNCNNTGNGGGNAANTNCCNCCCCNNGGGGGGCNCN 
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TNTTANGGGANCNACTTGGGNGNCCAAGGGGGGAGAANAGCGGTGAACCTGGAATGTGGG 
NGGTNGCAGTGAGGTCNAGATCCTGCCCACTTGCACTCCAGCCTGGGGCAACCAAGCGAG 
GACTCTGCCTTTAAAAAAAAAAAN 
Sequence 5461 

CCCTTAGCGTGGTCGCGGNCGAGGTACAATNNTTNANNGTGCTGTGTCCTAAAGGGGATC 
CTGAGGGGCGTTGCCTCGGGTAGTTAMGTCTTATGTGTGCATMGTTGCTTATTCTTTG 
TCTACTTCCTATTTGAGATGTTAGTAGAGAACTGTCCTGGGTGMTCTTTCAGTATTGCA 
GGGCTTGGCMCTTGCTGCCCGACAAMTACATCAGAATTTCTCTTTAAGAACAATATGG 
GATGGATTAAAAAATATATATATGGGATGAAATTGGGGGTACTTTN 1 1 I II I I I II 1 1 I I 



null i GCCCCCNNNGNCCCNAAANTTTTNANNNNNNAAAAAAAANN I HUM l AAAA 

NTTTTTCNCCGGNAMACCCNNTTTTTNNGGGGGGGCCCCCCCCNCCCCNTTTTAAAAAA 

ANNMNTCCTNAAAAAAANTNCCCCCAANCCTTTNGAANNTTTTNCCNCGGGGGGAAAAA 

MAMTTTGGGGGNGT TNCCC CCCNGGNATTTNNAAAGGGGNCCCCCCNAAANANNACCN 

CNGGGGCCCCCAAAMTTTTTGGGNNAAAMCNNANGNGGGCCCCCCCCNTTTTTTANNA 

NGGGGGGAAAAAAA 

Sequence 5462 

CCCTTAGCGGCCGNCNGGNCAGGNACANANCTNANAATTNTGNNGCTAATGACACTGGCT 

TCACAGTGGNCCCACCTGGAAAGGAGAANGCCCTGATGAAAGCAGGCGCANCTGTGGGGC 

CCATC TNCGTNGCTATGGATGCANGCCATTCGNCCTTCCANNTCTACAAATNAGGCATTT 

ATTTTGAACCAAACTGCNNCANCNNAAACCNGGATCATGGTGTTNTGGNGGNTGGNTACN 

GNTTTGAANGANCAAATTNGAATAACANCANGTATTGGNTCGTGNAAAANANCTGGGGTC 

CATAANGGGGCTNCGAATGGCTATNTNAAAATACCCNACNACANGAACANCCACTGTGGA 

ATAGNCACANNANCCNNNTACNCCAATGTGTGAGCTNATGGATGGTGAGGANGAANGACT 

TAATGACAGNCCTNTCTGGGGAAATTTTANTTTGAAACTGACCAAAACGCNTATTGTTGN 

TACATNMCCANTTGAATCATTGNGGATNCAAGGTGAMTTTTAATTCTTGTGGACATTN 

NTACANNGGNGAAATGNNCCCCCTACCTTTMTTATTTGGTATANCCGGCTTTNNTGNNN 

TTCMGMCCNCNATGTTAATTTTTMNAAATTTTTC 

Sequence 5463 

CCCTTAGNGNGGTNGGGGCCGAGGTACTAMNMAANCTNNTTTCAGGCATATTACTTGA 

GGTCAGGAGTTCNANACCAGCTTGGCCACCATGGNGAAACCCCATCTCTACTAANAATTT 

AAAAATTAGCTAGGCATGGTGGCATGCACCTGCAGTCCCNGCTACTCTGGAGGCTGAGGC 

AAGGAAAAATCACTTGAAGCCNNGAAGCANAGNGGAGCAGTGANCCNANNATTGGGCCAC 

TNCACTNTTGGNCTGGGGCCAACCAANMNNGGGGGACCTTCCTTTNACCCCTTAAAAAA 

ACAAC 

Sequence 5464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAAATTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCGGTGCAGGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCCGCC 

AAATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMTTTTTAMTTATATTTTTTGTAGTAATA 
TGTTATAMGCATTGATTTGTTATATTTTTAMTTT 

T AMCM CTTCMTGGATTTTGGAAATAGCCATTATAAACMTCTTATMCTGMGGTTT 
TATTTTTACTAATAATTTAAGTTGTGTTATTCTTAT^ 

ATAAAGGTCTAAGGCTGGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCC 
AAGGCAGGTGGATCACCTGAGGTTGGGAGTTTCNAGACAAGCCTGACCAACATGGAGAAA 
CCCACATCTCTACTAAAAATACAAGAATTAGCCAGGCCGTGGTGGTGCATG 
Sequence 5466 

CCCTTTCGAGC GGCCGCCCGGGCAGGTAC I I M I II I I I I I I I II I I M I I I I AM I II I 
I I I I I I I I H I I I I I M I I M I I I I I I I I I I I I I M I I I I I I I I M M I I I I I I NTTTTT 
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rTTTTTTTTTTTTl 1CCCCCCCTNAAAAAAAANANNNAAANCNNTTNNANNNNAAAAANT 

TTTTT NNANNCNCNNNNAANNNCCCNNTNANAAAAAAAAANAAAAAAAAAA AI I 1 1 1 I 1 1 

Mil I AAAAAAAAMNNCCCCCCCNTTTTTT^ 

TTTATG G G N AAA AN NTTTT AAAAAAANTTT N N N AAATTTTTTT AA 

Sequence 5467 

CCCTTGAGCGGCC GCCC GGGCAGGTACAAAAAAMTGCTGAAAGGCAGCGTTTTTTAGAC 

TCTAAACATTCTGATTTTGMGGTGGGTGTTGGMCGACTGATGATGTTTTTTATATCAT 

CAATTCAGCCAATGGATGCGAACTTAAAATCTGGATTCACAGAACCGTGGTCACATTTCC 

CCATCAAAATCCCCAAGGCGGGTCCCAAGTTCTCTCCTCTACGCTCATTGCAGAAATACT 

TTGAAATAGGTTCTGCCAGTCTACAATAGCAGTGAAGACTGACAAATCAGATATTCCCAA 

TGACTGACAG 

Sequence 5468 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCTGGGAAGCAGCTCCCACAACGGCTGAGGCAC 
TCANAGG CAGA GCTTTCTGCTTCTGTCTCATGCCGTTCCTGTGTTGATNTGGATNAGTCA 
TGCA ATTATTTTNAATCANAAGGCTTCCTAAATAAATCAATTGCCNTCAACCGGGGTAAN 
TTTTCNNAAAAAATGAAAAATTTTTTNANATTGNAAAG 

GGMCCMTTCCCTCNTTAAAMTATTGTTAMNNCCTTTTCNACNGTTTNGANTACNAN 
TGTTAAT ATCTT ACTAAAACCCAAGCTGTAhnTMTTTAATTTNATCCNTTTTNGTT^ 
AMTATCTTTTTANAMNAATTCCNTANTTTCAAAATATCMCCATTCNCATTTTNTT^ 
NNCCCAAGNNTCNCTNNGNACCCAANNTNTAANAANGNAATNGNAAAAAAAAAAT 
Sequence 5469 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGNTACACCCCNCTGCTNGGTTGGCTCCTCACT 

CCCMCATCTACCTCAGCGAGCTCTTTGGAAAGTTTCTCTTCATCANCTGCGANCTCCTC 

ACCGCTTTCCTCTTATACCGCCTGCTGCTGCTGAAGGGGCTGGGGCGCCNCCAGGCTTGT 

GGCTACTGTGTCTTTTGGCTTNTTAACCCCCTGCCTATGGCAGTATCCAGCCGCGGTAAT 

GCGGACTCTATTGTCGCCTCCCTGGTCCTGATGGTCCTCTACTTGATAAAGAA 

Sequence 5470 

TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACCGT 

GCACCTGGGCAGTGATACGCTGGGCGACAGGAGAGCTCAGAGGATCAAGGCCTCGAAGTC 

ATTCCGCACCCCGGTACTCNCACAGACCCATGTTAATGACCTCATGCTCGTGNAAGCTNA 

ATAGCCAGGCCAGGCTTGTCATCCATGGTGAAAGAAAGTCAGGCTGCCCTCCCNTTGCNA 

ACCCCTGGAACCACCTTGCACTTGTCTCCGCTTGGGCACTAACCACGAGCCAGATGTGGA 

NCNTTTCCCTCTGACCTCATGTGCCGTGGA7TGTCAAAGCTTAATCTCCCCCAAGACTTG 

CACCNAAGGTTACAAGGACTTACTGGAAA 

Sequence 5471 

CCCTTA GCGT GGTCGCGGCCGAGGNAC \ II I 1 1 II I 1 1 II I 1 1 i I I M < I I I I I I I GGGG 

GGGTTGTTTTAAAAA GTGC TAACAAAGCCCACTATNAACAACAAAGGAATGATGCATTGN 

GCTTCTGGATATATATTTTGGCCTTCAGACACATTGGTAACAAGATAAATCCCTGAGCCC 

TACTCACAGGAATCAAACTGACAGCTACAGGAATGTTAGTAAACTTGTCTATGATAGGCA 

ATTCCTAGGGATTTACATCTTGGTTNTANACCTTMCTGAGAAATTCTTGCATTTTCCAA 

GNTTGGCTTTTACATTTATGGGTT 

Sequence 5472 . 

CCC TTCGG CCGCCCGGGCAGGTACTGTGCAGTAGTAACCATAATTCTAAATGAGGATTAT 

GGATTTTTCT GGMG ATTCTTTTTTCCTGTGGMCATGATGAGAMTGTTTAGGAGAGGG 

GACATAGCCATTTTTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGT 

GTATATG 

Sequence 5473 

CCCTTTAGCGGCCGCCCGGGCATGTACTTGAACGAGCAAAGCCAGAATATATCAGCAAAA 
CATACMGATTGATTCTTGGGAGAATGCTGAGGACTTTCTTGAGAAGCTCGCTTTCCGGA 
CTGGGAAGTTACTAAAGGGTGGAGAGCCCGACTTGCAGACTGTGGGTAAGATGGTCCTCA 
ATGACTGGCAGAGGGGCCCGGATTCCTTTCTTTGTCAAGCCACCCAATGCAGAGCCACTT 
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GTGGCCCCCCAGCTTCTACCCTCTCATCTTTGGAAAGTTGTCCCAGAAGCAGCCCAGAAC 

AATCCAGGGGGAGGAAGTCACAAAAACTGCAGGTGAAGGGGTCAGAATCCATCATTAAGG 

AAAGAAACAGAAGAAAACAGTCACTGNGATGCTAACACAGAGATGCAGCAGATTCTCACA 

CCAGTTCCGCAGAACTTTGGTAAAATCAACCGTGGTGCCCNAATTTTCTTGGGGATGACC 

TGGGTTCCTGTGGAGGTGTCAAMTCTTTGAGGMGAGCTTGAGMCCTTTTCTTGATGA 

AAMGGMGGANGGMCNAGGGACCCACCMAAMAATGATGCCGGAAAMTTTTTCCTT 

GGAACCCGGAGGAGGAAAATGTNGGAAAACCACNCCCANANCCGTTTTAAAAGCCCTGGA 

TGAAAAMATGGCCAATATTAAAAANTTTNTAGACCAAANCCAAACCCAAAAAGTTTTAC 

CAGTCNNAATTTCCAGGGGCCTGANNGGAAAAAATTTGCAAAACCTGANAACCAAAAAAA 

AAAA 

Sequence 5474 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACCAGGTCTTCTATGTGGGTGTCAGGATATGCT 

CCCTCACGGCTTCCGAAGGCCCCCAGCAAAAGATCTAACATTCTTGCTCAAAGTTGCNAG 

AGAMGTATCACATGGAGTAGCTGGGTTGGGGCGGCGGCCTCTTCTNTTCAGCTNCCTTA 

NCTTGGCTCCNTMGTGGATCACTTACCMATGCTTTAGATGATTGCCTCTCAATAATTG 

AAAGGTGGNGGTAGTTGTATTGCTGCACTTGTCGGTGTTAAAGAGAAATTACTCTCACAA 

GAGCAGAGGCCTGAAGATNCTTTCTTCTGAAGGGGATGATGAGCCTGGACTCTCTGGGAC 

TCCTAGATT 

Sequence 5475 

CCCTTAGCGTGGTCGCGGCCGAGG7ACACTGAATACTACAAAATATTGCTTAAATAAATT 

ATTTGAAAAGCTAAATAAATGAAGTTATGTATAATGCTTATGAATTGGAATACTCAGTAA 

GTATTGGGATGTCGAAGTTACCTCTCTTTN I I I 1 1 I I I II I II I M I M N 11 I i I GAGAT 

GGAGTCTCGCTNTGTCACCCAGGCTGAAGTGCANTGGCGCGATCTCGGNTCACTGNAAGC 

TCCGCCTNCTGGGTTCACGCCATTCTCCTGCCTNANCCTCCCAAGTAGCTGGGACTACAG 

GCACCCGCCACCACGCCAGNTAA I 1 1 I I I 1 GT 

Sequence 5476 

CCCTTAGCGTGGTCGCGGCCGAGGACCGTTGACTCAGGTAAAGAGGGAGACAGCAAGAAC 

AGAGTAGAAAGGCAGCATAAAACTGGTGGAACCAAACACAGACTAAGTAAAAAAAAAAAN 

GGTAANNTTCCCNACAACNCCTTNTCCCAGGAAAAAAAATCCANTAAAAANCAAAGGCNT 

TTACCANGGNTNCCAAMNANTTCCGGGGAAMNGGATTTTTTTNTNANTANTCANCAGN 

GGGACAAGNGGAAATCCNCMNCAAAAAMTGMNCTGGNCCCCTNCTTCNCNTTTTTTT 

TAAAANT 

Sequence 5477 

GAGCGGCCGCCCGGGCAGGTACATGTGATGCAGAAAAGTCTTACGAAGTATTACTGAGCT 

TTGTGATAAGTGAACTGTTTAAAGGAAAGTTATACCATGAAGAAGGAACTCAGGAATGTG 

CMTGG TTAAC CCTATTGCTTGGTCTCCTGAATCCATGGAAAAATGCTTACAGGACTTCT 

GCTTACCTTTTCTCAGMTCACCAGCCTTCTTCAGCACCACCTTTTTGGGGAAGATTTAC 

CT AGCT GCCAGGMGMGMGMTTTTCAGTTCTTGCCAGCTGCCTGGGACTTCTGCCAA 

CGTTTTACCAAACAGMCATCCATTCATCAGTGCCTCCTGTCTGGATTGGCCAGTTCCAG 

CATTTGATATTATAACTCAGTGGTGTTTTGAGATAAAATC 

Sequence 5478 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGACATTTCTGCATATGGTCTGCTAATGGCAC 

CGATGCTTCACATTCCAGGAAATGGTTACTTAGGGAAGGTTGATATGTGCTGCAGCATAA 

TAGGAACTTAATTCAAACCAGAGCAACCAGAAAGGATACTGGAGGCAAAAGCCAAAATAC 

MTTTAAMTCTTAAAAMATAAGGMCGGTTTAAAGGTMTTMTGMCTTTTCCTCAC 

CTAGTGTAMCATTTCATAAGMGTMTATTTTGTGGTCACAAAAAAAGCACAGATACCT 

CTTTTAGMTATTCATGATGCTCTTGTGTATGMCTTMGTTTTCATGAAATGCTTTCAC 

CTCAAAACCCCGTATTCAAGAATCAAGAAGGCCAAGCACGATGGCTCATGTCTATAGTCC 

CATCACGTTGGGAGGCCCAGGCGGGTGGATCACTTGAAAGTCAGGAG7TTGAGACCAGCC 

TGTCCAACATAANCAAACCCTGTCTCTACTAANAATACAAAAATTAGCTGGGCCTTGTGG 

CCGGGTGCCAGNAATCCTAGCTCTCAAGCGGNCAAGGCAGGACAATCCTTTGAACCCAGG 
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AACNGAGGCTGCGTGAGCTGANACATGCCCTGCCTCCACCTTGGGGACAGAGCAGGAATC 

CNTTCAAAAAAAGAA 

Sequence 5479 

C CCTT AGCGTGGTCGCGGCCGAGGTACATTATTAATCAACAGTGTCCCACCAACTCAGAA 

GTTTTCTAMTTGGCTGCTTTCTCTGCATTTAGTAAGTTTATAACCMTGACTCMTCAA 

AGMTGTGCTTGTMTAGGCTGCTGGTTTMTTTTAGMTCAAAAGTTTTATATTGGGCT 

ACTTTCAAATATAGAAATGCTATGAGTGACATATGMCTATTAATTTTGTTTCCCATTAC 

CTACAGGMGMTTTATTCAAATAAAATTTTACAAGACAAAATGCAAATCTATATACCTA 

TATAGAGATGTATATATGT 

Sequence 5480 

GG TACAC TAAAMGTATCCTTTTTCAGATATATTTAGTGCTG I I I 1 1 1 1 I CACATTTTTG 

TGCTTTTAATTGGTAATTTCACTGTTTAMCACTATATTGTGACATCTGAMTCATTTTG 

ACCT^A G AATTTGAAAG AATG G AT AAAA G AATTTG G AAAC ATG TTTTTCTTTGTTGTTGT 

mm l GTTTT TTTAGGTAACATTTTAAAMTTGTTTATTCCTACCMGACCCAGTTAA 

TAAAAMTTTTACCTTATGGGTAAAGGATACACAGGAGCTTTCCATATCTGCMCTTTTC 

CGTAMTCTAAMTTATTTAAAAAGAAATTATCTAAMGAATTTAGTCTGTMTGMTTT 

TCCA CATTATAGACCACTCTCCCAAGTGTTTGGGAGAGGGCCCAATGAAAAGATGGGACA 

TTTTGGCGTCATCAATMTTGCTTGGCCTANACCTGTGCATTCTTGGAGATCTGGGATGG 

GCATATAACTCCTAACTGAAAATCAGTGGTTATGGGGAGCAATTCTTAATAATAAGAACA 

TGTCCTTGGTGTAGGNTTAAGCCCCAAAAAAAAAGGTGGNGGGNNCNCTGAANCCANATA 

TTCCNCAAGGGTTIsrTTTTNNNCCCMGGGTNTTTAGGTTTAAAAA 

Sequence 5481 

CGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACTTATCCCTACCTTCATGTTCCAG 

TGGMGACCTTAGNAAAATCAMGATCAGTGAGTTCATCTGTAATATTTTTTTCACTTGC 

TTTCTTATTGACAGCNACCAGGAATTTTTTTATCCTNCCGAGCCMNTTNTTCAAAAATG 

TNNMTACTTCNTCCTGCTTAACANGTCCTTGGAACTCATTCTGATCCATGNTTCACCAG 

CAGGNTGGACAGNATATAATTTCGCATCATTNTTGNCCCTTGNAAATCAAGATGCTCTGC 

ANATTATTTCCTTATMCGGNCGGACTTTTGGCTGNTTTCCTAATG 

Sequence 5482 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTAATTAGCACTTGGTGAAAGCTGGAAGGAA 

GATA MTAA CACTAAACTATGCTATTTGATTTTTCTTCTTGAMGAGTAAGGTTTACX?TG 

TTACATTTTCMGTTAATTCATGTAMMATGATAGTGATTTTGATGTAATTTATCTCTT 

GTTTGAATCTGTCATTCAAAGGCCAATMTTTAAGTTGCTATCAGCTGATATTAGTAGCT 

TTGCAACCCTGATAGAGTAAATAAATTTTATGGGTGGGTGCCAAATACTGCTGTGAATCT 

ATTTGTATAGTATCCATGAATGAATTTATG 

Sequence 5483 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTGCAATGAAACCAAATAGTATCATAGAC 

ACAACCTCTGTAGCACATTTTAGGTGGAAMCACTGTCCAGAATTTTAACTACCAGATCT 

GTTTTAGGCCATACAGTTTGCTCT^^ 

CACTGC TATGT GTCCTTTTCAAMTCTGTTCC1TTCATTACTTACTTAGAATAAGATCTC 
TCTAAMTTTTAMTTAATAGCACAGAGAGAGAGGCTGGGAAAGCAGCCTTTTTATGTAA 
ATGAAACCTCTTAGGTAGTAAAAAAAACC 
Sequence 5484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCCAAGGCGGCCGGCCTGACCTC 

AATTTCTTAGTGCTGAGACAACAGGGGAGCTAACTCCCTATCCCCCATCACACACANAAA 

ANGGMGCCTCMCTACGAAGTTGTTACTTTATTAGATAGTAGCTCTGCCATCACAGCTT 

CCCATCTACCGCCTMCTCTGCAACAGAMCATTTCCCAGGACTGACTGGAAAGAGGAAT 

CTTATCTAMGATACTGTAGTTACMGGGCTGATMGGGTCTTTGGTATAAAAGCAATAT 

CCAGAAATAAGATAATTAACTTTGGAACTAAGGGGATATAAATGA 

Sequence 5485 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC i I I I I 11 I I I I I I 1 1 1 1 I I I I 11 i ICTGATA 
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ANACCCGAAMAGGMAATTCTTTTMTTTTCTATAMTTTANATGTCTGATCCTCATC 
TTTTAAMACCAAMTGATAAMCATATTTCTTAAACTGTTGGGTTCTGAAAAAGTCACC 
CAATGGAATCAGCTAGTTCACATTTGAAAATGCAACTGCTAAAAGCTGTGGGATATTGCA 
ATTTAAGTCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAAGAAGCATCAAAAGATA 
Sequence 5486 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCCAATGGTGGATTTATTACTATT 
AM GMNC CAGGGAAAATATTAATTTTAATATTATAACACCCTGAAAATAATGGAAAAGA 
AGGTTTTTGAA I I I I I 1 1 I I! I AAATAAACACCTTCTTAAGTGCATGANAATGGTTTGAT 
GGTTTGCTGCATTAMGGTATTTTGGGCAMCAAMTTGGAGGGCMGTGACTGCAGTTT 
TGAGMTCAGTTTTGCCTTTGATGATTTTTGTT^ 

TAMGTGTMTAAAMTCCCTTTGCATTCTTTCTGGACCTTAAATGGTAGAAGAAAAGGC 

TCGTGMCCCATTTGTTTCTTTTGGCTGGGTATAGTTGCTAATTCTA 

Sequence 5487 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

CGCCCTCCATCAGCAAACCGCTAGCAAAGGGAGAAGTCTCGGGTTTGACAAAGGACTTCA 

GAAATGGCNTNGGGAACCAGCTGAGTTCAGGGATCCCACACNTNTGNTGCNTCTCAGTGT 

GACTNANCANNTTCCAAATGGNGNTTGCCNATCCCANGGTTACNTNANANANTGCCNCTN 

AGAGATGTCCCGTGGCCCTTGGNTCTGCTGGGTCI 1 I 1 U 

Sequence 5488 

CCCTT AGCG TGGTCGCGGCCCGAGGTAC I M 1 1 M II II 1 1 1 I M I IN I GGGTGCAGGT 

CATTTATTTTGGATGCGATCTCAGGAGGCAACAGTAAGAGAGTGAGAAAGTGAGGCCAGG 

AAGGGAAGGCAAGACAGGGGTGTCAATGAGCAGGTTACCAGGGTTGGACAATGGGAGCTT 

GAGCCTGCTGGGGACTTGTGGGAGATTGCATAGAGCACATCTCAGGGCTGTTCCACCTGA 

GAGGGGAGGAAGCTGAGAATGTATCCACCAGCTCCATTTGTCATTGGTAGAGAGCTACTT 

CTAAGGGCA 

Sequence 5489 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGCAACAAGAATGTGCCTCAGC 

ACGATTACTCAAAAAGCAGAGATGGATATTGCTCTAGGCTTGCTTGTGTTCTCCTAAAAT 

TCATATGTTGMTTGMTTTCATCACCCAAAGTGACGGCACTTGCAGATGGGCCTTTGGG 

AGCTAATTATGTTGAGATGAGGTTGTGAGGGTAGTGCCCTCATGATGAGGCTACAACCCT 

TATACAAAGAGTCACCAGAGAGCTTGCTTTCTCCCAATCTCCACCATGTGTGGACACAGG 

GAGAAGGCAGCCATCTGCAAACCAGAAAA 

Sequence 5490 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATCCTGTTTGTTCTGGGCGAGGGAAGAC 

AATCTTAGAGTTGGAAGAGATGTAATCCGGCTCAGCCTCCCAGGATAAAGGAACTTCCTT 

TTGAMCACCCTGGATGGCTACTCTCTGCTTGAGTGTTTTGAGCGGAGGGCACTCTGTGT 

CTGACAGGGTGATTATGAGCCAGGATGTGCCTACCTCTAATGCTCACATTTGCCCCAGAG 

TCAGGGTGCTCCCTGGCATGGTTGCTCCTCTTACTCTTAGACCCACCAGCTGGTTTTCTC 

CAGATAGGAACAGGGCTAGGAGAAATCTT 

Sequence 5491 

CACCAMGMTTTGGTTCTTCTTGAGGTCCCCACAMCCAGCCGTTATCACACTTTTCCA 
TGACATCNATGACATCACTTTCTCTGAGCTCCAGCTCATCTTCATTCCTGGGAGTATAGT 
TATACANAGCCTGAAACGGTTCCCCTCCGTGAAAGTGTGGATTCCTACTTCCTGCtCTAA 
GCTTTGACACGTCAAAATGTGGGATCAGAAAGAAAAAAATCATGATATTTAAAAATGGTC 
AAATATTTGAGGCACGAAANAAAAAAAANAAAAAAANNNN I I I I I I I I I I I NAAAAANCT 
NCANTTCCCCNCCCNI I I 1 1 1 I I I I I II I I AAAMNCAAANAATTTTTNCANNTTTTCNN 
NCCCCNGGGGNNGGNGNCCNCCNTTMCTGNNNNCTTTNNGGNTTNCCCNTTAA 
Sequence 5492 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTTTGGAGCTGGAGACGGCCTGGGTG 

CTGGCGAAGCGGAGGCCGGAGTTAATACACGAGGAACTCATGCAAAGGAGGGGACTTTCG 

GAAATCCAAACTTAGAGTGCCTTGTATTTAGAATCCGGAAGGAAAAGGAAATGAAATGTG 
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AAGAAACTCATGCACCAAACTCGAACTGGTAAGAAGACTGTTAGAATGCCCTCGGTAACA 

CAGAGGCTGAGAGATCCTGACATAMTCCTTGTTTGTCGATCCTGTTCTACCTTTTAAAT 

GATGC 

Sequence 5493 

ACCMATTAMGGTTTGTTCCCMCTGGAAGCAGAGGTTTGGGAATGCTGGAAGTTAGGT 

CTGTCATCCGAGATCCTCCACCTACTGCCATCACTACTGCTTGAMTTCCATTTTTACAA 

ACCGGGTCAGCCAGCTTGTGTGCGGCCTGGCAGGGCAGMGTCACAGCTATAACTCAGCT 

CCCCGCACGCCGCAACCGCTCCCAGCGATCTCCCCCGCGTACC 

Sequence 5494 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCTATGAACCAAAAAACCTCAGACATTGA 

TTCTGCTGGCMCTTGGATCTTAGMTTCCCAGTCTCCAGMCTGTMGAATTAMTTTC 

TGTTGCTTATATGTTATTTCATTATAGCAGCCTGAATGGACTAAGATATTTGCCAGTAAC 

ATTTGACTTCAGGTCCTCTGCTCTTGCTTTTCCTCTCTCAGGAACACTTTCTACCCAGCC 

TTTCAGATGGCTATCTTCTCACCCTCAGCTCTTTGGCTGAAATGTGAGAGGGTCTTCCC 

Sequence 5495 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I I I M I I I M I i I I I I I I 1 M I I I I 1 I M I 1 

Mill I Mill II I MM II I UN || H | MM l Ml | M l I I I1IM II HI I I H II 

TTTTNCCCNNCCNNNNCCTAANTTNANNNAAAAAAAAAAAAANNNNNCNNNTANNAANAA 

AANNACCCNNGGGGGGGGGGNCCCCCCCCCCCTTTNAAAAANAAAANNCNNNNNATATAA 

NATACCCNNCNCNCCCCNNGGGGNNGANCANANCTNATACTTAATTAANGTTTTANACAC 

ACCNGNTNCCCAGGGNGGGCNCANNNAAAAAGAAGNGGGGGAGGNGTTATNNCCCNNNGG 

GGGGGAAAAAAAAACANrTNTTTTTAAAAAAAAAAAANGGGCCCGCNCNANACTGTAAACA 

ANAANCCAGNGGGCCCCCNNNCCCCGGNGNNNGGGNTNACNNCCCCGGNGGGGGGGGNNA 

TANAAAAGGNNAGCCCCCCGCANAAAAANNCTNTGGGGGTNAAAAAAANTTAAAAATTT 

Sequence 5496 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGTAAACAAAACAAAGTTATATCACCAAGTG 

CCTTCCCCGAATTCGCTCCCTCAAACCAACCACACAGTTCTGACCACTCTACAGTCATGG 

CCTGTC ATCAGAGCTTTGTATGAMTTMGTCAMGTGTGGAGCTCCTTTTACTCATTTT 

i u I I I CTCCTTAAAAAANAAAAGAANCAAATGTTCCANGTAAAAACAAACGTNTCCCAA 

AGCATGTGTGCNTTGAAAAGTAAAGAAACATTATAACANCTTCATAAAAACTGACTTAAA 

AGTTTAAAAGGAAAAAAACATGTTTCTAAGTCCCTCTGA 

Sequence 5497 

CCCTTTCGAGCGGCCGTCCGGGCAGGNACATGTTTTMTCTTTTTTTAAAA^ 

ATTAGAGTCAGGGTCTCACTATGTTGCCCAGGCTGGTCCTGAACAATTGGACTCAAGTGA 

TCTGCCCGCCTGGGCCTCCCAAAGTGCTGGGATTACAGTTGNAAGCCACCATGCCANGCC 

ACATTTCTNCATTCTTAATAAAGTCNGTGGAATCTACTTCGMTGCMTTTTMTTTANA 

TTTCMTCTATGMGATATTGGGNTGGTGCAAAACTAACTGCGGNTTTGGACTGTGAATT 

TTAAATCATTNTAACTAGGGCTCMCGCATTT7TATTAANTCAAAAATANGGAACCATTA 

CNNTCAACACATNTGGTTTNCMTMGAAATTMGNTTGGTTTATTTCCTTGNNNCGGGA 

AAANANCTTGTGCTTT 

Sequence 5498 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC M I I I M I M I M I I I M M 1 1 I I 1 NNTTTN 

1 ' I i 1 1 1 1 1 1 1 I N I 1 1 1 I I I I I I I 1 1 1 1 I I I I 1 1 1 1 I ] I 1 1 | M I I 1 1 I 1 1 1 I I NNNTT 

i I I I I I I I NTTTTNNNAN M M M M I M I NTNTTNNNGNNNANGGNACNNNCCNNTTNT 

TTTAAAAAAAAAAAAANNNNNGGNGGNNNAANGGNANAAACAAANCTTTANTNANTANCN 

CAAAAAAANNTCANA ANTNNT ATAAAAAAAAANAAAANAAGNGGTTNTNANGAAACCCAN 

CCANCMTTCTTNTTNTTTTTNNTGNGCANAANAANAAANAAAAANACCNCCCNAGAANA 

AAAAAAAAAAAGNGGGGGGGGNGGNGGGNNNNNACCCTATCI M M I I I GGAANAGANAA 

AAAAA 

Sequence 5499 

Acnniiniiiuiiinmii n n aaaaa aaaaaaaa aaaan m i i n 1 1 naaaaan 
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GGGGG GGGGGGNCNN I 1 1 I I 1 1 1 1 NNAAAMNGGGNCCCTNTTTTTAAANCCCNTTTTTT 
I I 1 1 I I NNAAAAANNAAANGGGNAMGGGGGNTTTTTNCCNNCCCCNNTTTTNNTTTANG 
GGGNNCCTTTNNMNNNTTTTTTTNAAAAANGGGGCCCNAANTTCCCCCNMNNNTTTTA 
NGGGGCCCCCCCCCCGG 
Sequence 5500 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGGTAGTMGMACCTTTGAGATCTTTCTGACT 

TTTCAAAATTAGAGAAAGCAAATGGGATGGATAGA I I I I I I I I I CTTTTCAAGGGGGGCA 

GGMGGT MTGGTT TGAGTAGCCTTTGTTTAAAAAAAAACTAMTATATTTAAAAGGCCA 

CATTTATATTTTTTTCACMGMCCACATAATAMTTCCACTTCTTGACCTGAATTTGGA 

AATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTT 

GAGAGGCCGAGGTGGGCAAATNACTTTGAGGCCTTGGAGTTCAAGACCACCTTGGCGAAC 

ACNGTGAMCCCC^r^^mTCAMAAAATCAAAMTTMCCAGGC^^NGGTGGCACCTTGC 

CNTGTAGTNCCCAGCTTCTTGGGAAGGCTANGTCAAGANAATTGGNTTGAACTTTGGGAA 

AATNGAGGTTGCNAAGANCCCAAAAATTGCACCCCTTGNANTTCCAACCCTGGGGNGGNN 

GNAAATGGNGACTTTTCCAAAAAAAAAA 

Sequence 5501 

ACGCGGGAAAGAAGAAAATACANAGAGTGAGTGTGTGGAAGAGGGAGAGAAACAGGANAG 

AAACAGGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACA 

CNCGAGANAGAGNGGGGGGGNGNGAGAGNGAATNNCACTAGANTGTNGCNCTGNAAANAG 

NNTCTCCCCCTCTCTCACNCCCGGGGGGGNGNGTNTGCNCNNNGTNNNATANNCNNGNGG 

GGNGNAGNGACNCTCCCCACANAANGTGTGTGTGTGTGNNNCCCCCCCCCTTNTCTNNCT 

TAAANAAANGNNCCACACNTNGGNNGNATCTCCCNCTCTCTCTCTGTATATANTAGAGCN 

CCNGCTCTCTCNTNCCATATANAGNGNNTNTNTCTCTNGGGGGGGGGGG I rTTTTTTTTA 

CAGCCCCCCTATATANNNTGGNGGTGGANATCCCCCCNNCTNCNNTTGTGGTGNNNACCN 

TNAGAAGAGNTTATATTCTCCNNGGGGGCNNTG7TTTTTNNTTTTTTNCCCCCANANGGG 

NAANTANCCGAAGTGGNGGAGAAAAGTTGTTTTGC 1 1 1 1 I I I I I GTGGGGAANAANAGGG 

NGGTTCNCNTT TGNAANC CCCCCTTTTTC 

TCCNGNGGGGGTTTTTTTNTmCNCCCCCCCCCCCCCCCNTTrsrTNTN 
TTTAANTTTNCNTNGGGGCNCCCCCCCCCTTTGGGGGGGTTNTTNTCCCCCCCCTNTGGG 
GGGNCI MUM I NNNGGGACCCCCCCCCCCC 
Sequence 5502 

CCCTTTCGGCCGCCNTTTNAGGTNCTGGCATCAGTCAATGTNNTGGAGTNNTTNGGTCCC 

CMTGTTGGCTATGMGCTATNGGCTTGTGGACAGTAGTGGCCCACAGTTGGTGTTTTTG 

CAAAAGCAACTGCACAAGACAACCCCAAATCTGCCACAGAGCAGTCAGGAACTGGTATCC 

GATCAGGGAGTGAGACAGAGNCCGAGGCCTCANAAATTACTATTCCTCCCAGCACCCCGG 

CAGNTCCACANGCTNCCGTCCAGGGGGAGGACTACCGCAAAGGTGTCANCTTCTACCTCA 

NGGACAAAGTGGNCNNGGGGAATGNGCTATGGAACANCTTTAACCCGAATGCCCATAGCA 

AGGGAAGAATCATTNAGGACGGNGAGCAGCATGAANANCTCAATTGAAGTAGCCAAACNA 

TCNACATTCATGAAAACTGGAAACCCCACCAGTGGAAATTGGNAAAACCCANTGGGGGNC 

CTGAGAAGGAAGGTNCNAAAGGGGTAAAAGGANCCA I I I M M I ATCCNCNNACTTTCNT 

TTGGGGANTNAAAGGANAATGNANCAAAATNCNTTNGGGAATNTTTNAACNGTNNANGGN 

AAATTTCTTATNGTTCAAATNNGGAAAAAAAANCTGAAAACCTCCCAAANAANGGAAAAA 

GAAAAAAAAA 

Sequence 5503 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCGGTGGCTCACACCT 

GTMTCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCATTTGAGCCCAGCCAGGAGTTG 

AGACCAGCCTGGGCAACATAGTGAGACCCTGTCTNCACAAACAAAAAATACAAATATTAN 

CCCGGGTGTGGGNGGCACGCACCTGTGGGTCCCAGCTATTCAGGACGCTGAGGTATGAAG 

GATCACTTGAGCCCAGGACATGGAGGTTGCTTGTGAGCCCAGATCATGCTACTGGACTCC 

ACCTGGGTGACAGAACGAGACCCTGTCTCAAAAAAAAAAATTAAAAAAATTATTAANCCT 

TTATATGGAGAATGTCTATTTGGGGATCTTGGTAAGAAAACTGGACACCTAAAGAANCTA 
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CCMGMCTCAGTGGATCTATATAGGAACTTTTNTTGATCTACAGCGGGAGGNTTGCATA 

ANAAAAAAAAGCGTTTGCCTACCCTTTTTGGAGACATACATGCAAATTGGTAGAANTAAT 

GGAATTTCANTNACTTAATNTTTGANNNACNTTNGNGCATTTAGTGAGAACAANGGGGGG 

GMTGCCTNNTTATMTTGAGAAMNGGGGGANGTTTNTAATATTAANTANGGNATTTNA 

TTMTTTNTTGCCNNATCANCCTMTTMCTNTACTAATTNTTTAMNTTTGNTTTACT^ 

TATTAAAAAATNCTNTTTCCCA I I I I I I I IAAAA 

Sequence 5504 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAMTTAATCMTAGTTCATCTTATTTACA 

ATCTCTCMGCAGCTCATTTTATGTTAGTTGCACAATCTGGAGGTCTGGAGTTCTTCACA 

TGAMTTTAATAAATTATCATGCAAGCTCATTTTTATTCCCA I I I II I I I ACCCAGGGAG 

AATCAGTCTACCAGGGCAAATAATGAGGTTACCACCTTAGTCCCTCTTCCCAACCCCATT 

TTTTAGTTACTTTCCTTTCATTAAMTATCCTTATGCACTTACAAATAAAACTAAGTCCC 

AAGAGGGCAACA 

Sequence 5505 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTAMCCAAMTGTATCTGTGACAGGTATTMTCMTTGAGMGAGTTTTTTA 

. TTTTT ATTTATTTATTT A I I 1 II I GCCAAGGTTCAGGACAGATCCAGGTGTCTTTCTCCA 

AAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGGA 

GGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCATGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 5506 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTTTTAAAGCTAGCTGTGTCGAGTTAAAGA 

AAAMTCAGCAGTTTTTTCTCCCAGAAATGTAATTGCAAACACTATTCATCCCCATCTTA 

AGTTTTACAAGGTGATGTA.ATCAGCTTGTTGTAAGTGATGCTGGCCAAATGGTGCTCAGC 

AGGTGAGMCAMAAAACCCCAGATTTCAGTGAACTAATACACAGCTTGAGCCGTTTCCA 

TGTGCTMTGTTGCACACTTACTAAAAAACTTTGGAAATGGAAAATAATGTATTAAGTGC 

MCAGTTGATGTGCTTCT7TGGGCAMGATATMGTTTTGTTCCACAATTTGTACCTGCC 

CGGGCGGCCGAAGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnCAACCCGGAAGCATnnnnnnnnnnnnnnnnnnnnnnnnn 

nnAGGGAGCTACTCCATTAATTGGGGTGCCTCACTGNCCCTTTNCANCGGGAAACCTGTC 

CNGCCCACTGCTTAATGAATCGGNCAACCCC 

Sequence 5507 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGCAAAGGTGTTGTTGCTCTGCCAAT 

CMCATCCMTGCTGGTGCTGAATGAAAAGGAAACTGTTGCTTGGCTTCACCAGTATGTG 

CGTCCCAMTAATTGTAGTCTTGTCTACTCCAGCACTTAGGATGAMTTTCCTTTCTTAT 

TCCATTTTAATGCAAATATAGGGCCTTTATGCTGCCCTAAGGTGCTAGCAAGGTTACCAT 

CTTTAGTCCATATTCTGGCAAACCCATCATAGGAACCAGTTGCTAGAAGTGTACCTGCCC 

GGGCGGCCGCTCGAAAGGGCGAATTCCAGCA 

Sequence 5508 

G ATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTTNI I I I I M I I I I 

111 1111 I N TGGGGGNNNA A I I 1 I I 1 1 1 1 I I 1 I I II Ml I I I I I I I I 1 1 I I I CTAANCAT 

TACTTTTTATTTTGMANATTTGNGMACTNTTCACATNATGGGGANAGTTTGTATNATT 

MNAMAACCACNT1TTTCATNAAATGNTTGGAGGTNAACMNTTNTNACCCTNTGAAAT 

CCCCCATCCCATTMCTTTAMNTTTNTTTTGATTAATAAAAAAAAAAAGGGGNGGGTGA 

AAAAAAGGAGGAACTTNCTTAAACCCTTATAACAATCNTCCAAATTTNANNAAAAAACAN 

CCCATTCNCCAACTNCACI I I 1 1 I I ATTTTACMCTTTNTACATNTCACTNTTAATTTTG 

GCCTTCCTGGCTAAMCANCCCTGNCANTCCCTMGGCCCCTAAAAMMCCNTGTTTrsIT 

CCAAAAAACAAANGAGGGAAAACCCTTCCAANAAACCCTNACCCCTTTCCAAAAAAACCN 

NCMTNCCTTTNTTCCAAMATTTTAACCNACCCCCTANTTTTAAAMAAACTCCCTTTA 

AAGGTAAAAGGAAGAAATGTTATAACCTNCCC I I II I I I AAAANTTTTN I Mill! I AAA 
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AAACCCCA 
Sequence 5509 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I I I I I I I M II I ( I I I GGATCTTCTCA 

TTGGAGAGAGCTAAGATATCTTGGTATGCACACATACACACATTTAAAGACAAACTGTGC 

CCTGAGTGCATACTGACAATTCCTATGCAAATTCAAMCTGTAGGGATTTTAACCTCCTT 

TATCTTACATCTTTATCCTCTTTCMCTATGTTTTCAGMGAGTTGTATATTTTAAGGCA 

TATTGACTAAGGAAAAGTGACGTTATTAACCAGCCGTGTGAATGACTAGCCTGGCCTTTT 

AGATCATGTTTGAGAGGTAGCACAAGCACTGCCACTCTCCCCATACTAGAGTGCTATAAA 

TACAGTTTAAMGTGMCTGGCTTGAGACCTAGTTTTGCAMGGGTTGMCCTTTAAATA 

TATGAAAAAATGTTCGCAGTGTTGGGCTCCTTAGTTTGATTTGGCCAAG 

Sequence 5510 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATTAGTTTTCTATGCTGCTGTAACAAATT 

GTCACAAATTAGTTATCTTCCAGTTCTGGAGGTCAAAGTCTAAAATCAAGGTGTCAGCAG 

GACTGCATTCC7Thn*GGAGGCTCTAGGGAANMTTCNTTTCCTTGCCCTTTTCAGCTTCT 

ACAGGCCACCAATGCTTCTTGGCTCATGACCCCCTTTCACATCACTCCAACCTCTTGGGT 

TCATTACTACCGTCTCCTGCTACCACTCTGAGCCGCCTGCCTCTCATTTAGAAACACCTT 

TTGGGGCCATCTTGAA AAAATC AAAATTGCTCTCCCCATCTCGAGACACTTAAATTTAAT 

TATTATATGAAMGGTCTTTTTGCTATGGNAGGGAGGGTATACCTCACAGGTGGCCATAG 

ATTAGGMTGTGGGGGATCTTTGAAANGTGTTGTTGGTAAACCTGGCACAAATTCCCCAC 

GMCTCACACTTNAATGTGTGGATTTTTTCTGCCCTGGG I 1 1 I I CTGGGTCAATTCTTG 

Sequence 551 1 

ATGCTCGAGCGGCGCGTCNGTGTGANGGATATCTGNAGAATNCGCCCTTTCGAGCGGCCG 

NCCGGNCAGGTACAACNNANGCNTGGGAAGATCATGATMTGTTTTACATCACATTTTAC 

AGCATTTTATTTTAATCAGTATTTGTAGAAAACMGGATGCTGAGTTCTTGAACACT 

NTCACAMCTCMACTAAAATTTCCAAAAAAAGGAAANAAAACACTNAACTACTTGNTCA 

ACTNAACATCTTTAATAATAAATGTAACCAAACCTAACCAAATAAATATTCCACTGAAAT 

CACA CTTNMTGTATNGTTTTTAATGTGTTCCCAAAACCATTAAATTATTTTAATCAATT 

TTTTAACTTCCACCCCAAAAACAAAACCATTCC I 1 1 I I 1 1 I 1 1 NCCTTAAATAAATTTAA 

TTCTTAAAAMTTANCCTTTNAAAAAACCAA/^ 

TNTTCTTTTANCTTTTTAAACCTTTCTTN^ 

CCCNNCCTTACCNTTNNANCAAAATNCCTTCCCAAACCAACCCCAAAATTNTCCAAAACC 
CCCI I I I 1 1 I 1 1 I CCTTTAAAAAATTT 
Sequence 5512 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTAATATGATACTGAAACATTTATTG 

CTGAACATAMTTTAGMCTTACTTTGCCTACCTATTACAGAAGAACAAAAGATATTTGG 

GCCTATTAMCCTTTCCTCTGCCATTTCCTGTCCTGTGTCATAGGACTAGGAATCGTGTT 

TCTAGAAAGTATGAAATCGTGTGCTTGCAAACTTGGAAGAAAACAGTTCATGACTGCATA 

CCTTCTAGTTCTCTAGTGTTCACTGGAMTTAMGACACTMAAGTTAACAATTCTTATT 

MTTAATCATATTMTGTAATTGGAATTTCTAGAMTATTAGGGGAAGCAACTTTATACG 

CMAGCATAACAGAAAMTAAGGTGTATTTTTTCTTTGAAACCTATGAAATATACTGGCC 

ANGNACCGGTGGCTCATGCTTGTNATCCCAGCACTTTTGGGAAGCTGANGNGGTGGATCA 

CCTGAGCTCAGGAGTTCGANACCAGCCTNGCCAACATGTTNAAACCATTGTCTCTACTAA 

AAATTCAAAAATTAGCCAGTCATNGGTGGCAGGGGCCCTGTAACCCCCANGTACTCCNGA 

NGCTGAGGTGGGGAGAAATCGCTTNGACCCAGGAGGGGGNAGGTTGNANTGAACCAAAAT 

ANCACCNTTGCACTCCAGNNTGGGCGACAAAAAMGACTTTTTTTAAAAAAACNAAANGA 

ATTNACNNAAMCTTTTTGCCANNMAGGTGGGTTTTGTAAAANTAAAAATAATATGGGT 

TAANTTGGAAATATTCAAAGGTNGTTCAAATGAGNNNTNAAAACTNTACCTGNGAAAAAA 

AAAAAAAAAA 

Sequence 5513 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACMGTCTTCCACATGTTTTATTTGGTTTATGG 
CTMCAATTTTATATTTGTTAATGGTATTGGAMTMCATTTTTMMTTTCAATTTCNT 
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GATTGTTTAATATTAMMAATACCCTTTGATTTGTGTATATTAATCTTGAACTCTGCCA 

CCTTGCTMCTCACTTATTAGTTCTMTAAGCTTTTATTTCATGGATTCCATGGACTGGT 

GTACAGTGTGAGTCTCCGACCTTCACAGTTGGCCGTGGCACCCCAAAAGGCCTCTGCTGG 

CATTTGCCTGTGATGACAAAGACGGCAAATATGACAGCAGCCGGGGAAGC 

Sequence 5514 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAGTCATT 

TATTAAATATCTATTAAGTGAATGAATGAATGAATGAATTGCAGCCATTTGGCAAATGAA 

AGCATTGCTTTGGTAGATTATTATTTCATATTTAGTATCTTGTAATAGTATAGCTGAGCC 

TC CCTAATC CCAGG CCCTCTATCTGCT TGCACACCAGTGCTAAGATTATGGTTCCTAAAT 

TCI 1 1 1 I I ICTTTCTCI 1 1 I 1 1 1 1 I 1 1 1 1 II I IGG I 1 1 1 1 1 I I GAGATGGA 

Sequence 5515 

CCCTTAGCGTGGTCGC6GCCCGAGGTACCTTTTTTCTGAGCTCTGGTTTGCCTTTCTTGA 

CTGTGGGCCATCACCATGTTACCCACACCANCAGCGGGGAAAGTNTTGTTCAGCNCGTCC 

CTTGAATCCCCTTTCACGGGAAAATGATATACAGGGTTTTTGGCTCCTTGTGTTTGTNAG 

CACAAATTGATTACAAGCTTCCTACCGGGAAGACCCAAAGGAAATTCTGGAAATTCGNAA 

CCAAAAGGMNCCAACACCGTCCTCNCTTTNTACATTTTTGAACGCCGGAAAAAAAAAAA 
AA 

Sequence 5516 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATAGGGGTTCATGCTTAATAAACATGTCACA 

ATACAGTAAGTAMGTGGTTTTGTTTGTTTCTTTGAGATGGAGTCTTGCTCTGTCACCCA 

GGCTGGAGTGCGGTGGCGCAATCTCGGCTCACTGCATCCTCTGCCTCCCGGGTTCAAGCA 

ATT CTCCT GC CTCAG CTTCCCAAGTAGCTGGGATTACAGGCACGTGCCACCACGCCCAGC 

TMTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGTCACGTCACGTTGGTCT 

TGAACTCCTGACCTTGTGATCCACCCCGCCTTGGCCTCCAAAGTGCTGGGATTACAGGTG 

TGAGCCACCGTGCCCGGC CAAATA MATGTTTTTTAAAATGGTTATGTGCATTATTCATA 

AAAAATMTGGTGTCCAATCTTTTTAMCTTGTAAAAGACACATCTTATTTGAATAAAAG 

AGATGAGAGCTTAAAGTTTGTAAAAAANAAAAAANNNNNNNNNNNNNNNNNNGGTCCTTT 
llllllll llllll 

Sequence 5517 

CCCTCG AGCGGCCGCCCGGGCAGGTACTTTCTTCATCTCCACCTTTGCCCAAGTCATCTG 

CTTTTTCATGGACCACCAGTGTGCGGCCAATGATGCAATGGTCTCCTGAGAGTGAGATCA 

CAGAATCTTCAATAGACACATCGGCCACACCATCTTTGTCAGCAGTCACATTGCCCAAGT 

CTCCMCATGCCTCTCTTCATCCTTTGGCCCACCGTGTTTTCTGGATAGAGGATTAAAGT 

G AGGAC CTGCACTGGTACTGGGATTATATAGGCATGAGCCACTGAGCCTGGCCCTGAAGC 

GTTTTTCTCAAAGGCCCTCAGTGAGATAAATTAGATTTGGCATCTCCTGTCCTGGGCCAG 

GGATCTCTCTACAAGAGCCCCTGCCCCTCTGTTGGAGGCACAGTTTTAGAATAAGGAGGA 

GGAGGGAGGAAAGAAAAAATGTAAAGGAGGGAGATCTTTCCCAGGCCGCACCATTTCTGT 

CACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAAG 

AGTTCCMGTTGAAGGGAAACAAANAAGTGTTTTGATGGTGCCAGAAAAGGGCTTGCTCT 

TCCNAAAAGCTNAAATTTAAATTTC 

Sequence 5518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGTTTCTCATTTCCAAAATCTGAGGTTG 

CACCTGTGTTTCTCATTTCCAAAGCCTGAGGATGCACCTCTGTTCCTCGTCTCCAAAGCC 

CGAGGTCCCACTTCTGTTCCTCATCTCCAAAGCCTGAGGTTGCACCTCTGTTTCTCGTCT 

CCAAAGCCCGAGGTCGCACTTCTGTTTCTTGTCTCCAAAGCCCGAGGTTGCAGCTCTGTT 

TCTCACCTCCAAAGCCT GAGGTT GCACCTCTGTTCCTCGTTTCCAAAGCCTGAGGTTGCC 

TGCMGTCTCTTGAGGATTT TTTGG TGTAAACAGGTTGAGTTTCTGGATAGGTGGGCATA 

TTGGCAGCTGMTATGTGGGTTTTGAGTGTGAAATACAGGTTCTTAGCTATGACCCAGCA 

ATCTTCTACTTGTTCTGTGCTCTNCCACATAAMTTGCTTmCTTGATTGTATTTCATA 

GAGCAATTTCTGAGGCTGG 

Sequence 5519 
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CCCTTTGGCCGCCCGG GCAG GTACCMGTTTTCCCAGACAGTTTATACTAGCAATGTGAT 

TGATGGTGMTACCTGCTTTTCACTGGAGGTCTAGAACTTGAATAACTAAGGNCANTCTT 

NTANGGCCTACATGACTTGATAAGGGCTATATGCTGAGTCTTGGGTCCTGTGAGTCCTTT 

TGGCAAATCTGCAGGCCTGAGGATAGTCAGGCATTCCTGCCACAGTCTAAAGAGCTATTC 

ACCTAATACTACAATACCAGGGGGGTTCACCACGTATATATAAGCTAACCAACTCATTAC 

CTTTTGTGTTCTTGTTTATGATGTTGGCCGTCAA I I I I I I CI I I I I 1 1 I I NTTGGCCTGT 

GA 

Sequence 5520 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCTGTTATAACATGTCTGAACAGGCTGTAG 

TTGAAGGCACTCAGAAGGATAAGACATAAGTTTGAAAAGAGACTCTATCAAAGTAAAATA 

AATTCTGCTAAAATTGA AACAAA AAGAAACATCAAATTTATGATGAGATCAGATGCAGTG 

TCACCACACCCTGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGCCA 

GGCTGGTCTTGAACTCGTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGA 

TTACAGGGCATGAGCCACCCGCACCTGGCCCACATCAGTTTTACAAAAAAAAATTAACCT 

TGTTTGTGCCGCANTGAANAGGACTGACAGGTAACAAGCANAAATTGTTATTTANGGAGT 

TCNAGMCAGGCTTGNTTAACATGGGTGGAMCCCCCCGTTTTTTCTTAAAAATTCCAAA 

AATTAAACTTGGGGTNTGGTGGCAANAATNCCANNAATNCCAACTTCTTGGAAAGGTTGA 

ACCCTAAAANNACTTGAACCCTCANAAGGCANANGGTTGCANTAGNCCNAAATGGCCCCN 

TTTGNAATTNAANCCTTGNCCAAAANAANNNAAAAC I INK I 1 NAAAAAAAAAAAAAAA 

AAAAAAG 

Sequence 5521 

CCCTTAGCGGCCGCCCGGGCAGGTACTCTGGAGTCACCAGCCTCTGGTAGATTATCAAGC 

ATCTCTTCCTCATCAGCCTTTTGTTTCTGTCTTGCATGCTTCTCTGTCCACTGTCTGGCA 

TTCTTGAGGAAGGCTGGCTTATTATATTTAAATTCTGAGGACTGAGATGAAATCAAAGAA 

AAGAGTTAATGGAGAAAAACATGATTTGCAGTGGTTAGAGCTGCTGCAGCTATCCTCACA 

CAGGGAGAGTTAGCGGTATAGACAAGGTAGGATATGTGTTGCAGAGGAAAATGGGGATAT 

TTAjCTATGTCAGCCATGAG 

Sequence 5522 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATMTT7TATMCATTGTGCATTGATCATTT 

GGAAAATATTGGTTCATTGAGTTATGGAGATCTTTCAAATGTTGGCACATTTAATTATAC 

AATATAAAAAATTCATYAACATMTCACCMTTTATCAGAATGGTCTTTATGTATCTGGA 

AATTATTAAAATTGTAGTAGACAAACATTTTTCAAMTTTTAGTTTCACTTGAM 

AATTTATCAGTGGCAACAAATATTGNCAGTTATCTTCCTTGAAGTGTGAAGGAAACCNGA 

CTCTGNCACCCCAAAATAT 

Sequence 5523 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTCAAAGGAGGCATTTAAACTAGAAGGT7T 

AAATATGGTCCAGAATCTCATAACACCCCAAATGTCCAGGTTTCAATTNAAAAANTCACC 

AMTCTMGNTTTGAGTTNAAAAAAAGAAAAAACCATGTNGGACATTAAAACCACTTGAA 

ATGGACAAMGATGTrTANNAMTTANTTTGGATMTATATTTTTAMGCAGCTCATC 

AGAGAACACNTTCAGTGAAGCAAGTCCTAAGCACACTGAAAACAATGAAAATTTTAGGGA 

ATCAGTTAG AG ATACAAAG AAATG AN N AATTTGGTAACTGAA 

Sequence 5524 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCGGTTCCAGATGTGGATTTGGCAAAACC 

TCATTTMGTAAMGGTTAGCANAGCAMGTGCGGTGCTTTAGCTGCTGCTTGTGCCGCT 

GTGGCNGTCAGGGAGGCTCCTGCCTGANCTTCCTTCCCCAACTTTGCTGTCTGAAANGAA 

CCATAACAAGCCCACAAGCCGGAAAAAGCNTATCTAACNCCTATCTAAGCTTTGGTAACT 

GCAG ACAMTTACTTTTACCTTATTTMTNATACATTTCATTAAAGTCCAANTATAAATA 

TTTTNTTAATATTTATTAAATNACTATANMTGCNACCTCCATTTACCMTMCTTATTT 

TAMTATTCCTAATAACCACATATTTAATATAATTTCTAAAAACAAACCATCTTATAAAA 

TATATTAATCCTTTGAAAAATATTAAAGCCTTMTAATATTAAAGTTTGTCACCNAATAA 

AACATTCCTNNAAAACTTTTTACCANAATTTCCTTAGAANAATTAATTAANNAATTTTA 
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TAATTGAACCCTTAMATATNTTMTATTTNCCCACCNATTTTTAMTTCAAATATTTM 
TTACTNANTATCTATCTNCTNTATATAAAAAATCNTTTAATTCAAAACCCCTTA 
Sequence 5525 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTAATGATACAGATATTTMGTTTTGTTGATTTG 

TATGTAGTTTCCCCATAAGAGGTTTTTTG I I I I I I I II I I I I GAGACAGAGTTTACTTCT 

CACTGCTCAGGCTGGAGTGCTATGGCATGGTCTTGGCTCACTGNGACCTCTGCCTCCTGG 

TTTAAAGC GATT CTCTGCCTCACCTCCCAAGTAGCTGGGATTGCAGGCACNCCCACCCGC 

CTGGCTMTTTTGGACTTCTGTCTGCAGATAGTAGGATGGTTCTGATTCTCCCAAATAAT 

GNGGGTCTAGAGAAAAGGAAAAAG 

Sequence 5526 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGATTCCTGAAGCTGACAGCATTCGGGCCG 

AGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGG 

CTATCCAGGGTACAACACTCTGCGTCTGGCTGAGCCACAAAiSCCAGGGAAATAGCCAGGT 

GCTACTGGATGCCCCTATCCAGTTGTCAAAGATAACGGAGAACTACGACTGTGGAACCAA 

ACTTCCAGGACTGCTAAAGAGGGAACAGTCCTCGACAGTGAATGCAAAGAAGTTAGAGAA 

GGCCGAGGCTCGACTTAAGGCAAAGC 

Sequence 5527 

ATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCGTGCACCCCGCTCTTACCCTAAGTCCA 

ACTCTTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCACCTGACAAGGCTATGGG 

GGTGTCTAGAATGTCTGAAAAGGGCCTGGGGCTGAACTCAAGCCTGTGGGCANGGTGCCC 

GACAAANGCCTNCTGGTCACTCTGTCCCCTGCACTCCATGTATAAGTCCCTCTTGGGTTG 

GGGGGTGGGGGGGTGCCCTTGGTGGGAAAAACAAAAMNANGGAAMTGTGCTTTTTGTA 

CCTTGCCCNG 

Sequence 5528 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGAAGCCTGGTTGMGTCTTTTCCTTGAGAG 
GCCTGGATTTGTTCACATATTCAGATTTCMCTGGCTTTATAACANGTTTTCTTTAANGT 
GGCCNTAANAATTTGGCCTTCCAGGTTCACTTGGGT 
Sequence 5529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 11 f i 1 I I I I I 1 I II 1 1 I I I 1 GCTTTANAGC 
ATATTATATTTTMTAGTTATTAACATAAATCTTTGATTTGTNCTGGGNTGNGGAGATGG 
GGTATAACATTATTAGCAACATTTACCCA 
Sequence 5530 

CCCT TAGCGTGGTCG CGGCCGAGGTAC I M 1 I I I I I I I 1 I M I I I I M II I I I M I I I I T 
CTTTG1 I I I I 1 1 1 I I IGCTCCTCGAATGACAATCAGTTTTATTGCATGAGTTATGGNGNC 
CAMTGANTTMTTTGCTTTTTTCACCNTCTGAANNAAAANAAGGCCCCCCTGCCGGCCC 
TCAATGCAAAAAANGGNAAAAAACTNGGATANATGATTTAANGCCC 
Sequence 5531 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGCAAGGCTGTCAACAGTCTTGGAGAAGCC 

ACCTGCACAGCAGAGCTCATTGTGGAAACGATGGAGGAAGGTGAAGGGGAAGGGGAAGAG 

GMGAAGAGTGAMCAAAGCCAGANAAAAGCANTTTCTAAGTCATATTAAAAGGACTATT 

TCTCTAAMCTCAAAAAAAAAAAAAAACTCAAAATAATAAAANCACCTAATGTGATAAAT 

TATCGGTTMGTCATTTGTGGGTTGATTCTTCAAAAACAACATTNATACCTAACANCATT 

ATTGA TGGCCATTMTCTATTTTMTTTGNCACCTTAMATCTMTACCACCTAMTTTC 

ATTTTAAG GMMTC ACCCATTMCTTN ACTN ACCMTTN ATTTTTAAAAAAAAAAATTA 

ACCCMCCCAAATATTTATCTTTANCCAAMTCATTAMATTCTTCCACTTTTAATTCCC 

CTCATTTAAAAMTAMGCCCAMACCAAAMTTTCTTGANCCNCCAACTTCAAACCCAA 

MGGTTCCCTGGGGNATNAGNMAGCCCTTTTTTTNTTCCCCACCCCCCTTACTTNTAAA 

MMCTTMTTTTTTNTTCCCAATACCCTNCCCNAACCAACCCCCT 

Sequence 5532 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAATCGGCACACCAATAGACATCTTGGCAGG 
MGAGAGTTCGGCTCTGGCCTACTTTTCTTCTCTTCGGTCCGCTGCGAAAGATGCTACGG 
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CGAAGGCGTGAGTCAAGCGAATGGCCCCCGCGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

CGAATTCCAGCACACTGGCGGCT 

Sequence 5533 

AC l H I 1 I 1 1 I I 1 I 1 I 1 I I I 1 I 1 I I 1 1 1 I I j ) 1 1 j I I I 1 1 j I) 1 1 I I ) l ] M ) H 

I I I I I I I 1 1 I I I I I I n 1 1 I I II I I AAAAAAANAAAAAAANNANAAAANNNCNTNGNGNN 

CCCNNAANACCNNNGGGGGGGNNAAAAAAAAAAANACCNNNNNTNTNTTTGGGGGGNNNA 

AAAAA ANTNAAANANNCANCNCATNTNTAAAAAAANAAANAANNAANGNAAAANTTATNN 

IvrrTTTAGNCNNCNCNCACCAGAGAAAAMMANANNAGGNTTTTTTACCNCCANCCCCCC 

NCCAAAANANTGAANNGNCAGGGGNNGNGGNANCAAAAAAANCCCCCCCNNNGGNNNNNG' 

AAAAAAAAAAAATNGTNGGNAAATTATTTANNGCNGGNAAAGNNTANATNAATAAAGNNN 

CAAAAACNCNANNANNCNCCCNNAGNGGNCATTNANNGGAGNAGCAAAAAAAAANCTNCN 

CCCCCACCMCNNANAAGATGATAANTTTNGAAAGAGCNACAANAACAGAAAAAACNNTT 

TTATNTTTATNANNNGAGANNNAAGAGANATTAAAATATAGNNNACACNNCNNTACCAAA 

NAAAAAAANCANNCNCGNGNAAAAAAAAAAAAAAAAAA 

Sequence 5534 

CCAGCGGCCGCCCGGGCAGGNACGCGGGANGCCACTTNCGGCNTAGCCATGGCGGNTAAC 

GCTACTACCAACCCGTCTCAGNTGCTGCCGNTAGAGCTTGTGGACAAATGTATANGATCA 

AGAATTCACATCGNGATGAAGAGTGATAAGGAAATTGTTGGTACCTNGGCCGCGACCACG 

CTAAGGGCGAATTCCAGCACACTGGCAN 

Sequence 5535 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGAAGGGCCAGAGTTTCAGCTGCTGTTAG 

TGATACAGCCATCCTAGTCTGCACTAGCTCTGCAGAAGGCTCATACCAGCTGGAATCTTG 

CAAGGGCCCCAGTAGAGGAAGAAAGTCAAATATGCTTTGTCTCTGGGGTGGGTGGAGGAA 

CGATTTCTAGTCTTGTCCGGTGAAGCTCGGCTGTTCGTTTCCATTGCCAGGGTGAGGGAG 

GCCACCTGGGGGCATATGTTGCTTTCTATCTTGCAGCTCACAGGACCAGGAGGTTCCATC 

GGGGCGCTGCCGCGAATCGCGCCACTTACAGCCCTCCCCCGCGTACCTNGGCCGCGACCA 

CGCTAAGGG 

Sequence 5536 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA CI I I I I 1 1 I I I I II I II 

TTAACTGTGCTATGGGAGTAAGAAGCAGGAGGTTTTCAACCTAATCACAGAGCACACCTA 

CCCCCTCCTCCTTTCCACACCTGCMACTCTTTTACTTGGGCTTGAATATTTAATGTANT 

TACATCTCMCTTTTMNGGCTNCTGTGGCAMTTCCCNGATTAAAAAGTTCCCTGGTTG 

TNAAAATACATTAAATAAATCATNAAAGCCACTATCATCCTNCTTCTGCTTNCACAAATT 

TCCTGNGCTNNACCCATTTCMCAAAAAAANCTTATTTTACTTTTATTCTAAAAAAANNA 

MGCTTCTANMTAMNCCCCAAAAATTTCTTNATMCCCNCNACTTCTAACCCCTTCCC 

TAAAACCCMTATACCCCCTTTCNCTTTTCMNACCCTTCTTCNAAANAATCCCAATATT 

CTTMTTTAMGTCCTAMCAAAAMCCCAMAAMTCTTTTCCCCTTTACCACAAACTN 

TTTCT TAAACCCTTCNAAAACCAACCAAAAATAACCCCAAAATNCAAAAAATTATAAAAC 

TTTTTAAAAMCCCTTAAAMACCCTTNNCCCCCTTTTMTTTCTTTTTC 

AMTTT^CCAAMATTTANTCCCTANMCCTTTTNACCCC 

MCTTTTNTNNTTTCCCAAAAMTTNNCTTAAAAAAAATTNCCAAAAAAAA 

Sequence 5537 

CCCTTAGCGNNNGCCCGGNCNAGGACCGGAACACNCGCTCAGTGGTCTCATCATTGGGGT 

AGGTGTCCAGGAAGATGGCTAAGCCGAGGAAGTTATCTTTGCTTCCAAACACCCGCGTAC 

ATAMTGCANCATTTTGGATTNGGNNATTTATATNITTCATCCTCATTAAAANGAAATGTG 

CCACTGAGGCTCACATAGATGATAACTCCCACTGACCACATATNTAGGGAACGGTTGTAA 

CCTTTG CTCC NGAGAACTTCACGGGCTAAGNNTGCTGGAGTTACTACCACANATCTCCTG 

AATGACTTTTCACCAATGATGCGTGCAAATCCAAAGTCACACAGNTTCACCTGAGGAAAT 

GGCTCTGCTGATGCAGGCAGCACATTTTCTGGCTTTAAATCACAGTGCACAATATTCTTA 

AAA 

Sequence 5538 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTTAGTGAAGTGAATGTATGGTTNTAAGG 

ACATACAACCACCGNTTGACGAGGTCCANCCTTGATATTCAGTTGTCCACACAACATCAT 

TCCA GCTA TGGCATACCTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGGG 

AGCCTTTTATCTTAAAGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTACTTTTGACTTT 

GGAGATCTCCACAGGGTATNACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTTG 

ACCTGNTTACATTAATAATGAGGTGGTCAGCCATATMTGAGGAAAGAAGAAGGAGTANT 

ATMTAGATGMGGAGAGTTAMCTTTTTCTTMCCGTTAGTTTGGTAGGGTTTTCCCCT 

GG 

Sequence 5539 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGCCAGCCACGCTGCGCCCGGCCCTGCCCC 

GGGCCTTCCTCGTGCCTGGGAGGTCGTTCTAGGGATGCTCCTGACCTCCGTCTCTTGGAC 

CTAANATGGAATGTGTCCCCAGCTCAGGGATTGCCTGAACCAAGAGGCCAGGAGCCCCCA 

TGGGCCGCCCAGTACCTGCCCGGGCGGCCGNTCGAAAGGGCNnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnTG 

TnnnnnnhnnnnnnnnnnnnnnnnnnnnnnnnnnnnCACACAAACATACNTAGCCGNAAG 

CATAAAAAGTGTAAAGCCCTGGGGGTGCC 

Sequence 5540 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I I I I I t I I 1 1 I I I I 1 1 GG AATCACAATG 

TTTATTGATAGATACAAGTATATAAAATCAGGGCATGAACATGACTTGATAAATTMGTA 

GACTTMTTTCMTACNTNTANANGGNGGGGNCCNMNTTCAAATTTNTNNCCCATTTNG 

TTNC ACACCC ACAAAAAACCACTTTCAAGGGGGCATTAACCGATCCTCNTCAAAACTGGA 

TCAGTTTTTTGTGCAAAGTAMCCATGGTTTTCTTTTTAAAAAAGAC 

CCCCAGGGCTCMGGGATNTTTAAAAATCTAGCAACATTAAAGGCCCCATTACTANGAGG 

TNGAMTACCAGGCCAATATTNCTNTTAACGGGCAACAACCATCAAATTACAGGTTTAAA 

GAAATT 

Sequence 5541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAAAGATTCAGG7TTACTCACGTCATCCA 

GCAGAGAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGAC 

ATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTG 

TCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACATGGGCCACGGTGGGAAGCCCTGG 

GTCTCCGACTTCAGTCACCCTCATTACCTGGCTGGGAGAAGAGCCATGAAGACAGTTTTT 

GGTGTTGAGCCAGACTTGACCAGGGAAGGCGGCAGTATTCCCGTGACCTTGACCTTTCAG 

GAGGCCACGGGCAAGAACGTCATGCTGCTGCCTGTGGGGTCAGCGGATGACGGAGTCCAC 

TCCCAGAATGAAAAGCTCAACAGGTATAACTACATAGAGGGAACC 

Sequence 5542 

CCCTTAGCGTG GTCGC GGCCGAGGTACTTTGTGCTGATAMGAAAACTGGACGTTATTTT 

TGGTATAMTTCTTTTTCTGTCTTATGTCCCTGAGMCTCGTCAGTCTTGAGTGGGCCTT 

GATTTTATCCTATTACACGTGGGAACATTAGATTACTTAAGGCAATTATATTTTCCTATA 

CATTTCTGATGTTTCTCCAAGGTGTCACAAGCTGACTCTGAAGATATTGTTGCATTAGGG 

AAGMGTGTGTCATTGTAAATGAAGCAGTTCTTM7TTATATGCMTAAAATTTTTAAAA 

GCTTATCTTCCTAAAGCATATACACACGCAAAACACACCCAATACACTGTCATAGCATAC 

GGAAAATGTAAAAGGGTTGGAAAATATMGTTGACTGACATCAAAAAGTTAATATTCCTA 

AAACATCTTATTCATTGATAAATCATC 

Sequence 5543 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACCCTTTTCCGGCTGACTTNTGANA 

AGGTTGCNCANCANNTGTGCCCGGCAGTCTAGAGGCGCAGAAGAGGAAGCCATCCGCCTG 

GCCCCGGCTCTCTGGACCTTGTCTCGCTCGGGAGCGGAAACAGCGGCAGCCAGAGAACTG 

TTTTAATNATGGACAAACAAAACTCACAGATGAATGCTTCTCACCCGGAAACAAACTTGC 

CAGTTGGGTATC CTCC TCAGNATCCACCGACAGCATTCCMGTTTTTAACAGGTTTTGAN 

MCTMTMCAMTTTTGAAAATTAAGNMCAGCTTTTGGGACCAGMGGGGTTTACTTT 

TGCAAGCGGGAAGATACCTTGANTTGGCTTGGTACCTGGCCCGGGCCGGGCCNGCTTC 
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Sequence 5544 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCCAGCTTACACTGCCTTCTTGTTTCAG 
TTCTCAATACTCTCMCAGTGTTCTTTTCATG 

TGTGCTTCTTCTTGATGATCGTGCTGCTCAAAAGGAGCCCCAAGCATAGTGCTGAAGTGC 

CGTCTAGTGTTCCTAAGTGCAAGAAAGCTGTTATGTGTCTCACAGAGAAAATACATGTGT 

TAGATAMCTCAGTTCAGGCATGGGTTTGACCGCTATTGACCATAAGTAGATTAAAAAAG 

GTGTCTTTAAAACAGAAACACATGANGATTATGTATAGGTCGGTCAAAA 

Sequence 5545 

CCCTTGGCCGCCCGGGCAGGTACAGCTCAAGGCGGCCGANAAATAGTAACCTTCCAGCTG 

CGCCATTCCAGCTCCCACAGCCACTGCCCAAGAACCTACTCCTGGAAAATTCTGAGCCTG 

GAAACCCGAGCTGGAAACTTGGGCTCGAAATGCCCCGCGTACCTCGGCCGCGACCACGCT 

AAGGG 

Sequence 5546 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCACGCCTAGATAATTTTTTGTATTTTTAAT 

AGAGACAGAGTTTCACCACGTTGGCCAGGCCGGCTAAACTCCTGACCTCAAGTGATCTGC 

CTGCCTGGGCCTCCCAAAGTGCTGGGACTACAGGCATAAGCCAGCACACCTGGCCGTTAA 

ACTAGTTATTTTAATCATGCTACACAAAGAAGACATTTCTCCAAAGGAAATATATAAAGG 

GAAACACTGTTGAAATAAATGGAAAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAA 

CAAGTGGAAATTGTAGAACTGAAAATACAATACCAAATTTACTGGGAAGGGTCTNAACAC 

MTGM AMTGACTTGAGGGAAAGMGTCAGTAMTTTTGAAGATCCTTGAGCCGGAAAT 

TATTTTAGTTCTTGAATGACCGGAANAAAAAAAAGTGGAAAAAAAATGGNGAAAAACCTT 

TTGGGGGATCTGGGGGGGACAATTTTGAAAACAGGTCTTAATATTCATGGTCTTAAGGAG 

CCCCAAAAAAAGAACAAANTTGGGAAGAAA 

Sequence 5547 

GGTACGCGGGATGTATTTTMTTAGATTGTGTCTMTTAGTTTCTATCTAAAGTGCTATG 

TATTAGGATMTTMTATTTMTTATCTTCCTTCATGAACTGTAGAGCTTCCTATGGAGA 

GCATTTGTGGTAGCC ACGCA MTCCTTTAGTAMTCTTTCATTCTCTTTATTAACCTTGG 

MTMTTTGAMGGGlsrrTTTGAATTGGGACTATTTCJ J 1 1 1 1 1 1 J CAATCCACTCAACAT 

TTATTAAATTCCTTMTAAATCATCGGAGGAMGCAGTGATATTTTTGAGAATATTGCAA 

TTMTTATT GAGGATG AGAAGAAATGGTTTGACTTAAGATATTATAGATAACTTAAGGGC 

CACTTAMCTTTTTTTCCCCTATGTAAGAAATAAAGNGCCCTTGGAAAATACCAAAAAAA 

AAAAAAAAAA 

Sequence 5548 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 

TTCMTCTCAAGGGACTGGCATCTAGTGAGGGCCCTCTTGCTACGTCATCCCATGGTGGA 

AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 

TMTGGCATTMTCCATTCATGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCANAACACATTGCATTCAGGATTAAGTTTCCAACACGTGAACTCTGGG 

Sequence 5549 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACACGTGCACGCACTGAGGCCATTGTTAA 

AGGAGCTCTTTCCTACCTGTGTGAGTCAGAGCCCTCTGGGTTTGTGGGAAGCACACANGC 

CTGCCCCTCTCCAGCCAGCTCCCTGGAGTCGTGTGTCCTGGCGGTGTCCCTGCAAGAACT 

GGTTCTGCCMGCCTGCTCMTTTTGGGCCTAGCTGTTTTTGATGMGCCTrTTGTCTGG 

TTCTCCTTCCACCCTGCTGGCT 

Sequence 5550 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTACGAAGAGAATGATCATGAAGGGCAAA 
TGGCGGTGAAGCAAGAAGAGCTGGCTTCAGGCTCAGAAGAGAATGCTGTGCCTCTTCCTC 
ATGGTTTGCGGTGCCCTGCATGTTCAGAGAAACTTCTCTAGTAATGAATGAACTATAGAA 
ATGATCCCTGACAAAAAAAAAAAAAAAAAAAAANCCC I II I 1 I I 1 1 I I 1 I I 1 1 I I I I 1 1 
Sequence 5551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCGGGAGAGAGGCCGAGATGGCAGATGA 
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GATTGCCAAGGCTCAGGTCGCTCGGCTGGTGGCGACACGATCTTTGGGAAGATCATCCGC 

MGGAAATACCAGCCAMATCATTTTTGAGGATGACCGGTGCCTTGCTTTCCATGACATT 

TCCCCTCMGCACCAACACATTTTCTGGTGATACCCAAGAAACATATATCCCAGATTTCT 

GTGGCAGMGATGATGATGAMGTCTTCTTGGACACTTAATGATTGTTGGCAAGAAATGT 

GCTGCTGATCTGGGCCTGAATAAGGGTTATNGAATGGTGGTGAATGAAGGGTTCAGATGG 

TGGACAGTCTGTCTATC ACGTT CATCTCATGTTCTTTGGAGGTCGGCAAAATGCATTGGC 

CTCCTGGTTAA ACACC GTTTTTGGGGGATAAATTTTTCTC 

ATTTAGGGCCATTTTTNNGTTTTGTTAMGGTTACCACCCCTTATTTTT^ 

NTGGGAGAGGATNCCAAAGAAMTMATTTTTAAACCCGCNTTCCNTTATTAAAAAGACC 

TTGNTTGCATNGGCTTAAAAAAAAAAAAAAAAA 

Sequence 5552 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATACATCTTATNATAACATAGGATGAGAAG 
TTTTCM GMTNAAAA TGTNCCTTGAAAAGTTTCACACACTNNTTCTCACAATTGGTTAA 
acaatcai mrm I CTTCTCTTTTCCTCTCATTTAAATCTCATNACCCTAAAAAAAM 
ATNCCTTCCAATCTCTATTAACCCCCCATACTTTAAAATTAAAATTAAACAAANATNTTA 
CCTTTAAAAANAGAAAACTTATATT^CTTTTTCA 

CTTTATAAAAATATAATCTTTTTCCCCTCCTCCTMTTTTTATCAAATTATNMACCATT 

TTAACCCCANCAACCCATTTATTNTAANAAAAAAAACCACCCNACCCCTCCAATTAAAAC 

ITAAAAAACCCTCAATCTNAATAMCTTAMAlvnTCCTCNACAAAAAAAAATTTANAM 

ACCCCCTTTCNCCAATAA 

Sequence 5553 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTGAAAAAGGCAGAAAATGCCTGGAAGCC 

AAGCCAAAAACGAGACAGCCAAGCCGATGATCCCGAAACATMAACCCAGGAGCTTTTTA 

GAAAAGTTCGAAGTATCTTAAATAAATTGACACCACAGATGTTCAATCAACTGATGAAGC 

AAGTGTCAGGGACTTACTGTTGACACAGAAGGAGCGGCTGAAAGGAGTTATTGACCTGGT 

CTTTGAGMGGCTATTGATGMCCCAGTTTCTCTGTGGCTTACGCAAACATGTTGTCGAT 

GTCTAGTAACCNCTGAAAGTACCTCGGNCCGNACCACGCTAAGGGnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnCTCGGTACCAACTTGGGCGTAATCATGGGTCATAC 

TGTTNCTGTGTGAAAATGGTATCCGTCACAATTCCACACACATACNAGCCGGM 

Sequence 5554 

C CCTTT GGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 II I I I I 1 1 1 1 1 1 1 1 I 1 1 1 1 I CC 
ACTTTTNAMTGGNCATTTCTTTMTTTTTAAAMTATNCNCAGGGAAAAGCCNTNNGTT 
TTTACNTMGGMNTNCCCCANCNTTTMTC^ 
TCCCAAAAMCCCTNTTTATTTATTATTCMNTT 

AATTTCTATTN AG N AAATCTCCTTN AN AAAAG NTTAAAG AA ATTG N AAAATTTCCCCCTG 

GAAAACCTAACNGGGGNAANNTGCCCCAAC 1 MINIM I CCNAAAANNTTCAAAANTGN 

MANCNNGGAGGGGATNTTTGGGGATTGGTGGGNTlTTAGTTGNATAAAAANTAAAGGAG 

NGmNATNTG GNANM NCCTTmATTGTGGCCCCTTGmAGGNCNTTNNTAAAAAAA 

AT GGCCCAMCT TTTTMCTTNGNNGNCCCTTTTTGGNCATAAAACNAGGGGNATTNACC 

NAI I I I I I I I I I I ANANAAAAAAAATTNTTGGNATCCCANAAAAAAN 

Sequence 5555 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAMGGATAGATTTTTGCCTGTTTAT 

GGGGAAATCACAACCAGAAATATTCAACTTGAGAAGAAACTAATGGGCCTAGCAACTTAA 

TATAGAGCAGACTCACACCAGAACTACATTCCCTGGCCCCCTGCCTGTGTGCTTCTGGCC 

AGGCCTTGGTTGGCAAGTCTGACCTGAGAAAAGGATCTGCAGAAAATCAGACTATGGGAT 

CACTTTGTTTGTGCATTGGGAATGACATTCTTTCCCACCCCAGGAAAACCTTTGGGACTT 

TCAG 

Sequence 5556 

CCCTTAGCGTGGTCGCGGCCGAGGGACTCAGMNNNNNNNTTTTTNTTGTTTTTCGAAGA 
AANAGTGTTCACTCTTGTTGCCCATGCTGGAGTGCAATGGCACCATCTTGGCTCACTGCA 
ACCTTCGTCCCCCGGGTTTGAGAGATTCTCCTNACTCAACCTCCCAANTATTTGGGATTA 
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CMNCACCCCCCAACACNTNTGGCCAATTTTTNTATTTTTMTAAAMCAGANTTTCCCC 
ACTTN TAGC CMTCTTTTNTNTAACCCCTTACTTNTAGCAATNCACCCTCCTTATCCTNC 
CAAAATTTTAAANATTACAAGCATNAACCACTTCCCCCCAACNACA Ai IN I I 1 1 IAAAA 
AGAMACAAACCTCNCTTNTTTTACTNAANTTTTTCNMGGTCAMGCAAMTTCCAANA 
ACCMCTTNCCMGCTTTTTTAAANAMGNNCAATAAACCCTTCCNCTTCNTTTTTC^ 
AAAT TAAANAAA AC I Mill 1 C N GG N N ACTTT AATTTCC N AAN AAAAAAAAAACCTTN AA 
ATTAI I I I I I I I MTAMTTCTAAAAANCTNAANTTTCNCTTTTTNAACCAACCCCAATA 
ACACAANTTNNATAACCTCCTAAANANAAACCATTCTTTCTAAATAAAAAA 
Sequence 5557 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTAGGTATATCACATTCTACTTTGATGT 

TTMCTGNMGTATAAAATTAMTTTCTCTTAGATCGGATTTTACCTNTTGTATACGAGA 

MCTAC ATTC TTAGTTTATTTGGGTTCTTTATGMGTTTCAAACCACATGCCAACTGNGA 

TGCTTGTTTTATTTGAAACATTTAGGCTGTGTCCAGTTTGGGAGGTCTACCGTTTTCCTG 

MTTTNTACACCCTTCCCCNAGATATACCTACACTTTTAAAAAAATTTGCTNCATTGCAT 

CTGGGACTCATGNNATTTATTTACTACCAACMCTTTTANAAAATATTTTMTTGGCCCC 
CTT 

Sequence 5558 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGCCTTATTCTCCAACTCCATGGGCTGCTG 

CCCAGGCTCTGACTCAGTTTTGCCCTGGAMTGTCCTCTTGCTTTCCCTTTTAGTMCTT 

ATTCATCAAATCATCTGTAAGGCTGACTCCCACATGCCGAAGCCTTAATTTGGCTACATT 

TTCAGCCGGCGTGGCTTCTCTATTAAATGGTAATGGCTTCAGGTTAACATCAAGCTGGAC 

CTCTAAGTCAGAAGATCGGGTATGAGGCAAAATCATATGGTGCTTGACGTACAGCTGGAA 

ACGCTGAGTATTCGAGGAMTAACATTCGGTATTTTATTCTACCAGACAGTTTACCTCTG 

GATACACTACTTGTGGATGTTGAACCTAAGG 

Sequence 5559 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTNTNATNCTNTCTACCNANTGGCNGCTNTTC 
CAAAATAGCTGNmAMCTNTGATTN^ 

CCANGAGGCCTNTGGTNATGMGTGfVTTNNATATATATATATGACNGA^NNCNCTGTGNN 

NNCCACGNTACATTGNACCGNCTNTATNTTGGhrTNTCTTNMNCTNNGCCTTGAAGGNTG 

ACAACAATTCTCCTGCCTCAGCCTCCTTAATAGCTGGGANCACATCACATATTGAGCCAC 

ACGGCAGGGTAACTTTCTGTNTCTGGGTACATACGGGGTTAGCNCATATTGACTGGGCTG 

GTCTGAAACTCCAGAGCTCAATGATTCNCCCCCTANGGTATCCCNAAAGNGCTGGGATTA 

CATGC^GAGCCACNACACTTGGCCTACATTTTCANGNTATAAACCAGAACATCTATAAN 

CAGACCNTGTACANTGGTNAGGAAAAAGATAATGGGGAATCCAGGCCGGNGGGGGTCTAC 

TACAGAATGCANAAACGGGTCTNTTCAANATCTANGNTTTGCTTAGCATNNNNNTGGNNT 

TNTTGGCAGMTATTTAANAAAAACATTTTAAAACACATTTTTTTAAAA 

Sequence 5560 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGTTACTATCTTTTACCAACACCCTTGAGTAA 

GGTGGGATAGGTTGAAGTTAGTGGCATGATAATACTTCACTGAATGCACAATTGGTCTTA 

ACATG7TAMAAAAAAG7TTMTTAAAAAATTMGTTCACMTAATCTAAMTTTTTTM 

ATGTGCTGCATTTTATTACATAAMGTAGTTAGTAAMTGATATACTACTMTTTTAATT 

TMTrrTMCTAAMTAAAAGATATTTTCACTAGAATGCAGAATATTCCTCTGAACACTT 

CCCTCATTACATCATTCAATATTATAAAATTAAACACAAAGGAGCCTCTTCCCTTANATT 

TTTATNATGCATCCTACATTGGAATGGTCTTTACTCCTTCCATTANAAAAA 

Sequence 5561 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTAAGGAAGGTTATTGCNCAGCTCCTTAACTG 

ATCCGGGGTCAAGGGCAGAANGGTCACTTTCCCCACAGCCAGGCTCTGATTNGCCTCCTG 

TGAAAGACACCATGCCTAGCACANGCTGACGGGGCGGCTGCAGTCNAACCTTGCCTNCAG 

ATTATGAACCANNATAAGTANCACAATTNTCGTGGCTACTTTCACTTCAAAGTGTCATGT 

NTATTGATGCGGANCTTTCTGAATAGGGAGGTTAAAGCACACCTGCTTGAANAAAACAAA 

TATTTCTTGTGTATCCGTTCTAAGATTNGNAGGCANGCAAGTCAATGGNTNAAAATAAAC 
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TTTQAGNANGCATGTNTCCCTGNCAANGNTATANTGGCAGCCCCTGGCTC 
Sequence 5562 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAGCGTGTGGTCTGCAAGCGTGGGGTCTGCG 

TCACTGTTCGCGGAGTTTGGTATCAGAAGTTCCCGGGTGCTGCCTTCAGTGCTGCCGAAT 

CACGTGGAACGCATGAAGAAAGCAGTGTCACTGATAAATGCAATAGATACAGGAAGATTT 

CCACGGTTGCTCACTCGGATTCTTCAAAMCTTCACCTGAAGGCTGAGAGCAGTTTCAGT 

GAAGMGAGGMGAAAMCTTCAAGCGGCATTTTCTCTAGAGAAACAAGATCTTCACCTA 

GTTCTTGAAACAATATCATTTATTTTAG 

Sequence 5563 

CCCTTAGCGGCCGCCCGGGCAGGTNCAGGGACCTGCACATAGGTNGAAGGAAGTTTACCA 

GATTGAGTTCAAAGTATTGAAGATGGTCTNTGAAAATCTAAACTTACGAGANCTCTTGAA 

GTAGTCTGGCATTTNCAAGAAGTAACAATTAGTTGGAATATNCCTGTGGTTATTAATGCC 

AATGTTAGATGAAACTTATNTNCAGTAGAATCCTCAAATGATAGCAAAAGTCAGACGTGC 

CAGTTATGTMTAATTAGAGGCTTATNCACCTTMTGAAATTTAATCACACTTAGACCAA 

TAGCATTATAGAAAGCATCCACACTTTATMTATTCTAAGTAACAAAAATTCAGTTTAGC 

AGCCGAAAGCAAGCATGAAATGAGGAANGAAAACAGGAAGAAGAGCGAATGGTTATGTTT 

TCTGGTGCCTTGGGGAANGTGGGGGGGGCCCTGTTTAACTAATGTGAATAANCCTCTAAA 

CACTTNCTGMGACTTAAAAGANGGGGCACCAAGMTTCTTTAACCTCTTGGTGGATACA 

CCANTCAANGGTTAACTGNCTTCATTTAAA 

Sequence 5564 

C CCTT AGCGTGGTCGCGGCCGAGGTAC I 1 I I I 1 1 1 II I 1 1 1 I I I 1 I 1 1 I f NTTTTTNAGG 

GTTTTGGNMTTTATTCACAGTTCANGCTTACTCACTGGACTTAACGACATGAGGAAANA 

MTNACCCMCTNGGCTNAGTNMCTAMCATTNATTTTNAAAAATCACAAAACTGAAAC 

AMGCAAAGATGATCCTAAMTTTCCACTTNTNMGMGNGTMTTTTAAACAAATACCA 

AAAGCT7TATTTAAGCAAAA 

Sequence 5565 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCAACACTATCTCCCTGATAACATCCAACCA 

TTMTTAAAATCAACCTCAAAAATCTGAAAACGTTGTGCACACCATAATTACTAAGCTAA 

MTTACTATAT1TCTCAGTTTACAGGAAMCMGTAMCATTTACTTTCTGCTTTTGGAC 

AMCAGATTAMTTATTTTTAAGAATGTTCTTGCCTCCATATGACTCAAGCTTACTGTGG 

GATGCAGAACACCTAAGTGAGGAGGACCAAGGGCTCTAGACCTCCCTAAAAACCCAACCT 

GCACCACTCCCTCCTACCAGCAGGGTCCTGAATGGGCCACCTGGGTATCTCCTCCANGCT 

CACATTCTTGACACCAGATACCATGTACCNCGGGGAGGCATTGAGGCAGCCAGCCGCANG 

GGCTTCTGCTGAGGGGGCAGGCGGAGCTTGMGGAMCCGCANATAAAGTTTTTTTC7TC 

TTTGAAAAGATANAAGATTAATACCAACTACT 

Sequence 5566 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGACATCCAATAAAACAGGTAGATGTCTTG 

GGMCTGTCATTGGAGTGAGAGAAAGAGATGCTTTCTACAGTTATGGAGTGGATGACAGC 

ACTGGAGTTATAAACTTGCATCTGCTGGAAAAAGTTGAATACTTGAGTCTGTATCAGCTG 

NTCCAAGTGCAGCAAGAGAGCTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGACCA 

TTGAGCAGAAAACAAAGATAGAGATCGGGGACACGATCCGAGTCAGAGGCAGTATCCGCA 

CATACAGAGAAGAGCGAGAGATTCATGCCACCGCTTACTATAAAGTGGACGACCCAGTGT 

GGMCATTCAAATTGCAAGGATGCTTGAGCTGCCCACTATCTACAGGAAAGTTTATGAC 

Sequence 5567 

CCCTTT CGAGCGGCCGCCCGGGCAGGTACTTTN I I I M I M I II I 1 1 I I I I I II 1 1 NCTT 

i n 1 1 1 1 1 i i i i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n i NTTA i rm i nttn i i i i i i i i i i i i i 



7TGGGGMTTNATCANANNTTNNTTAMAANAATTTTTTN^^TTTTANAAAAAAANNNTN 
CCTTNNTTTAMAAAMTTTTTTNNTCNCCCCCNNCNCCNATTT^ 
TT ANM NNTNNTTNATTTTAAAANNTNTNATCCMNAAMNTNNAMNNNAANCTTTTNN 
NNTTTTNNAAAAAAAAAAAAAAANNNCCAAAGCCNTTNGGATCNTNGGNTTGNTGGNNNA 
TANATANGGGAACCNA 1 M t I 1 I I I I I I AAAAAAAAA 
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Sequence 5568 

CCCTTGAGCGGCCGCCCGGGCAGGTACTGTCACCTGTGGCCTTGGCTATAAGGAGGAGAC 

CGTCTGTGAGGTGGGCCCTGATGGAGTGAGAAGGAAATGTCAGACTCAGCGCTTAGAATG 

TCTGACCMCTGGATCTGTGGGATGCTCCATTTCACCATTCCCATTGGCAAGGAAATTTG 

AGCTTAANCTTGTCTGAGTTCATACATCTTGGATTTTGACAGGMGCTTTTCCCGGTTCA 

CCTG GAGMC TTGGCTCGAGGTTGTCATTCTTCCNACTTGAACCAATGAAGGTCTTTCAA 

MCCCTTTTTCMGCCAACATCCCACTTTGTTGAMGTTTTTAAMTATTGCTTCMG 

AAGTATTGACTTCTTN 

Sequence 5569 

C CCTTTCGAGCGGCCGC CCGGGCAGGTAC 1 1 1 1 1 ) I J I 1 1 I 11 1 ) I I ) I 1 1 1 I ) 1 1) 1 1 N 

N N IMI 1 I I M l lll ll MM1 I I MINIM II m i lMII I I I I Mi l M I I I I I 1 I 

NM ) 1) 1 1 1 M I M I NTTNNAANNNNNN I MINI) I ANTNNTNNNNN I rTTTTTTTTTI 

TTTTNTTNNNTTNNNNNANNANANAGNGANAAAA I MINIMI I NNANAANANACAAAA 

AAAAAAAAAANAANTNTNGNTTNTTNTNNTNAAAAAAAAAAAAGNNANNANNATANTTNN 

TTNNNAAMCNNCCAA^AAAAMAMAAAAAAAANNCNCNTNGTGGGNATNNANNTTTG 

GNNTANrrTNTTTTTTGTGNNNNNANAAAAAAAAAANAAAAATTNNTNNTGGAATNAAANN 

NANTNAGGNGATANNTNNTNNNNNNAANNNGAAAAAANNNNNGAAATTNTTATGNAAAAA 

AAAAAAACNNNGNNNNNGNCCCCNTTNNNTNNNGGGNAAATTTCNCNAAAAGNNAAGAGG 

GGGNIMTGGANANGGGNCNCTTTNNAAAAAANAAAAAAAA 

Sequence 5570 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I II I I I 11 I 1 1 I I [ 1 1 11 I M I NGGGTTTTT 
I 1 1 » M I ) I I I I 1 11 M I 1 1 1 I M M I I I I M I I 1 1 1 1 I M 11 1 1 I I CCCNCNNNNAAAA 
AAANI llllll I NNTTTTNAAANNGGGNTTTTTNTNNAAAAAAANN I I I I I I I NAAAAAA 
MGGGGGGGGGNMNTTTTTTTNNAAAAAAAMTNNNNTTTNGGGGGGNNNNNNANANTN 
AN AAAAAAAAAAAAAN NCCCCCCCCNTN AAAAAAAAAAAAAGGGGGGGG M I I I 11 1 1 
Sequence 5571 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATGACAAACGTGCTTTATTCTTCTAACGCAG 

TMGMTTAGGTGGAATTTTTTCCTTCAACCAAGTGCAAGAAAGCCCTGTGTGTCTTGGT 

TTAGTTATGGTTTCATTTCTAGCCATACAATTGATGAATTGTGTACTTACTGAGCTATAG 

CATAGCTGCTTAGTTGTTTTTGAGATTTTTTAGTCMCACATMTGGAMCTTCTTT^ 

CTAAMGTTGCCAGTGCCACTTTTAAGAAGTGAATCACTATATGTGATGTAAAAGTTATT 

ACACTA MCAG GATAMCTTTTGACTCCCCTTTTGTTCATTTGTGGATTAAGTGGTATAA 

TACTT MTTTrG GCATTTGACTCTTMGATTATGTMCCTAGCTACTTTGGGATGGTCTT 

AGMTATTTTTCTGATAACTTGTTCCTTTTCCTGACTCCTCCTTGCAAACAAAATGATAG 

TTGACACTTTATCCTGATTTTTTTCTTCTTTITGGTTATGTCTATTTCT 

TATAAATAAAAGTTACATTTTAATTCTGTCTAAAAAAAAA 

Sequence 5572 

CCCTTAGCGGCCGCCCGGGCAGGTACATGTGCATATACAGGTTTAACACAGGTCTGATCC 

TAGGTGTTCATTTAGMCATAGTTTCCAGCTGTAAGAAAATTTAAAACCCTCATTGTAAG 

TGTATTACTAGTMTAGGAACTTGCTTGCTGCTCCCCTGTATATTATATTTGCTCCTTCA 

MTGATAAMGGTTTTGTAAGCTACCATGGTTCAGCAGAAAACTTCAACACAAGTATATT 

ACATAAAATACTATCACTCTGTCTCACAAAAAGACTCAAAAAGTAAAAAAAAAAAAAAAA 

AAAA 

Sequence 5573 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGGAGCTGAGAGGGGGGTTGCAAATTGG 

AGTGGTGTGGATCCAGGTGAGGTTCATAGCTGGCCATTGTGTGAGGTGCCAAGGCTGCTT 

TGGTTTTAAAGCTAGATGTCCTAGCTGCGTCTGGTCCATCTTTTCCATAGGAGATGCAGG 

AGAGGAAGCAGCTGAATCACTGTGGTGGCTTGGAAAATGCTTGGTCAGCCGATGCTTGCC 

ACCACCCMTGATGACTTCTGGGCAGCTATTTGTGGAAACCAAGTCTTTAACATCCCTTC 

TACCTGTAGCAAGGTTCCTAGGTAAC 

Sequence 5574 
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CCCTTGGCCGCCCGGGCA GGTA CGCGGGGACACAGAGGCCAGGCCTTAGCACGGCTCAGC 

CATGAGCAACAGGAGTAGCTTTTCCCGGCTCACCTGGTTCAGGAAGCAGAGGAAAGCTGT 

GGTCAGCACCAGCGACAAGAAGATGCCCAACGGAATCTTGGAGGAGCAAGAGCAGCAAAG 

GGTGATGCTGCTCAGCAGGTCACCCTCAGGGCCCAAGAAGTATTTTCCCATCCCCGTGGA 

GCACCTGGAGGAGGAGATCCGTATCAGATCCGCCGACGACTGCAAGCAGTTTCGGGAGGA 

GTTCAACTCATTGCCATCTGGACACATACAAGGAACTTTTGAAC 

Sequence 5575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGGCGTCTTACAGCTCTCTTGTTCTCACT 

GATGTCCTTCTTATGCTTGCGCTTAAACTCAGCAATAAAATGGTTGACCATTCGGTTGTC 

AAAATCTTCTCCACCCAAGTGGGTGTCTCCAGCTGTAGACTTGACCTCAAAGATTCCATC 

CTCAATAGTGAGGAT TGACAC ATCAAAAGTGCCACCTCCCAGGTCAAAGATGAGCACGTT 

TCTTTCTGCTCCAACCTTTTTGTCTAAGCCGTAAGCAATAGCAGCAGCAGTTGGCTCATT 

AATA ATTCT AAGTACAACCATATCCAGTTGTCTAGTAATTTAATGCCTGGCTGTGACTAC 

TCACTTTTTAAGGATGGTATTGAGCCTATGTGGGAAGATGAGAAAAACAAACGGG 

Sequence 5576 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCGCAAACACATACACCTACTACGCACCCATAG 

AGATAAAAAAAAAACTTACCATGGGACAAATTGGCATCATAAGCTGCCTGACATGATGCA 

TTGAGMCTACACATTACCTAGGTAGGATTTTTCCAAMMCGTTAAACTTTGTGTAATC 

CAAATCCAAATAGAGGGTCATTCTCAGGTCAAAGTTTGGAGAGGACTATTCCACCTCCTA 

GATCACACTTTCCTTCCCGAAAGCCGCTTCTCTCTCCGGCCTCTCCCCTCCTCCTCCCTC 

ATCTGTTTGGCGGGAGGCTTCCTCACATTGCCGCTCCGCGTAAGTCCCCGCGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 5577 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTTMCCAGCTAGGGTTTTTGTCTGGATCTT 

TAMGTATATTGATNAAAMTGCACATACACATTTATTTTTTC 

Sequence 5578 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTCTTTTTTGTNGATCAATCNGGNATCA 
GAAMTATATNGNGAGCTAGGNTGACTTNTTATTTGAGAGATNCNCAATNTAGCATAACA 
GmTATTNrfGTACGMCCTTGGAGTCCAGATGGGTTTAAACCTNCANNGAGGGTGGATT 
TANNNCCCGTATTTAAAMTATTGMm 

AGGCCCTTNTTCCAAAAAAANAGGTTNANATTTNTTTTTNCAAAACTNACCM 

TMGGCTTTAATmAACCTTMTTAAAATTTNCCAAGNTTTCCNCCAMAM 

TTTCTTAATT CCAA TTNTTTAAMCCCCCCMGNNTNTTTMTTAAATTTTT^ 

NAGGCCCNATTTTCCMTTNCGGGCTTTGGMNCCAATTTTMNTTNCANATTT^ 

TMCCC CCCCA NTCCCCTTTTAM 

MAAAAATTTTN G G C AG G GTTANTT AAG C AATTN I I I I I 1 1 1 CCTTTCTTCCCCTTCCAA 

TTNTTT 

Sequence 5579 

GGCAGGTACGCGGGGCTTTTTCGCMCGGGTTTGCCGCCAGAACACAGGTGTCGTAGAM 

ACTACCCCTAAAAGCCAAAATGGNAAAGGAAAAGACTCATATCAACATTGTANGTCATTT 

GGACACCNTAAATTCCGGGCAAGTTCACCACTACTGGCCATCTGATCTATAAAATGCAGN 

TGGCATTCNACAAAAAGAAACCATTG 

Sequence 5580 

CCCTTANCGNNGNCNCGGCCGACGTNCGCGGGNGCTANTTNCATTATNAATNGGNNNGCT 

NNMTNCACTTNGAMCTATTNNTCTGNNTTCCNNGANCTNAMTCTTANATTTNATGTN 

NTATTANGCTGNAAAACTACCAAAATANTAAGCATTGANTNAATGCCCATTCAAAAAAAN 

MTGCNCTNCNGNNGCTGMTTTMGCNGGNATTTTAAGGTTNNGTGGNTCCTCGGCCAC 

AANGGGTGATGTCACTGATAGAACGAAGCTGAGTTTCCAAGGGTTTGGGGCTGTGCAAGA 

GTAMCACTAGAGCTTGAGTTGTTATCCAGCTGGCAAGCACGGAAGTCTTTGAAGAATGT 

MTGTAAAAAGGGAAAAGMTGTAMGCTTTTTGTNCCTCGGCCGCGACCACGCTAAGGG 
Sequence 5581 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCGCTGGCTCCGTGAACCTTAGGGACAACA 

CCGGGACACCCGCGAGGCCGGAAAATGGACTCAGTGGCTTTTGAGGATGTGTCTGTGAGC 

TTCAGCCAGGAGGAGTGGGCTCTGCTGGCTCCTTCACAGAAGAAACTCTACAGAGATGTG 

ATGCAGGAAACATTCAAGAACCTGGCATCTATAGGGGAAAAATGGGAAGACCCGAATGTT 

TGAAGATCAACACAAAAACCAAGGGACGAAAATCTAAGAAGCCATACGGGGAGAGAGACT 

CTTGTTGAAGGTAAAGAAGGTAGTCAATGTGCAGAAAACTTCAGTCCCAATCTCAGTGTG 

ACCNAAAAAGACTGCCGGAGTAAAAAC 

Sequence 5582 

CCCTT CGAG CGGCCGCCCGGGCAGGTA C I I I 1 1 I I I I I I i I 1 f I 1 I I I I I I I I CGTTTGG 

GGCACTTTTATTTACAGCCAAGGMAAMNAAMCTAGCATNTATTTAAAATGGGAAAGC 

ATGTTTGTATGAAAACAMTATTTCATCAT^ 

TTTTACAl 1 1 | l CATTTTCAACANAGATTTGMTTTTAATGTCCCAN AAATATAAANAAG 

ATGGCATTAAMTGTCCTATATGTTGGCAGTCCTACCCTGMNACTTTTTTTGCTTATCT 

TTTGTTCTGAACTACAGTCTTCGCAGAAACTAAATTAGTGACTGGNCAACANAAGAAAAT 

AGACCATCCTGGGCTAAAAATGGN 

Sequence 5583 

CCCTTAGCGGCCGCCCGGGCAGGTGAGAGGCAGAAGGACTGGAAAGAGGGCACAGTGAAG 

GGCCATGGTGGGGGATACCAGGCAACACTGGCAAGCAAGTGGACAGTGATGAGTGAGGAG 

GTAGAGGAAGGTCCCCTCTTAGCTGGGACATTATGCCTCTATAGGACGCTGAACAAAGTA 

ACCTGCGGAGGTGTTACTTTGTGGGAATGTAGACTGTGAAACTGAAGGAACTGTTTTATC 

CACCTCCCCGTAGTTTGCTCTGTGCTGAGGCTGCTGTACCTCGGCCGCGACCACGCTAAG 

GGCGAATTCC 

Sequence 5584 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGACTTCGGGCTTGTTCGCTGGTGGCGT 

CGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCTTCGCCAAC 

ATGCTGGGCGTGTNCGCTCTTCTTGCTTGTCGTCTCTATCACTACGTGGCCGTCAACAAT 

NCNAAGAAGCAGGAATGAAAGTGGCGCTTTCTTCCGCCCCAGGGTTCCAGGACATAGTCT 

GAGGCMGATGGAGGGTATGMGGGGCCTTCACACTTCACTTATTCCT7TCTACCCATCA 

CAMCATTCAMGCAGCTACACCTGGATTTTTCCAMCAACTTTTATTTCTCAGAGTCTT 

C CTTAATC CTATGGAACAAAGAAGCTGCCACTTGAATAAGGGCCCAGTATAGGGGGCTTG 

CI 1 1 1 II I ACTCNCTCCCCCCMTATAAAMTTTAGAACTTTCAAAAAAAAAAAAAAAAA 

AAA 

Sequence 5585 

CCCTTGGCCGCCCGGGCAGGTACGCGGGAAGGTTGGCAGAGTCAGCATATATGATTCCAA 
AAGGCAATCCGGGAAGGCTAAGGAGACAAGCGTCAACTGGTGTCTGGCTGATGGCTATGA 
CCTGGAGATCCTGGACGGTACCTCGGCCGCGACCACGCTTAAGGGCGA 
Sequence 5586 

GGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCANATGTTATCTCTGGGGGAATTAG 
TGTTCCCCTCATTTAGCAACCTCCATACCACAAGGTCTCTGTCTGTAGTTACTGGGATTA 
TCCAGATACACTATCMTGATACAMTTCATAGGAGTATTMTGCATTTCTTTAAACACA 
ACTTGATTMGMGCAAATATGTTMGCAGTTTTCTTTT^ 

GACACTTCAGTATCTTCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCATCCAAAG 

CMTGTAGTGTGTGTATGTATCTATATATATTTATTCTAACTCAGCACTTCAGAAGCCTT 

TTTGAGTTACMCAATATTTTAGTTTGCCTCATCTGTAGAGGTAAAATTTCTATATTACC 

MGCTCCAGAGGAATATGATATTTTACAGGCCMTTTTCTGGCCGTAGTCCCTGGGGCAT 

TCATTTGCTGGCCTCCATGGGAATGCTGTTAAAACATTGTTACCGCAGANAAGAANGCTA 

CCAGGACAGCATTTATAATTGTTGAATGGGAGCCTTNTTCCTNTCCCTTCAC 

Sequence 5587 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M 1 1 I I I I M I I I I I II I I II I I I I I 1 I CTTT 
I 1 1 1 1 i i i i I II I I I l ] | l | II I I I I I I I I I I II 1 1 1 I 1 I II I I I 1 1 J I 1 II I NNNANNA 
NGGNANTTNNNTTTTNNAAAAGGGGGCCNCCCTGCTTAAATNNTNANCNNNGGNNCCCCC 
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TNAACAANGGANGGAAANGGTTTTANTCCCNAANANANNCCCTACCTTNGNGTNNCCCCC 
CCAGGGGCNGGGGTNGGNCCCCTTTTTTTMNTNNNCCCNNTGGGNTNTTTGNAAANNCT 
TTNCCAAANAAGGAAGG 
Sequence 5588 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGTTTTATAAACCTCTTGATTTCCAGCAACA 

TACTATAGAAAACACCTGCTACTCAAAACACAACNTTCTCAGGTGTCATCCATTTGNTGG 

CGNGNAGNAGACMCCATATCMTTATCTTGGTATGNTGCAAGCTTTTCAAAGATAGCCC 

TGAAACTTAAAMGTNTGGTTGCANTTAGTTGTATCTGATGGATATAAATTTGCCTCCTA 

GTTCACTTTGTGNTCAANGAGCTAAAACTGTGAACCTAACTNTCTCTTATTGGTGGGGTA 

ATMCTGAAMTAMGATTTTATTTTCATGCTCCACTTTTCTTTAAAA 

Sequence 5589 

CCCTTAG CGTG GTCGCGGCCCGAGGTACCTTAGGATAGAACATGGGCTTAGAACACCTGT 

MGCCTG1TTTAAAGATGGCCCAGCAAACTGGTTGCATGTCTTGGGAGCTTGACCTTGTA 

ACCATTTGGCAGTAGTTTCTCTTGGTCTCCACCATCACAACAGTGGCCCTGGTCAAGGGT 

TCMTTCCCGGCTTAAGGGAATGATACTTNATCTTCTTGCTGCTAAGTATTCTATGTATT 

ATGTGTGTGTMACATAAAAAGAAGCTTTAATTAATTNGTTTAAAAAATTAATAAAGAGC 

CTTAAATCAAACATTTTGTCACAAAMTTAAAAAGTATAATTGCCTTTTAGTTCACGTGA 

CTTAAATMTCTTTTGGGGAAATAAAATCTTTGGTCTAA 

Sequence 5590 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTTTATGTGMCATACATTTTCATTTTCT 

GGGATAMTGCTCAAAAGGGCAACTGTTGGGTTGTATGGTAAACACATATATTTTTGTAA 

GAMCTACCCTACTCTTTTTCCAGAGTGGCTCTACTTTTTACATACAGCCACTCATACAA 

TTCAG ACAGCM TGTATGATTGATCCAGTTTCTTCACATCCTCACCAGCATTTGGTATTA 

CTACTATTTTTTATCTTMCCA7TCACATAGATGTGTGTAATGATACCACATGTGGTTTT 

AATTTGCATTTCCMTGGCTMTGATGTTGAGTATCTTTTTGTGTGCTMTTTGCCATCT 

ATGTATCCTCTTCGGTGAAATGTCTTCATGTCTTTTGTCTATTTTCTATTTAG 

Sequence 5591 

CCCTTAGCGTGGTCGCGGCCGNTNTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CT CAGC CTCCCMGTAGCTGGGATTACAGGCACCTGCCATCATGCCCGGCTMTTTTTGT 

AATT1TAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGGAACTCCTGACCT 

CAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCCATCMMTGCTTTTTAmCTGCAW 

AATGATCTGGNTTTGAA<3GCAAAAATTNGCAAANTCTTGAAANTTAAGAAAGGCCAAAAA 

TGTAAAGGAGTCAAAACTATAAATCATAGTATTTGGGGAAGTGAAGACTGGAAAGCTTAA 

TTTGCATTTMTTCACAAMCTTTTATACTCTGTCCTGAATAT^ 

AAAA 

Sequence 5592 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGCGGGGCTCTTCGTTAAGTCGGCCTTCCCAA 

CATGGCGCAGNCTATNAACATCACGGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAGAA 

CCAGCTTGGACCAGATGTATGTCCCTGGGGAAAGCNTGCATTGAATGTGGGNAACAACCG 

TTGCTCATCGGATGNGGGGGGAACCTGGGGGGTACCCTTCCNGGGCNCCGNCGACCCCAA 

CCNC CTTA AAGNGGGNCCGGAAAATTTCCCCAGGCCCNCNAACTTTNGNGGCCGGGGCCN 

CCGNTTTTAACCTTAANGNTGGGGNAATCCCCCGAAAGNCCTCCCGGGGTTAACCCCAAA 

NGCCTTTTGGGGGCCGNTMNMTTCAATTGGGGGNGACCANTAMGCCTTGGTNTTTTC 

CCTTGGTTGGNTGGAAMMNTTTTGGTTTTMTTTCCCG^^ 

CCNNCCNNCNAAAACNATTAACCNGGANGNCCCCNGGGGNAAAAGNCCCANTTTAAAAAG 
GTTTGGTTAAAAA AG N CCCCCC 
Sequence 5593 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTAAAAATACAGAACCTACTAACACTA 

CTGTATTMCMGCTGACTCCTATMTCTmGGAGATGGCAGATGATACTGGTTTTTAA 

AATACCCMTCACATATATGCATTCMGAAAATATTTTGTCTTTATTTTTATTACAAGTG 
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CGCTAGCTCCCATTTCCTCAGTGCTCTTTAGCMTGAG71TTTATGTTAAACACTTCCAA 

CTGTCAGTATTACCATGAMTCMCATTAGMMTMGGTAGAAAACTGAGTGTTTTGCT 

TAAAAAATAAAAAAGGATTAAATAGCTGTTGTATCCAAACATCACGTTCTGCTTCCATCT 

CTACATTCCACTTTCCCCATTCTTGGAGATTAAMAAACAGGGTTAGGAACTTTAATATC 

TGACAGACTACAAAGGGCAAAGACGTGGCACATGGCCAGTGCCACACCTACCTGGTTGCC 

ACAACATTCTGAAACAGACCACACT7TCAGGAAAATGACTA 

Sequence 5594 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I I I I I I I I 1 1 1 1 1 1 I 11 I I I 1 I I ANATT 
I I m m I I M I 1 1 1 I I I M 1 N I M I 1 1 1 M I 1 M I II II I 1 1 M M I I I I 1 1 I 1 I I M I 
ITTTTTTTTTTTTT1 I AAAAAAATNAAAAAAAN I I 1 1 I 1 1 1 1 NAAAAAAAAAGGGGGNNC 

AAAAAAAANI I I 1 1 I II I NAAAAATTTNCCCCCCNAAANNNC 1 I I I I 1 1 I I I GNANCCNG 

GAAAAAAAANNNNTT AAMAAANTTT7TTTANAAAAAAAAAGGTTTTNNNNTTTTNNNGG 

GAAAAANAT i 1 I I 1 1 AAAAAANAAAAAAAAAA 

Sequence 5595 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAAATTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCAGTGCACGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCGCCA 

AATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGCGTCAGTGTGAAGGGAAGGCT 

AAGGACGCATCGGTGCTGGAGAGTTGAGAATATGCCTTCCCTCCACCCCCAACCCAGTCA 

CCTTATTTGAAAAAAAATTAAAAMCACCTTTTATTTAAAMCCTAACCCTGGAAGTTT 

CTCGCTGCCTGAAAATCATATGCGTGGTTT7TCCTGTTTCCTGCTCTGTAGCTGACATCA 

GGGGAGCMCGTGAACGCAGGAAMTGGAAATCMCATTTGAMCTTTTAAATGGAAGCT 

TTATTGGGGTTCCACATATGGGAAAACTGCAAATAGCAGAAGTATGTGACTCAATAAATT 

ATTCTGGAGTGACCACATCCTCTAACTGCCTTCCAGGACAAGACGGAAAAATGTGAACAA 

TGCTCCTGAAGGCC 

Sequence 5597 

C CCTTAGC GTGGTCGCGGCCGAGGANC I ITTTTn 1 NTTTNTTTTGNGGANNTNNCNT7T 

NNi 1 1 ii iNNACNNNTTATNTTNACCTTNGCCT^NGAGCTTCACNTTCTNNTNTANAA 

NGCNCACATGGANAANATTATAATACAATGTTGTAAATCCAATANTAAAAGATAACCAGN 

TTATTTNGGGGAGCAAAGAGAAAGGGTCCCTAACCCCAGACTGCCTGCGAAGAGGTGAAA 

TGGAATTGAATGGGATTATGGTCAGCCAAGGCTTCCTAGTGGAGCTGCTACCTGAACTGA 

GTTTTAAGAGGGGTAGGAAAGAAAAAATGTAGTGGGTCATAATGGCATTCCAAATACAGG 

GGACACAMCAGCTCTGTGTTTATGMCTACAACCAGTTGTTGACTTTTGTTTCMGTGG 

CTCCCCTTCCCCANTGCTGTGTGGACNATGGACTGAAAAAGGAANAAGGCTGGGAGCNAN 

GGACCAGTAAGCTGGAGCAACNAAATGCACGTGAGAATATGGAGGCCTNAACTCTGCNGG 

GGGTTGGA CAMCCATTAG AAGAGCCCMGAGCCAANAAATTCGTCCAAATAGTTTATCC 

ANCACCCAAI 1 1 1 I I I I I I I AAAAAACAGNAGGCTCACNTTTNTTTAACCCAAGNCCTGG 

AANTACCCTGCCCCG 

Sequence 5598 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I 1 I 1 1 I 1 1 1 I 1 I I I J 1 II I 1 II I 1 1 I I I 1 1 NCC 

Nl 1 1 1 I I 1 1 1 II I 1 1 I II INNI I □ 1 1 1 I 1 1 II I 1 1 1 I I I CNNAAANTTNNGNGGNNNNN 

AANGGGGGGGGGAAAAAAAAAAAANNNCCCCNAAAAAAAAAAAAAAAAANNNTNNNNNNA 

AAAAAAANNNCCCNGNNNAAAAAAANNNNNAANNGGGNNCNNNNNNNTTTCNNCNNNNTT 

TTNNNGGNNNAAAANTNNCCNTTNNNGGGCCCNNAAANTTTTNAAAA 

Sequence 5599 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGGAAATAATGAATAGTATTAAAGAAACA 
TTCTCGTC TTCCTT TACCTTTAATCCCCTMTACCTAG 

TTCACTGCTTTTTGMTTCATAATTCTMTTTTCACATTATTGTTAATGGAAAATCATAT 
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CTMTAMGGTTTTAGTTATTCCCATGCACAGTATGAAAATTCTCATTTGCTGAGGGTTT 

GTTTCGMGAAMTGTNTTGGCATGTCTTTGAGAACATGTTTTATTGNCTCCTGTGTCAT 

ATAATCCAAACTAATCTCCGTTTACAGACTTTAACTTGGAATTAGACCTTATAATTAAAC 

TATTTAAATAGGTGTTCAAAAGATAAGTTTCTAATGCATCAAAATATATACCCTCAAGNT 

TTCATGGATTTCCTTTAACCATTATTAATTTGGGATAGATCAAAGAATCTTAACATGTTT 

TCMNTTTCTAMNGAAGGCTGCAAGATTTTTTGGNAMCCTTTTTGGAATGNATTTTAC 

CAATATTCTCTTGGTAATTAGCCTACATAAGGGACCTGGCCTTTTT 

Sequence 5600 

CCCTTAGCGT GGTCG CGGCCGAGGTACTGCTCGGAGGTTGGGTTCTGCTCCGAGGTCGCC 

CCAACCGAAAI 1 1 1 I AATGCAGGTTTGGTAGTTTAGGACCTGTGGGTTTGTTAGGTACCC 

TAAAACCTAGTATCTTTTTCTCTTCTATGGAAMTCCGMGGTCTAMCTTGACTTTTTT 

G AGGTC TTCTCAACTTGACTACAGTTGTGCTCATAATTGTCCTTGCCTTTCCAGCTTAAT 

TATTTTAAGGAACAAATGAAAACTCTGGGCTGGGTGGAGTGGCTCATACCTGTAATCCCA 

GCACTTTGGGAGGCTACGGTGGGCAGATCATCTGAGGCCAGGAGTTCGAGACCTGCCTGG 

CCAACATGGCAACACCCCGTCTCTAATAAAAATATAAAAATTAGCCTGGCATGGTAGCAT 

GCCCCTATAGTCCCAGCTGCTCAGGAGGCTGAGGCATGANAATCGCTTGAACCTAGGAGG 

TGGAGGTTGCATTCAACTGAGATCATACCACTTCATTCCAGCCTGGGTGACAAGAGCAAG 

ACTCTTGTCTCAAAAAAAAAA 

Sequence 5601 

CCC7TAGCGTGGTCGCGGCCGAGGTACTTTGGGCTTCATCATGGAGGACTACCTGCAGGG 

TTGTCGAGCTGCTCTGCAGGAGTCCCGACCTCTACATGTTGTGCTGGGAAATGAAGCCCG 

TGATTTGGACTCCACAGTGTCTGCTCTTGCCCTGGCTTTTTACCTAGCAAAGACAACTGA 

GGCTGAGGAAGTCTTTGTGCCAGTTTTAAATATAAAACGTTCTGAACTACCTCTGCGAGG 

TGACATTGTCTTCTTTCTTCAGMGGTTCATATTCCAGAGAGTATCTTGATTTTTCGGGA 

TGAGATTGA 

Sequence 5602 

CCCTTCGGCCGCCCGGGCAGGTA C 1 1 I I 1 1 1 1 1 1 1 I I I I I 1 1 I I 1 1 1 1 1 I GGGGTTTTAC 

TGCTAATCACTCTGGGGAAAACANAGGCNGGTTGGGGAGGGATAACAAGTAACAAACATG 

GGGGAGTGTN 

Sequence 5603 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCAACCATCACAGATGTCCATCAAAGCTGGA 

TTAGATGAAGACAAACAACGCAGGCTTTGAGGATAAACTGAAGGTGCAGCTCAAAAGTTT 

CCTTTTCTTATCCAAGGGCATTATAGGACCATTGTCTTCCTCCCTCATGAAGACAGACTT 

GTTCCTGTCCTCTTTGGCTACTGAAATGCAGCTCTAATGACTCTGTCACTAAGAGGTTGA 

GTGGGCCGAAAGTTGTCTCCCAAAATCCCATCACAGCCTTCCACAAGTTCTGCCCCCTTA 

ACATGTGTCCCCAGCCTTCGAAATTCTTCTATAGAAATAACCGGCATCCCCACTTTACGT 

CCAGACTTTCCATTCTCCACACCTGTAGCTGGGATATAGTTAAAGGGTATCGGAATAATA 

Sequence 5604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGG 
. CAGAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGC 
CTGAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCA 
ATAGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCA 
TTGTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCAC 
CAATCGAAATTGTAGAGCTG CTTGTGTTCCCTTTTGATTCTTCTTTTTAACAA I MINI 
TTTTTG 
Sequence 5605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATATTTGCTAAGAGCACCATGCGCGCA 

GCAGCCATCTCCACTCCAAAGTTAGACAAAATGCCAGGAATGTTCTTCTCTGCTAACCCA 

AAGGAATTGAAAGGAACCACTCATTCACTTCTAGACGACAAAATGCAAAAAAGGAGGCCA 

MGACTTTGTMGTTTGTTCAGAGTCTCACTTTGTGAATTTTAACAAATTATCTTTAATG 

GCAGAAGGAT 
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Sequence 5606 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCGGGTTGTGGGGCCTCAAATACTGCTTTG 

CCTTGCTCTGCTMCCAGCTGCATTTTACAGATCCCAGTATGAACTCTAGTGTTCTTCAG 

MCATACCTTTAAGAGGGGAAGCCGCGCACTGCCACAATGCAAACACTAACTTTGTTCAC 

AGTAACAGTCCAGTCCCCAACCACCATCTTGCAGGTTTAATAAATCAGATTCAGGCTAGC 

GGGAACTGTGGGATGCTCAGTCAGTCGGGCATGGCTTTAGG 

Sequence 5607 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTNTTTTTTTNTNNATNNNNNNNNNTTTAAA 
CAATCAGTAAATTTATTNAGGACMGMTTTACCATATAACATTTTm 
TGCTNCCCCC I 1 1 1 1 I CCCC 1 I 1 1 I I AAA 
Sequence 5608 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

TTAGTATGCTTGATGATGTCTCACAGCCCTCTCAGG I I I 1 I I I 1 CCTAAATA! I 1 1 1 I I I 

CTTTCTTCTCCTTTGGATAATTTCAATTATTTTCTCTTCAAATTCACTGT^ 

TGCATGCCCAMTCTTTGTTGMTCCCTCTAGTGGGTTTTCCATTTCAGGGATTATACTT 

T TTAG CTCTAGMTTTGTTTGGTTCCTTTTTATMTTTCTATCTCTTTATTGATA 

ATTTTGTTCATGCATGGTTFrCCTGATTTCCTTTMGTTCTTCGCCATGGTTTCC 

CTCGCTGMCATACCTAAAGAAAGGTTGATTTMTGTCTTTGGGGTAATAATCCAATGTC 

TGGGACTT CCTCA AGGATGGTGCCTGTCAA I 1 1 1 I I I I CCTGGGAATGGGACCATGGGTT 

TTCTATTTCTTTTTMTGGTTTGGAAAT7TTTGGTGAGMCCGGGACATTATGAA 

ACATTGGTGGTMCTGAGAATCTAATTCTGGCATGCCTCAAAAAAATGCTGATTTTGCTT 

TATTGAGGGCTGGAGCCAAACTATTTGGGGACTTTTTCMCTATTTTTGGGNAAGGGGGT 

ATTCTTTGCAGTATGGGGCAAGTGAAAGTTTCTGNTGGGGAAATCCTCTGGGGGTAACCN 

AGNGACCCAAANATTTCCCTAAATATCGGGCTTGCCCAAAGGGGGGGNTTTNGGAAAANA 
Sequence 5609 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAAACTTCTTCACATCAGCAATAATTT 

CTCTGMGACAMTTGGTCTTTCTGAACCTCAMCCACCCCAACTTAGTGATTTTAGCAA 

TGACTTGAATAAGAGCTTGGATGACAAAGGGAGCCAGCTTGGGCTGTGATGCCACGTAAT 

TCAG AATG TAGTTTCTGATGTCCATCCTCTGCTCAACAGGTAAAGGACTGACTCGGCTGA 

CMGTTTTGAMGACATGTTGCTGCAAGGAGCTGAGCATAGGATGTTGTTCCTTGTTCTA 

ATAAAAGTTGACACTTGCTGAGAC 

Sequence 5610 

CCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTTATATANGCATGAGCCCACTGANCCCT 

GGCCCCTGAAANCGTTTTTCTNNAAAGGCCCTCAGTGAGATAMTTAAGMTTTGGGCAA 

TCTNCTNTCCCTGGGGCCAGGGATCTCTCTANAANAANCCCTTGCCCCTCTGTTNGNAGG 

CACAGTTTNAAAATAAGGAGGAGGAG 

Sequence 561 1 

C CCTTTCGAGCGGC CGCCCGGGCAGGTACTTTN I 1 1 1 1 I I I I II I I I I N l I I I I I I CTTT 
ACI It I II I I II I 1 1 1 NTTTNTTATTNTTNAACTTGTTTAN I I I I I N l I I I 1 1 1 1 1 I NTT 

n 1 1 1 1 1 I iGl I 1 1 1 rGCNAANMAAAAAAAAANATTTNTNCCCCNAAAAAAAAANAAGG 
GGGNAM AANNTTNCNTANTTTNNAAMAAAAMAMTTTNAACNAAAAAATGNNTNTTT 

I I I I I M I AAAN G G G N AAAAAA ATTTT NTTTG NTN CTC AAAAAAATN NTTTNTTG N NAAA 
MA MANNCTNT TNAAMNGCCCTGGGGTTTTTTNNTTTTAAAAAAAAAAANAANNNNGG 
AANNi I 1 1 I rTTN TGGNANNGGNNGGTNTAAACNCCCANANAMAmTTNTTTTNNANNN 
CCTT TNTTT TTTTANNN CAAC CNTATANAACCCNCNNNGCCNCNNNAANTTGGAAAAAAA 
ANNNTTTTAGGGNGNATTTTATTTANANTGAAAAANAN I I I I I I I I I I I I CCNAAANCNN 
AAANAAAANTTGGGGTNTTTATTNCCTTNNNNGGNCCCCCANAAAAAAAANN I ITTTTTI 
TTNAAAA 
Sequence 5612 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I I I I I M M II I M I I I I I I I I I I I ICCTTT 
' n I I I I I W n I 1 1 I I I I I I I I I M I I I I I I II I II I I I I I I I I | | M I I I I I I I M F I 
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1 1 1 1 1 i I I I l CTTTTTNGGGAAAAAAAAATANTTTAAAAAGNGGGNNAAAA 1 1 I I 1 1 1 I I 

TTTTTAAAAAAAAANCNNGGNGAAAAAAATNNAATGGTNTNCNAAAANNTNNNNCNAANN 

NGGGGNNCNAMMTTNANNNMNNTTTTNTNANGGGCNNNNNAANGNAAAAANI^ITTTNAN 

TCCCNNTTNNNNNGAANAAANAANNCCNNNNNTTNNTTAAAAAAAAAA 

Sequence 5613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGTTTCTGATACTCAGAAACTTAAAAATCT 

ACCTTTTAAGACTTCTGGCTTGGAAACTACCAAGAAGAGAAACCGCATTTCTGATGATGA 

TACTGATTCTGAAGATGAATTGAGAATGATGATTGCGAAAGAGGAAAACTTACAGAGAAC 

TACACMCCCTCAATAAATGAATCTGAAAGTGATCCTTTTGAAGTTGTAAGGGATGATTT 

CAAATCAGGCGTTCACAAACTGCATTCTTTAATAGGTTTAGGTATCAAAAATCGTGTCTC 

TTGCCATGATAGTGATGATGATATTATGAGAAAATGATCGTGAAGTATGACTCAGGAGAT 

ACAGATGAAATTATTGCGATGAAAAAAATGTTGCTAAGGTCAAAAACAGTACCTCGGCCC 

GCGACCACGCTAAGGG 

Sequence 5614 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 
TTCAATCTCAAGGGACTGGCATCTAGTGAGGGCCCTCTTGCTACGTCATCCCATGGTGGA 
AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 
TMTGGCATTMTCCATTCAfGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCAGAACACATTGCATTCAGGATTAAGTTTCCAACACGTGAACTCTGGGGAACA 
CATTCAA 

Sequence 5615 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGTAAGAGTAAAGACTTCAAAGAGGGATAA 

ATTAGGAAATATATGTGGAGGGATGATGGTTTTGGATATGTAGAACTTGAAGCTCTGTGA 

TGGAGATCTCTTTGGATCAAGTAGAAATGTGTTGGAGCTCAAAGGTAAAGGCTAAAATAT 

TAATTTGGGAGTAAGTTNCATTAANTGAAAGGTG 

Sequence 5616 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTAGAAGAAAACAGAGAGATGAGCAGCTTC 

TGACAAATGTCCTGGAAACACTTCGAGGTGATGGAAATGTGTTAATAGCAGTGGACACAG 

CAGGCANAGTTTTGGAACTTGCTCAACTTCTTGATCAGATTTGGAGGACTAAAAATGCAG 

GATTGGGTGTTTACTCATTGGCACTCCTAAATAATGTCANTTCAATGTGGGTGGAAGTTT 

TCTAAATCCCAAGTAGAATGGATGANTGATAAATTGATGAAAATGTTTTGAAAACAAAAA 

NAAATAATCCCGTTTNAANTTNNNCATC 1 1 1 1 1 1 1 1 ATGTNATGGGCCTTTCTG 

Sequence 5617 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTMGACATCTTTTTTTAAATTTGAGAT 

T TCTGAA TGTGAATATCTAAATGAGATACCATTATGTGTCCCTGCTGTAGGTGACACTCA 

TATnTTATTTAAGTTAAAAATCACAAAAGAACCGCTACGCATGGTGGCTCATGCCTGTA 

ATTTCAGCACTTTGGGAGGCCGAGGTGGNGGATTGCCTGAGGTCAGGAGTTCAAGACCAG 

CCCTNACCAACATGGTGANACCCCGTCTNTCTAAAAANTNCAANAATTAAC 

Sequence 5618 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACACAAATTCAAAGCTCAAGACCAGATAGC 

TGCAGGATTTGAATCAATATTTTGGTGGGTAACTATCAGTAAAAACATAGATTGGATAAA 

TTACATCTATTATAACCAGCAGCGGTTTATTAACTACACTAGAGATGCTGTCAAAGGAAT 

AGCTGAACAGTTAGGGCCTACTAGCCAGATGGCTTGGGAAAACAGAATGGCCCTAGACAT 

GATATTAGCCAAAAAAGGTGGAGTTTGTGTTATGATCAAAACTCAATGTTGTACCTCGGC 

CGCGACCACGCTAAGGGCGAATTCCAGCAC 

Sequence 5619 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTGGAACAATCCAAAGTTTTAATCAAAGAA 

GGTGGTGTTCAGTTGCTGCTCACAATAGTTGATACCCCAGGATTGGAAGATGCAGNGGAT 

AATAGTAATTGCTGGCAGCCTGTTATCGCTACATTGATAGTAAATTNNGGGCTCCTAAAT 

GCCAGAATCACGAGTGAACAGACGTCAGATCCTGATAACAGGGTGCAGGGTTGTTTATAC 

TTCATTGCTTCCTTCAAGGACATGGACTTAAACCATTGGATATTGAGNTTATGAAAGCGT 
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TGCATGAAAAAAGTGAATTATCATCCCACTTATTGCCAAAGCAGACACACTCACACCAGG 

AGGAATGCCAACCAGTTTAAAAAACAAGGGGANCAGGATGTGTTAACCCANGNTTCTTAT 

ACCGTCTCATMTTTGCMGTTTTACTATTTTTAAGTATMTGTGTTGCAATCCATCCTC 

TTACTGCT TTAC TATATTGGCATTTATACTGNATTAGAAATAACTCTTCAATCTTCTGCT 

TTGTCAAGTTTTAAATATGGCTGGTTTAAGGGTCTCTAATAACCCCCCACACAAGACAAT 

TTCTNCCCATCTCTTTAAMTAATTTGCTTTTTCTTTTTNCTTTTCTCTTTTCTTTTCT^ 

1 1 1 1 1 1 1 1 I 

Sequence 5620 

GCCGCCCGGGCAGGTACGCGGGGCTCCGCCCCGAAACCTTCTGACTACTAACCTACCAAG 

ATCACTCCATGGATGAAATGACAGCTGTGGTGAAAATTGAAAAAGGAGTTGGTGGCAATA 

ATGGGGGCAATGGTAATGGTGGTGGTGCCTTTTCACAGGCTCGAAGTAGCAGCACAGGCA 

GTAGCAGCAGCACTGGAGGAGGAGGGCAGGAGTCCCAGCCATCCCCTTTGGCTCTGCTGG 

CAGCAACTTGCAGCAGAATTGAGTCACCCAATGAGAACAGCAACAACTCCCAGGGCCCGA 

GTCAGTCAGGGGGAACAGGTGAAGCTTGACCTCACAGCCACACAACTTTCACAGGGTGCC 

AATGGCTGGCAGATCATCTCTTCCTCCTCTGGGGCTACCCCTACCTCAAAG 

Sequence 5621 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAAACTCCAC 

CTCCCGGGTTCAAGCGATT CTCCT GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATG 

CGCCACCACACCCGGCTMTTTTTGTATATTTAGTAGAGACGGGGTTTTCACCATGTTGG 

CCAGGCTGGTCTCAACTCCTTACCTCAAGTAATCCACCTGCCTCAGCCTCCCAAAGTGCT 

AGGATTACAGGCATTAGCCACCGCACCCGGCCCAATCAATATTATTTTATGCAGTTCTGT 

AGGGAACTACTCCAAGACTTAGAATAATATTGTTTAGGAAACAATGAAATAGAAGCCTCA 

TACATATATAATAAAAACCTATTATGTTAAAGGCCTACATCTTGAAAAAGGGTAATAAGA 

CACACAGGAAAATGTCCTCCCTCCTCAAGGGGTGGGGAAAGAATTACCTAAGCAGGTAAC 

AGTGCCAGGCAAGTGAAAAAAAA 

Sequence 5622 

GGCCGCCCGGGCAGGTACACCAAACAGAGGAGTTTGGCTTTCTCCTGAAAGTTCCTGAAG 

TCACTGAAGGATATTAGGGAGTAACACTGTCAGAGTGCTTCTAGAAAGCCTGCTGTGGTA 

ACATTGAGCAACAGAGAGGAGACCAGCTAGGTATAGGAGGCAGGTTAGTACTGGAATAAA 

CAGTGAGCATATCTGGTATATGTCATTATTTATTGTTAAATTACATTTTTAAGCTCCATG 

T GCATAT AMGGTTAfGAMCATATCATGGTMTGACAGATGCMGTTATTTTATTTGCT 

TATTTTTATMTTAAAGATGCCATAGCATMTATTGMGCCTTTGGTGAATTCCTTCTAA 

GATAAAAATAATAATAAAGTGTTACCGTTT 

Sequence 5623 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAACTTAGAAGAAAATTGGAAGATAGAAACAA 

GATAGAAAATGAAAATATTGTCAAGAGTTTCAGATAGAAAATGAAAAACAAGCTAAGACA 

AGTATTGGAGAAGTATAGAAGATNGAAAAATnTAAAGCCCAAAAATTTGGATAAAATAG 

CACTGAAAAMTGAGGAMTTATTGGGTMCCMTTTATTTTAAAAGCCCATCAATTTAA 

TTTCTGGTGGTGCAGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATT 

TTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGG 

GCAAAATGCACAAACTTAGAAGAAAAT 

Sequence 5624 

CCCTTAGCGTGGGCCNGGNCANAGGTACTAAANATACAAAMTTAGCCTGGCCTGGTGAT 

GCGCACCTGTAGTCCCAGCCACTTTGGAGGCTGAGACAGGAGACTCACTTGAACCCAGGA 

GGCAGAGGTTGCAGTGAGCTGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGCAA 

GACTCCATCTCAAAAAACAAAACAAAACAAAAAACTACAATAGAGATGTATGTCAAAGAG 

AATATAAGTTCTTAAGAAGCTGCGTCTAATTAGTGAAGCTCTCCCTTCCCATATTCAGTG 

ATCCAAGAAACTGAAATTTAAANGGAAAAATGAATCTGTAAAGTTATAGATGTCAAATTC 

TCAGATTCTTC^GTTATTTNCCMGTGGAAMGGATTANAAATMTAGAATrnTATT 

GATTTT 

Sequence 5625 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

468/599 



CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCGGAGTCTAGGGATAAGAATGCACTACAA 

AATCAAAGCCAAAGGGTTGATGAGCTGGTGGCATGCATTGAAATTATACAGACCCTAGTA 

TTGATGTTCAGAAGAAACAGAAAACCGAGTCATCACGCCTGAACACATTGGCAGCTAAGA 

AGGGAGCACTATTTAATCTCTTGGTAATTTTMTTAGTGAGCCTCAGATTCCAAAATCTT 

GTCCTGTGTTTGATATCCAGTTGGTGGCTGATTCAGCTTTAGTCAGAATGTCTTTTGACG 

CTGAGTTACAGMGCTTATTCTGGAGTATACAAATACTGCTACAGCACTTTTATATGAGA 

TACTTCTTGTCTTTCAGCAGGGGAAATCTCGGATTGGGATCCACAAAGTTTTGCTATTAG 

CT 

Sequence 5626 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTN A 1 1 1 1 1 I 1 1 II I I I I I I I I GGGTATAATAT 

AGGATCTTAGTGCTTAAATTTGCCTCCAAGCATACATTAGCTGCAACTCCCTGATTCTGA 

TATATCGNGTTTTCATTTTCAGCTCAATC 

TGAATAAT 

Sequence 5627 

TGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTCCTGAGGGCATACAACTT 

MTTTCTACAAAMCATACTTTTTCAAAAGGGCTATGAGAGTATCAATTGACAAAAGCAG 

AACAAGTAGCATGATTAGACAGAGAAGTCTTAATTGCTTAACACAAGATAAACTCAGCAG 

GTTTTAAAGTGTCTGTATCCATTTTAAATGATTAGTCCAGGGGTAGAAAAGATGAGGATG 

GTTTCATCATACTTTGAAAAGGAAACTCCCACTGGAGNCTAAAACAAACTTACAGGCCAG 

GGTTATTMGMTCCAAGTTACATAGTAGNATTATTANACTATTTATTTTCATACCCAAG 

TTCATTGCTTMGGCAATAAAGAAAATCCCTGTTTTGCAGCATTTAATTTACATGTTAAT 

TTCAGGTTTTCCAGGCCACCATAGTTTTAGGAGGGTCACAACACCAGGGCCAGAAGAAAA 

GGAACCAAAATGCCCCNGCNCCAAGATCAATCTTCAACTGGCCCTCAGTTCCCAAGCCAA 

GCCCCAGTG 

Sequence 5628 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGACTGACCTGAAGGATGCAAAGGCTCC 

ACCTGGTTGTCTCACCCCAGAGAGAATTCCAGAGGTCCATCACATTTCCCAAGATCCTCT 

GCACTACAGCATCGCGTCAGTCTNTGCTTCTCAGAAGATCAGAGAACTAGAGTCTATGAT 

CGGCATAGACCCAGGGAACCGGGGGATTGGGCACCTGCTCTGTAAAGATGAGCTGCTGAA 

GGCCTCTCTCTCGCTGTCCCATGCCCGCTCAGTGCTCATCACCACTGGGTTCCCCACACA 

TT 

Sequence 5629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCCTGAATGCACCTGATATTGTCTGAAGTCT 

AATAACAGACTATAGGAAAAACAGATCTATTGTGATATAAGTCAGGAAGTGGTTGAACGG 

TGAGAGACAGGGTGAGAAGTGATTGTAAAGGGGCACAAAGAAATTTTCTGAGGTGATGAA 

GCTGTTCTGTATCTTGTTTTGGATGAAGATAACATAGGTGTATAGAATTGTTGAAGCTCA 

TTGMCTGGGCACTTAGATCTGTAGATTGTATACATAGTATATTTCAATTAAAAAGATTA 

AMGGAGTAMTAAAACTATGTGTTTCCCTCAAMTTTTMTTTGAGGGATTTCTTTGGT 

AGAMGTCACCCGCACTTTAAGMCAGTTTTTGAAAATTAGGGAAATGCTATAAAATATA 

GCCCAGAAGAAATTCTGTAAAAGACCCAATTGCAAATTAAAAACTTAAGCCTATCCATAT 

GAG 1 1 I I I I I I M I I I j I IGGNACGGGANNTCNNTTGGGCCCCCNCCNCTGAAANCCNNG 

GGNGAAANCCCCTTTTNAAAAAAAAA 

Sequence 5630 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGAMGGCAGMGTTGAAATTAGTTTGAA 

GACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGTGAAGCAACATC 

AATGCCGTTTCTGGATGGTTACAGCAGTTATGTCAAMTTAGATTTTTAAAAGTAAAAGG 

CAAAGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCAAATTAGAGATGT 

TAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACATACTATGTATCA 

GGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAGATAATTAAAAAT 

TATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTACAAATTATATACT 

ACAAGGAAAACAAAGAAATAAAGGATTATGGAGGATTTACCCTAGGGTGGTTAGAAAANG 
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Gl 1 1 1 I I AG 
Sequence 5631 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCATAAATCTTGACTTACCACCCTACAAAAGA 

TGGCATGAATTGATGCTTGACAAGGCACCAGTGCTAAAGGTTATAGTGAATTCTCTGAAG 

AATATGATAAATACATTCGTGCCAAGTGGAAAAATTATGCAGGTGGTGGATGAAAAATTG 

CCTGCCTACTTGGCMCTTTCCTGGCCCTTTTGAAGAAGAAATGAAGGGTATTGCCCGCT 

GTTACTGATATACCTTTAGGTAAAGTTCACTTAGMGCTTTAAAAAAAAAGTAATTAAAT 

TCTTTTACMGTTTCCATTGAGGGNGTGATATACATACAGCACAGGTGCTGTATGTCTTA 

AATATACAGCACANGTGCTGTATGTCTTAAATATACAGCACAGGTGCCCAGGTCTTAAAT 

ATACAGCTCAATGAAAGCTTCAAAAATGCATGCATGCCTTGTANGCCCTTGACTCAAGAT 

CAAAGATCCGGAAGAACCCAGCACTTCCACCGATGCTNCATCATGCCCCTTTGCAAAAAA 

MCTGNCTCCTCCAGTMCACTTTTCTGATGCCACTATANATAAGTTTTGCCTTTCGNGA 

ACTTTGTATNAATAAAACTGACAATTGAACNGGCCNGGGGAATCNTGGATTTNAATATGG 

GNGGGGNGCTTTTGATTACAAGGGATTTNGGNGGGTTTAAAAT^ 

GGMTTTAAATTTGGNGTTAAAAAAAAAAAAAAAAAAAAAN 

Sequence 5632 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGATTTAGGCTTGCATACCCGAAAACCACAG 

TTAGGAAGAAAAATCATTTCAGGAAACAACATCAGAACAAGAACACATATAAATTAAAGG 

CATACTGTTTATCATTCCACTTCATTGCACATATAAGAAAACAATACTGCCGTCATTCTT 

GAGTAAGAAAGTTTCCMTGAAAGAGGAAGTTCCACAATGAATACAGGTGCAGACAGTCT 

TATTACCACAAATTTAGTTATATCAAAACACTTGGTGGTGTCACTAAGTTAATTAAATTA 

TCTATACI I I I I ACTGGAAAGGTAATCATTTCCCTGCCTTCATATGTTAACTTAAAATCA 

CTTACAAATGGAAATATAGATTCAGTAGAAAAGACTTCACATGCAATCCTATACAATGCA 

TTCTGGTTTT 

Sequence 5633 

NCCCTTAGCGTGGNCGCGGCCGAGGTACTTTG 1 1 I I I I I ATTTTTAATG ATTTTCTTTTT 

GTTATTMTATTITTCTCTGTTCCTTTGTTATTACTTGCATGGTTTGGCGTCAGAAGTCC 

TTACCTCTTTATATTGTTTGCAGGTTTAAATAAAACAGTGTGGTGCCAAAAAAAAAAAAA 

AAAAAGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 5634 

CCCTTAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I 1 1 1 1 I I I I I I I I 1 1 II I I ICI I I 1 1 ICT 

I I I I I I I 1 1 I I I I I I I I I I I M M I I I I I I I I I I I I AAAAAGCANNA I I I I I I I II I II I 
NNAAAAAANNAANTTTTTAAN II Mill I GGTNTNCCGGGTNANGGGGNAAAAAAAAAAA 
GNGGNCCATTTTTTNNAMANNTTAAAAAANCCTTTTT^ 

I I I I I 1 1 AAANGGNCCC I I II I I 1 1 1 I I I I 
Sequence 5635 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGATTATACAGACGCATAACTGGAGGTGG 

GATCCACACAGCTCAGAACAGCTGGATCTTGCTCAGTCTCTGCCAGGGGAAGATTCCTTG 

GAGGAGGCCCTGCAGCGACATGGAGGGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCAT 

CTGGATGAGTGCACTTTTCCTTGGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGT 

GCAACAAAGCGTTCCAAGTGGGACAAGATACTGNAGATCCTCAAAGTAAGCCCCTNGTGT 

GACTGGGCTTGCTGGCACCATGGACCCAGAAGAGCAGTATCTTTTATTGAGGATGCCATT 

AAGGTATTTCAAGGAAAAAGTGAGCACACAGAAATCTGCTACTTCCTGCTGACTGATAAT 

GAGGCCTGGAACG 

Sequence 5636 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMATGGTCCTATTTTTGTGAAGAGGGACATAA 

GATAAAATGATGTTATACATCAATATGTATATATGTATTTCTATATAG ACTTGG AGAATA 

CTGCCNAMCATTTATGACAAGCTGTATCACTGCCTTCGTTTATAI II I I I I I AACTGTG 

ATMTCCCCACAGGCACATTMCTGTTGCACTTTTGAATGTCCAAAAATTTATATTTTAG 

AAATAATAAAAAAGAAAGGATACTTACATGTTCCCAAAACAANTGGTGTGGTGAATGTGT 

TGAGAAAAACCTAACTTGATAGGGTCCNACCAATCCAAAATTGTATTACNAATGCCCCTN 
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GNTCATGTTTTTGGNTTTAAAMC^ 

ATGNATATNATMTTTTTAAAANGCCAAAAAAAAAAAAAAAAAAAAA 
Sequence 5637 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGAGCCGCCCGTTCGCGCTGCCAGC 

AGCTTCCGCCTGCTACGGTCCTGGCAAGCACCTCGGGATCCCATTCCTTCACAGGGACCC 

TAGCCAGTTAAAGCTGATACATTCCTGTGGGTCAACTATGCAACTAACTCAGATTTTGAG 

GAGTCTCTGCATTAGTTGGACAGCTCTTCTGGAATTATCTTCTAAGCCAACTGTGGGTTG 

GGTAGGTGGCTCTGCTGATTTTTCGCTGGACTTCCACATTTGGGACCAGTTGGCTGTCAT 

C 

Sequence 5638 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTAAGCT7TCAGAGCAGAAAAAGAACC 

ATCTGAAAGGAATAGAGGATTTGTAGAAACCATTCCAGGAACAGTGCTTGATCCCAACAA 

CCAGACTGGAGAAACCCATAATTTGTGTGGATATTAGTTTCCTGAGGCCACAAACTTGGT 

GGCT AAAACCAGTAGAAAATTACTTGCTCATACTTGTAGAAGCCAGAAGTCCACAATCAG 

TTTTACTGAGGCAAAATCAATGTGCTAGCAGGGTCTTGCTCCCTCCAGAGGCTCTAAAAG 

ATMTTACTTATTGCCCCTTTGTTTCTAGGAGCTGCTGGTATTCCTTGACATTGGGCCAC 

ATCACTGGAATCTCTGCCTTTATGGCTGCATTACCTCCTCTTCTGGGTGTCAAATCTACC 

TCTCTTTCTTAAAAAGACACTTGTAATTGGATTATAACC 

Sequence 5639 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACCACTAATAAATTGTTTGCCAAATCCTTGTAA 

TMCATCTTAATTTTAGACAATCATGTCACTGTTTTTAATGTTTA I MM I GTGTGTGTT 

GCGTGTATCATGTATTTATTTGTTGGCAMCTATTGTTTGTTGATTAAAATAGCACTGTT 

CCAGTCAGCCACTACTTTATGACGTCTGAGGCACACCCCTTTCCGAATTTCAAGGACCAA 

GGTGACCCGA CCTG TGTATGAGAGTGCCAAATGGTGTTTGGCTTTTCTTAACATTCCTTT 

TTGTTTGTTTGTTTTGTTTTCCTTCTTAA 

Sequence 5640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTGTTACATTCTGTTCTTAAAT 

CTGAATGCCTTCTCATTTAATTCTGAGGAAATATCACACAGGTGTCTTCATTGACCTTGA - 

ANMATG TATAT ACAGNTG CCTT ATAAMCMCATANATTTAGACCATAACTTTTATAGA 

GAMGG GTTTT GTCAMTGTTTTCTGAAAATCTGAGTAATTCAAAGCNTGCCTCTGCCCC 

TTTMTATTTTTMTAACCTGCATTGTTGCTGTCTGCCAMTATTAAATTGAAATCTTCA 

TTTCAATTTTATTATCTGGAAAGGGCACTGGATTGCTCTGCAACCAAAGAAAGCANTATG 

GMTGAAMAACTCATTCACTTTTGTCTTATTTCCTTNTTAAGGTGTATTGGCATGTAAT 

TTGCATAGAGAAGGNCCTCTGGTTAGTCTCTCMATTGAGGCTGTTTAGGGAAATCCTTA 

TTCAGTTGGTGGCAGGGGGTTGGTTTAAAGTAAAAAGGAATAAGGATC 

Sequence 5641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAGTGATGGGAGGGTTGGACCTTTC 
AGCCCTAATCACTAACCTTTGAGAAGTGAGGCAGGGATGGAGATTAAGCTCTATAAAAAC 
TCTTGAACTAAGAGATTCAACAAGCTTCCAGGTTGATGGATGCATCTAGGTGCTGGGAGG 
GTGGCACACCTNAATTTCACATGGACAGAAAACTCCACTNANGACCCTTCCTGGCCTTGC 
Sequence 5642 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTTTGACTACAGCTGCAGAAGTGTTCCTT 
TAGACAMGTTGTGACCCATTTTACTCTGGATAAGGGCAGAAACGGTTCACATTCCATTA 
TTTGGAAAGGT TACCT GCTNNTTAGCTTTCATTA j MM IGCTACACTCAI I I I IATTTG 
GTATTTMAATGTTTTAGGCAACCTAAGAACAAATGTAAAAAGTTAAAAGATGCCAGGGA 
AAAAATGAAATTNGCTTGGGTATTTCATTTACCTTCATNGTATATTTCAAGGCACCAAGG 
CANT TNAAAACCAAAAAAAACCCCATGGTAATTTTAAAAC I M M M M I AAGGGAATTT 
TTTTNGCCTTTTTTTGGTGGGAAN I M M I M M M M M I 
Sequence 5643 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGCAATGAAACCAAATAGTATCATAGACA 
CMCCTCTGTAGCACATTTTAGGTGGCAAACACTGTCACAGAATTTTAACTACCAGATCT 
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GTTTTAGGCCATACAGTTTGCTCTTAGTTTT 

CACTGCTATGTGTCCTTTTCAAMTCTGTTCTTTTCATTACTTACTTAGAATAAGATCTC 

TCTAAMTTTTAMTTAATAGCACAGAGAGAGAGACTGGGMAGCAGCCTTTTTATGTAA 

ATGAAACCTCTTAGGTAGTAAAAAAAACCCCAAAAAGCTGAGAAAGTGATCACACAGTTT 

AAATACAGTCAAGATCTCTGAGCATAAGAAGAGGTCAGAGCCAGCTGATAGTAAACCTTG 

ATCTTCAGCTACCAMTCTCAAAMTGAAACTCCAMTGAGTTTGTTATTGGAGATGGG 

Sequence 5644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAGGAAGTTGTTCATGGATCAGAAATGT 

GGGAGGCCCTTCCTTGCCCAAGGCAAGTCGCTGTAGATGGTTAAACTGATACCAAGGATA 

GGTMGGGAMTTCCAMTTCCATTGGMGATGGCCTTTTACTGACACTGCAGACATGTA 

GATA ACAATAGTTTAATGTCCTCTGAAAAGGTAAAAATTCCATAAATCCTTGCAAACAAT 

TTTTA GCMTATTGT TTATT GCTACCACAGCCMGMTGGGTATTTCAMGCCAGGGTTT 

TTTTT ATTTT GTTTTGTTTTGTTTTG' I 1 II H 1 1 I I M I I 1GGCTACAC I I I 1 1 I GGGGG 

GGACCTTITAATTTGGGAAGAAAATGTTGAGTATACTTTTNTTTCACMCCATTGCAA^ 

CCCAGGTAGC CCTGG GAGTTTTC I I I I I I I CTCATCAATCATTGGTTTTG 1 1 I I I I I I AT 

GGTTCAAAGACTTTTTCCANTCCATGAAATTAAAAAATNA 

Sequence 5645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTTTCAATCCCTGACCGAGGGACCTTCCA 

GAAGACCATGGGGGCTGGGCGGGCAGTGGCAGAGCAAGTGATATTTAGGTGGTCTTCAGA 

GAATTTGTAGTGAAGGGATACTATGGGCATAGACGGTGAGGCAGGCCGTTCCTGAGATCT 

TCCCAAAACCAAAGGTATTTGAAGAGACACATGTAACACCCTTCATCCTCCAGGGTGATA 

TTCCANMGGTGATGGTTGGAGTTTTTNGGAGTTCCCAAGCCT 

Sequence 5646 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I I I 1 II I I I I I 1 Mil I I ICTAATCAGA 

ATGGGGGAATAAAACCACAAAGGAATCAGCTAACTGTCCCTGTTGGCCCAGCATCTCAAG 

GATTGTGTTGCAGCAGCTATCCTGAGGTGTGCCCTTCCACATCTGGGCAAGCAAACGTCT 

CTTTATTGGTTGGTGGTTATGTTAAGCATGTTGAACTTGGAACCAGAAGATCTACCAATT 

CTGGACACAGCTCCTTCCCTAAGTAGTCTATGACCTTGGGATAGTCACATAAGACCTTTG 

GATGCCAGTTTCATAMCCAGAGTTTTCAATAACTAATGCCTCACATTTAATGAGGTCCA 

TATGGTACCTGCCCGGGCGGCCGCTCGAMGGG 

Sequence 5647 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I 1 1 11 1 1 1 1 1 1 1 1 I 1 1 11 1 1 I AGGAATT 

TrACCAATTGCTCAGTMGAGGTATTTAGATCTCCTACTGAATGGTGAMTTGTTTATTT 

CTCCCTTTATCTGCCMTTTCTGCTTTATGTATTCTGAAACTTTGTTACTGGATGCACAC 

ACATNTGTGATGAATGATAATAAMTGTCTTTATCGCAGTTAATTCTTTTTGTTTTGAAG 

TC TATTTT ATCTTATATTMTATATGCACTCAMCCTTCTTATACTTAGTGCTTCCGTAA 

TCI I I I I I MTACATTTACTTACAACATGCCTGCATCTTTATATGTTAMTGCATTTCTT 

GCAGAGAGCANATAGTTATGCTTTTCAAAMTTCATTCTGCTTAtTTCTMCTTTMTTG 

GAGMTTTAATCCAATTAAATGTATTCCAAGTATTGATATAATGGGTATTMGGACTGGT 

TCTTCCTTCTGGGGNTTGGNCCCTTTGNCCCCCCTTTCCTTATTACGTGGATTAAATTGA 

ATATTTCTT 

Sequence 5648 

CCCTTCGAGCGGCCG CCCGGGCAGGTAC I I M II I I I I I I I I M 1 1 M I I I I I I I IATTT 

I N I M I I I II I I I 1 1 I I I I I I I I I I I I N I I I I I I II I I I I I I I I M I I 1 1 I M I NTTTT 

1 1 1 1 1 I I 1 1 M 1 1 I 1 1 I I I I I I ANNNTTTTCNCTTTATTNNAAAANANNAAAAAAAATNN 

AGGNGTTATNTTTNAAANNNGANTNGGAAAATANTAAANNNAAAAAAAANTNNNTTAAAA 

ANTTTT 

Sequence 5649 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGGCTACCTGATGGACCATTTAACATTTAT 

AMGGGATTTCATTCMTTGTCATTTTCMTGCATGTTTTCTGTTTGTATAAAAGCTT^ 

CCATGCMGAGGGCTGATGTTACAACAGTAGATTATTGTGCAACAGTGTATTTTCACCTA 
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GTAAAAAAATCTTTTCATGGTTCACTAAGGACAATCCCTTCATGATCTAGAGCCTGAAGG 
TAGGATCTTCTGAGAACATCAGAAAAAGACTATNTCTACCATCCACACTACAGCAAAACT 
TTGGGAGCCCTTGAACCTTGGGGTTCATAATCTCACAATGGG 
Sequence 5650 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACAAACGGCAGAATGAAGGAAATCCT 

GAAAGAGATAAAGAGAGGCCTGTCCAGTGTTTGAAAACATCAAGAGATACTTCACCCTCA 

AGTGGTTCAGCAGTTTCTTCATCAAAGGTGTTAGACAAACCCAGTAGGCTAACTGAAAAG 

GAACTTGCTGAGGCTGCAAGCAAGTGGGCTGCTGAAAAGCTAGAGAAATCAGGTGAAAGT 

AACTTGCCTGAAATTTCTGAGTATGAGGCGGGATCCACAGCACCATTGTTTACTGACCAG 

CCAGAGGAACCTGAGTCAAACACAACACATGGGATAGAATTATTTGAAGATAGTCAGCTA 

ACCACTCGCTCTAAAGCAATAGCATCAAAAACCAAAGAGATTGAACAGGTTTACCCGACA 

AGACTGNGAAACTTTCGGGATGGTGGTGAAAATGCTGATTGAAAAANATCCTTCTTTAGA 

AMGTCTTTCAGGTTGCATTTGAGGCANAATTTACATNNAAATAGGTNAACCGGTGTGTT 

TNAAAAAA CTCMG CNT TTCANT TGCAGAAGTATGGATCCTTTCNCCTCAANAATTTTGG 

GGAAGCCCI 1 1 1 1 ANAATTTTTTNTGGTTCANGGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5651 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCCTAGACTCAG 

AAACACAACAGATTTGAGCTAAGACAGCTCTGGTGAAACAGTAATAGAGGGAGGAGGAAC 

ACGAGGTATTCATGTCTGGGCCAGAGCTGCCATCCAGGGCCCCACACCCCACCTTTGGTC 

CAGATGGCCCATTGGCCCAGGTGTCCCTGCTGCCAGAACACCGTGGACTGGGGTACTCAT 

TGTCAGCTTGTAGGATCTTTGGCCATTCTGTCCACAGAAGTATCAGTTTTACTGTTAACA 

TTTCTGACATTGGAAAAATACATCTGCATTGTCTATCCTTTTAGATGTGTGAGACCTGGA 

AMTGCAGMCAATTACAGTTCTGATTCTCATTTGGATTACTGGTTTTATAGTGGCTTTC 

ATTCCATTGAGCMTAAGGAATTTTTCAAAAACTACTATGGCACCAATGGAGTATGCTTN 

CCTCTTCATTCANMGATACAGAMGTATTGGAGCCCAGATTTATTCAGTGGCMTTTTT 

CTTGGTATTAATTTGGCCCGCATTTATCATCATAGTTTTTCCTATGGAACATGTTTTATA 

GTGTTCATCAAAGTGCCATAACAGCACTGAAATACGGAATCAAGTTAAAAAAGAGATGAT 

CCTTGGCCAACCGTTTT 

Sequence 5652 

CCCTTAGCG TGGTCG CGGCCGAGGTACGCGGGGGGCATTTACCTAAAGGCAATGTTAGAG 

TCATCGAMGTTTTTAATCAGGCAAGTGGTATGATCAGTTTTTTGTTTTG1TTTGTTTTT 

TTTGAGACGGAGTCTGGCTATATCGCCAGGCTGGAATGCAATGGCGCGATCTNTCCTCAC 

TGCAACCTCCGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCACCTCGAGTAGCTGGG 

ACTACAGGCGCGCGCCACCACGCCCAGATGAGAAAACTGAGGCACAGAGAGGTGAAATAA 

Sequence 5653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGAGTGTGAAGTAGCCTCTGGTGTC 

ATTTGGATTTGCATTTCTCTGATGAGTGATGCTATCAAGCACCTTTGTGGTGCTGTTGGC 

CATATGTGT ATGTT CCCTGGAGAAGTGTCTGTGCTGAGCCTTGGCCCACTTTTTAATTAG 

GCGTTTGTCTTTTTATTACTGAGTTGTMGAGTTCTTTATATATTCTGGATTCTAGACCC 

TTATCAGATCATGGTTTGCAAATATTNTCTCCCATTCTGTGGGTTGTGNTTTCACTTTAT 

CGATMTGTCCTTAGACATATMTANATTTGTATTTTAAAAAGTGACTTGATTTGGCTGT 

GCAAGGTGGGCTCACGCTTTGTAATCCCAGCACTTTGGGAGACTGAGGTGGNTGGAACAT 

ATGAGGAGGGTAGGAGTTCGAGGTCAGCGTGGCCAGCATANTGAAAACTTGTCTCTACTT 

AAAAATANANAAANTAGTCAGGCATGGTGGNGCACCGACTGGTAAAACCANCTTCTCAGG 

AGGCTNANGCACGAGGAATCACTTGAACCCCATGANGAGGGGGGTTGCATAGAGCTTGAN 

ANTMTGCCAGGGCNANAAGNANGGAGANTTTGGTTTAAA 

Sequence 5654 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACGCG 
GGTAAGGAGAAGGATGTTGACGACTGTTGGTTCTATTTTACGTATTCAGTGAATGGGAGC 
AACGAGGTCATGGTTCATGTTGTGGAGAATCCAGAGTGTCCCACTGGTCCAGACATCATT 
CCAATTGTAGCTGGTGTGGTTGCTGGAATTGTTCTTATTGGCCTTGCATTACTGCTGATA 
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TGGMGCTTTTMTGATAATTCATGACAGMGGGAGTTTGCTAAATTTGAAAAGGAGAAA 
ATGAATACCAAATGGGACACGAGATGGTCACATAACATTGTGAATGTAATTAATGCCACT 
GAAACAAAGTGGCTTTAATTGCAAAAAAGAAAATGAAAAGGCAGGACATAGTGGG 
Sequence 5655 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTATGTGTGCCTATTTTTTTTTTTGGT 

MCNANAAGTTTCCTGTGGCTCTTTTCACTCTCTAAAAGGCCAGGACCTGCTTCCTCTGA 

ATCTGCCTGGATTCACTCCANTTGTTGGNANGGAGAAATTAAGTTCCAAGTGTAAGANAC 

ATANGCACTGAAAACTAAATAATAGNTCTTGNAACTATTTGN I I I I I M 1 I I GGTANNAN 

ATAAGTGAAGTTCATTTGGTT 

Sequence 5656 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGAGTTGCTTTGCAAACAAGCCAGGTAGAT 
AAGACATAATGAACAGGCTTCTGGGAATGGTATAGCTGTCGTTGGTCCTAAAACATGA 
Sequence 5657 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAGGGMMCTTTTGGTGGACTTATGGTCA 

TTTCTCAMCCATTATGTCATTCTTACACTMTCMTAAGAAAAATMGCTMTTTTTGA 

AAACAGTMCTAGAAAGACTGTTGCAAMTATTTAAAGATTCTAGTCCACTCAAATTTGT 

CAAATAAMTCAGAACCATTTTAAATGAAAAGATCCTGGTTCCTCTGAACATTATATAAT 

GCCGGCAAGGCACGGTAGCTCATGCCTGTAATCTCAGCACTCTGGGAGGCTGAGGTTGGA 

AGATCTTTTGAGACCAGCCTAGCAACATAGCAAGGATCTCATTTATGCCAAAAAAAAAAA 

AAAAAAAAAAAGTCCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5658 

CCCTTTCGAGCGGCCGCCNGGCAGGTACANAAAGAATACTCTTACTTCAACATANCGGTT 

MTCTCTGCAAAAGGAGACTANNNANNAGATGTAGGAGTTTTATCTGGATCCATAATATT 

MTNTTATTMCAAACMTTTTGGAGCAAATAAGATAAAACGTTAACATATCTNAAATCT 

ATGACACAGTTCTCAATGTATCCGAGAAATTCTGG 

Sequence 5659 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTCTTTAGGAGAGGGTGGTGGTGGCGGC 

CAGTAAAGGGACTGTTTGAAATCCACAGACA(XTTTCTCCAGACTGAAAACCTGGGGACC 

AGACTGAGAGTCTGGAGAAACTGAGGTATCCTAGGTCCAAGAAATGAAGCGTAAAATAAT 

AGCAACAGTAAT TGCT GTGAAATGTATGCTTGTGAGAAGGAATGAAGCACTTACTGGTTC 

MGTGATGNNCCTT7TACTGGAACTCACTCTAACTGNGGTTNACTGAGCCTTTGGACTTN 

TTAAMGGGAGGTGNTGCCCATGMNCTTCCCTCTTTTAAAAAAAAAAAATG 

Sequence 5660 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGCCACCCTTACCCCCATCCCAGTGAA 

TATTTGCMTTCCTAMGACGTGTTTTGATTGTCACACCTGGGTGGGGAACGTGCTACTG 

GCATCTAATGCATAGAGGGCAGTAATGCTGCTAAACATCTTTCAACGCACAGGACAGAGC 

CCCACAAAAGAGAATTATCTAGCCCCAAATGTCCATAACACTGCTGTTGAGAAAACCTAC 

CGCAGGATCTTACTGGGCTTCATAGGTAAGCTTGCCTTTGTTCTGGCTTCTGTAGATATA 

TAAAATAAAGACACTGCCCAGTCCCTCCCTCAACGTCCCGAGCCAGGGCTCAAGGCAATT 

CCAATAACAGTAGAATGAACACTAMTATTGATTTCAAAATCTCAGCAACTAGAAGAATG 

ACCAACCATCCTGGTTGGCCTGGGACTGTCCTAGTTTTAGCATTGAMGTTTCAGGTTCC 

AGGAAAGCCCTCAGGCCTGGGCTGCTGGTCACCCTAGCAGCTGAGGGACTCTTCAATACA 

GMATTAGTCTTGTGCACTGGAGATGAATATTCCTTTAATTTGTAACATGTGAAAACATC 

TATAMCATCTACTGAAGCCTGTTTTTGTTGCACCGACATTTTCATTGGAGTACCCTGC 

Sequence 5661 

CCCTTAGCGTGGT CGCG GCCGAGGTACCAATAATAGAGCTAAATACAATGACATTTGCTT 
TTAAMGGTGGATATT7TATTTCTGCTTTTTGAMATC 

CCAATTTGGTCCTTTAATAAGTAAAGAMATAATATGTTTAAAAATGTAAATGTTTTACA 
^T^GAAACTTTCATMTTGTATTMTCAGAAAACAAGCACATTGCCATTCTTTGAAAC 
TCATGTTTCTAGACATGACAGCAGTAATAAAAGGATGAAAACAAGGTGTCTTCACTAAGC 
CGTATGGCCAATAAATGGGACCCAAA 
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Sequence 5662 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAGTGGTAACAATTATTTGCTAATAATCC 

AGAACCTACAAATAACAGAAGGAAACAGCACACTCTTAAATAAATAATGGGACAAGGAAG 

AAACTACAAAGTCAATTAGAAAATACTTTAAGATTATGTAGAATGAGGGCCCAACACACG 

MMTGTATTGMTGCAGTGAMTGGTGCATAMGGGAAATTTATTATTTAMTGTTTGT 

ATCTAAAAAGAAGTAAGGGCTCATATAAATAAACCCAATCTTCCACATACAATTCTGGAA 

AAAGAAGAGCAACTAAACCTAAAGTGAGCAGAAGGAAAGAACTAATAAAATGTTAAGTGA 

AAAATAAAGGAGAGAATACAAAAACAATAGGTAGAATAAACAAATCTAAAAGTTGGTACA 

TGTTCCAAGGCAGGTGACTGTGAACTTNCTCTGAGTGAAGGCATCCCCTCCACACCTTTC 

AGCCTGCTAGTTAGGACGACCCGGCCGCCACCCTCCAGGACCTCCAGCCCTTGCACTGNC 

TTTCCI I I I 1 1 1 1 AAATAATTCTTCATTG AGTTCTAATATGTAAAAAAAAAAAAAAGG AA 

A 

Sequence 5663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCCATTGTAAGTCCCAAAGTATTATAT 

ATTTGATMTMTGCTMTCATMTTGGAMGTMCATTCTATATGTAAATGTAAAATTT 

ATTTGCCAACTGAATATAGGCMTGATAGTGTGTCACTATAGGGAACACAGATTTTTGAG 

ATCTTGTCCTCTGGAAGCTGGTAACAATTAAAAACAATCTTAAGGCAGGGTGCAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAAGCCCAGGTGGGCTGATCACTGGAGGCCAGGAA 

TTGGGGACCAGCCTGGCCAACACAACAAAACCCCATCTGTTAAAAAAACAAAACAAAACC 

MAAAAMCMGTAACCTTGGTGGATGTCTACTCAAGTTTTCTGNACTTTNNTNNTNNNT 

TTNmNNNTTTTGACTCTAAAGGGGGTANAGGGGGTGCTATAGGGTAAATACNGGCCCT 

ATTTCAAAAAI 1 1 I I AG 

Sequence 5664 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTAACTG 

TATATTTTTGAGGAACTGCCAAACTATTTTCCCACGTCCATGCACCATTTCACATTCCCA 

CCAGTMGTMGAGGGTTCCMTTTCTGCGCATTCTTGCCAACACTAGTTATTATCTGAC 

TTTCTGGTTATMTCATTCTAATGAGTGTGAAGTAGCCTCTGGTGTCATTTGGATTTGCA 

TTTCTCTGATGAGTGATGCTATCMGCACCTTTGCTGGTGCTGNTGGGCCATATGTGTAT 

GTTCCCTGGAAGAAGTGTCTGTGCTGAACCCTTGGCCCAC I I I I I I AATTAGGCGTTTGT 

CTTTTATTACTGAGTNGTMGMGTCTTTATATATTCTGGATTCTAGACCCTTATCANGA 

ACATGGTTTGGCAAAATATTTTCTCCCATTCTGGTGGGGTTGGTGGTTTTCACTTTATCG 

ATAATGGTCCTTAGACATATAATAAATTTGTATTTTAAAAGTGACTTGGATTTGGCTGGT 

GCAANGGGGGNTCACCNTTGGTAATCCCAGCACTTTGGGGAGAACTGAGGNGGGGTGGGA 

TCATANTGAAGGAGGGCTANGGAGTTTCGAAGNGCAAGCCNTGGNCCAGCCATAGCNNAA 

AMCTTGNCTmACTNAAAAATNCAAAAAATTTANNCCAGGGCATTGGNGGNGCNCCGT 

TTTTMNACCNNCTTTTNNNGGANGGCTNGAAGCCCCAAGGANCNCTTGAACCCAAAAGG 

AGGGNGNTCCANTMTTTTAMNNTGCNAGGGCMCMATNNMCTTTGNTNAAAAAAAA 

AAAAAAAA 

Sequence 5665 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACCTCTCACGGCCAACTTAAATCCTTGCTC 

CTCMCATAMTTTCTGACTATCTGATMCATTATATTTGACCGAAAGTGTT AAAAAAAA 

TAAACAAATAATTGAAGGTTGCTGAAAAACAGATGTGTGATCTTATAACTATGTGTAGTT 

CMATMGTTMTAACTTCMCCMTTTTTTTAATAAAAAGATACCCCCAAAAGGGAAAA 

CCGATAAGAAACAGATTTTCAAAGTGTTCTGCTAACATGTATGTTTAGTGTCCAATGGCT 

TAMTTTACTCATTTCAGAMACGTTTACMTGMAGTATTTTATMTTTGCTTCTAATG 

CTTTCTMGCGTGCCTTGTTGTTTCATTACTGTCTGCTTTTAMGAATAMTTCTAACTT 

AAACTTATCTGAAAACAATGTTGTTAGCTCTCTGCTCTAAGCTAATGCTTCACATATAGA 

CATGAGTCAAMGCGGACTGGTTTTCCTAAGATTACCTCCTAGAAAAAAAACCCCTTACA 

MTTCATGATTTCCCCTCTCCTTACGATGAGTTGTGTAAGGTGACAGCAACTGGTAACCA 

CTGT7TGMCCTTTGGGTGGCCTATTTAAAAGAATGGAAAAAAATTGGGGGAAGAAAGAT 

TCAAGATTTGCCTTGCATTACAAGGGGCCAGCTGCTCAATGCTGTGTCGGGACCTTAA 
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Sequence 5666 

GATATCTG CAGAATTCGCCCTTTGCGTGGTCGCGGCCGAGGTACI I I 1 1 1 1 I I I I 1 1 I I t 

I I N I I I I lAACCCTMGMAAAGTAGATCTTTTACATGGCTTGGCTCACAATTTAAGTG 

GTTAAATATATATACATATGATATAGTGGTATAMTAGATTTATAAATATACATCATTTT 

TTGCTACACTTTGMCACCAACATGTMTCTTTGGGCTTAGCAGAATAAAAGATAGAATA 

ACACAMGTNTATCTTGCTGGAGCACATTNACTCGGTTTCTCCTTTAGAGAAGCAAATCA 

TTAGATA AGAC ATCATTTCCTGCACTACTGGGACACACTCAATGAGGGTAACTGTTGGTT 

GMCAACTTTTGCMTGCCCTTTCATCTTCCATTAAATNAACCATAAAANGTAAAAAGAC 

AAAATACTGAGGAAAATNTGAGTTTTACAGAAAAAATACAATTGA 

Sequence 5667 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC 1 1 i I I M I 1 I I II 1 I I M 1 I I I I M 1 1 1 IC 

TGTAAAATAGGAGATAGMGACTAMCACTAGGATTTTATGCTTTTTGAAAATGAAAACG 

TAGCATGAGAAATATTGCCTGATATAGGAAAAAGAGTGCAGGGCTTAAAGTCTANATTCA 

MGAGCTCTGCGGTCTTAANAAAGTCACTTTACCTCTCTGAGCTTCACATTTCTAATCAA 

TAAAGTGATGCTGTGAGGCCAGCTGCTCTCCAATTTCCCTTGCAGCTTANAAAGCCTAAG 

ATGTCTACTCTAGCTAAAAAATAAACCAACCTTATAAAGAATTTAAAACAGATAAAAATT 

GTCTGGTATATCAGCTAGTGTTGGTGMTTTTCCTGTTAATTTG 

Sequence 5668 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCACTGATTATGCCAATACAACAAAGATAA 

CCACATGTTTGAGGATTGCAATGTGCCAGACATTCACTGAAAAAAAAAAAAAAACACACA 

ACTAAACAAAATCCACACAACAAACATCTGAGAATCTGGACACTTCACATCAGTGTTTTG 

MGTGTTTCATTAATATCTTAAGACAAGTGTATCAAAACCTTGGCACCCGCCATCTGGTT 

AGMGAGTGGGCATMCTCTTMTTMGMTTTAGCAGAAGACATTTCTAGATTTTGAAT 

AACTTTCCTCTGC 

Sequence 5669 

CCCTTAGCG TGGTCGCGGCCGAGGTAC I I M 1 1 1 I 1 I I I 1 1 I I I I 1 II II I NGGCTTGGT 

TTTTrGTTTTGANATGGAGTCTCACTCTATTCCCAGGCTGGAGTGCAGTGGCTTGATCTG 

GGGTCC CTGCA ACCTNTGCCTCCCAGGTTCAAGCAATTNTCCTGCCTTANCCTCCTGCAC 

ATGTTGGTTTTAATAACAATAAAAAAACCCACTTGGGCGTAGCCATAATCCAGCGTTACT 

AAAGGAACTAATTCTACCCANAGTTAMGTATCTCGCCTTTTGGCTATTAATGTC 

Sequence 5670 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCTCATCTAACATGATTTGAGAAATTCATAACC 

AGGCACTCMATATCCTTGTAGCCTACGAAAAGTGAGTAGGGTAATMTTTTTGCTTTGT 

AGGGAGMCTACAAATTGATATCTTTTMTCTGGCCATTTTTTAACATTTAGCTCAATAT 

TMCAGAGAAATGTAGTCAGTATTTAGTAAAATMATGTATTTTTAAAATATTTTTAGGA 

AGCTGCAGAATGGCGA CTGAG TGCTTCTTGATAAGTCTGCAGTGTTAGTTCTATATAGGC 

TCCCTTCTGTGCTTCTGTTTTTGCMAGACCTGTTTMATTAAMAGAAAATTTTM 

AATAGGACATATGCTATTTATAAAGTTTTTCAGTTTTMGACATCATTAGCATTTCTGTA 

GTAGCAAAGAGTCCTACTTAAAAAGGGCTTTCAGATTTCACAATTTTTCCCCGATTATAC 

AATAAT 

Sequence 5671 

CCCTTTCGAGCGGCCGCCGGGCAGGTACCCAGCAGGTGCTGGNNNNGGGAAGAGACACAG 

AAGCCTAAACCTACTGTTTTCTGCACCCGGNGGCTAAAAACCTGAGCCAGAGAGATCCTA 

AAAT TGGG TCACAAANAAAGAGGGGGCATTACCTGTGGAGAAATANGTCACTTATTGGAT 

CCACTTTTCACCTTCTTCAGGAAAACGGGGAATGTAAGGAAATTAGCTATC 1 Mil I GTC 

TTTGCCTGTAAGMCMAAGACTGAAMATATTTMTCTTTTTGCAAMTCTTCTCTTAA 

NTTCTGTGTTATATCCCGTATTGGNTACTTNTGCACTGGTTATTTGTGGGATCATTTCAA 

ATTAACCAAATTAATTGAGNTAAATAGGTAAATCAAAAATATNATTAAATNAAANTAAGG 

TTTTMGTCTNTATTTTTGTNTGGCNTGTNATATACCCCCAAAAATTCTTTTAAACCTM 

TGGCNAGAATAAATGACCAACCTTNCATAGTNGAGAGAGTTCCCCTNTCTGCTTCATTAC 
CI 1 1 I I I I 
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Sequence 5672 

CCCTTT CGAGCGGCCGCCCGGGCAGGTAC I I 1 I I I I I I I II 11 II 1 11 I 1 1 I I CCTTTTT 

I I I I I I I I I I I I I M I II I I II I I I I I I I I I 1 I I I 1 I NTNNNGTN I 11 I 1 1 I I II I I M I 

1 1 11 1 1 I 1 1 1 NNCC CCCCGGG GCCNNGGNCCCTTTTTTTNGAAAAAAAAANNNNNNTNCC 

NGGGGNAMNNNCTTTTTTTAANTTCNAAAANNNAACCCCCNAANNGGGGGGGGGNAANC 

CCCCCNNCNTTCCANGGGGGAAGGGGGCC 

Sequence 5673 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGTTCACAGTTCCTTATTTGAAATCATTGGGG 

CTATATATGTATTTAGGAATATGGTTTCTTGTTTTGG 1 1 I I I I AATTTTAGAAATGTTAG 

GCCAGGCACAGTGGCTCACGCCTGTAATCCCAGCACTCTGGGGGGTCGAGGCGGGCAGAT 

TGCTTGAGCCCGGGAGTTCGAGACCAACCTGGGCAGCATGGAGAAATGCTGTTTCTACCA 

AAAATAGAAAACTTAGCCAGCATGGTGGTGTGTGCCTATAGTCCCAGCTACTTGGGAGGC 

TGAGGTGGCAGGATCACCTGAGCCAGGGATGCTGAGGTTGAGTGAGCTGAGATTGCACCA 

CACCACTGCACTCTAGCAGCCTGGGTCACATACCAAAACCAGGTCTCAAAAAACAAAACA 

MAMMGAAATGTGATGGGCACAAATATTTTATATTTCATTCTACTTCTCAAGGCTATT 

TCAMCTCTACAATCAGATCATTMTATTTCTTTAGTGACATGTATTGAACCATGCCTGG 

TNAGMGTTTTAAGACTGTAAAATGGCTTTTC^ 

TAATGCAAAAAAATTT 

Sequence 5674 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCGTTGAGTTCATGATGCTCTCCGGCCCATT 

CTTCANATGCAAGCTGCCAGGGCCGGGTCTGAAGAGGGCCTCTGCGTTGGTGTTGATGGT 

TGTGGTGAGCTGCTTGGCGTCATCGGGCACCGTCTTTGCCACCATCACAAACCGGTCCAG 

ATCGTCACACTTGTTCTGGGGCTTGTTGATGGCCAAGATATTCAGGGACCAGCTGCACTC 

ATTTMGTCATGGCTGGTTTGACTCANGATCTGGTGGGAGTCTTCGACTCGTTGCAGCTC 

CCGCTTCATCTTGTTGTGGAGGATGAATTCCNGGANGCAGGCAGNATTTGCAACAGCTTC 

CTTGACAAAATGNAGGTACNCCGGGAGGGAACGAGAGCGGGAAAGAGAGANAGAGAGAGA 

ACGANAGCGAGAACCAGAACGGGAGCNAGAGAGAGCGAGAGAGGGAACCGGAGCCAGAAA 

ATAGAAAAAGACAAAAAACNGGACCCGAGAAGAAGATGAAGAANATGCATACCAACGAAG 

MMCTTGAAAGAAAACTNNTAGAGAAAAAAAGCTTCTTATCAAAACCNCCTTAAGAATT 

GGGAAAATAGAGAACGAAAGAAAAACCC 

Sequence 5675 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTAGAACTGGAAAATAAAGCTAAATACCCCCC 

TCCCCCCATGCMCTATTTAGACTTTCAGATGTGTTTCTAAGAGAATGAACCTAACTTTA 

AAAAATCTGTTACTCACCACAGCAAAGACAAAGTCTAGATACTTAATGGTGCTGCTATTG 

AGTCTAAGTAGAGCAGTGTGAGAACGGCAGCTGCCTGTGGAGTGAGTTGTATTGGGGTTG 

ATGTTAATAACTGAAGCAACCTTATCCTGAGTGATGTTCAGCTGCAGCCCCATGGTAGCC 

AGCAGACAAGTATCATTGCCATTATTAACTGAATAGGTTCCAGCTTCTGG I 1 I I ICCTTT 

GGAGTAGGTGTTGTAGTAGGAGATGGCACAGTGGTGTGTATGGTGGGTGCCACTGTTGAA 

GTrTTGTCTTTATCACACAGGAACTCATTTGTGCTCACTGTGCCATTTTGGACAAAAGCT 

TGTACTCTTCAATCAACAAGACCTGATGCAAAAAAAACAGAAAAGGGGAAGATGTGAGGG 

ATCAGTCAGAGTGGTGGGCTCAAGAGTGGACTTAATGAGGGCTGNCTCAAGGTTCTGTAA . 

TAAATAAACAGAGTANGCAGCAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGCCGGCC 

G 

Sequence 5676 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCCCCATTAATTCAGGTCATCTTTTGTA 

TCCTTTAATGCAATTTTGTGTGTGTGTG I II I I I 1 I I I I I GATGGACTTTNGCCCTGTCA 

CCCAGGCTGGAGTGTAATGGCACGATCTCAGCTCACTGCAACCTCCACCTCCCAGGTTCA 

AGCGAT TCTTCT GTCTCAGCCTCCTGAGTAGCTGANATTACAGACGTGTGTCACCAGACC 

CAGCTAATTTTTGTATTTTTAGTANAGATGGGGTTTCGCCATGTTAGCCTGGCTGGTCTC 

GGACTCCTGACCTNTGGTGATCCGCCCCCCTCGGCCTCCCAGAGTGCTGGGGTTACAGGC 

ATGAGCTACCGCACCTAGCTAGACCTTATGTTTTGAACCAAGTANGGGAACGAGCATAAN 
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CTTTGTGGCCAGGCAGAGGTGGGCCCTGCCCAGGCAAATGACCTCACTTCTCAACTNCCT 

TNATCCCATCTTCAGNATGGGAGGAGGATAAAACCCTCCTGGGGTTTTATAAACCGGGGG 

TGGGCANCTTGGAAAAAAAAATNAGATGATCCGTGGAGTTTGCCTAACNTCGCATAAGGN 

CTATTTAMTGGTAGCTGCTAGCCGAAMTGCCAAMTTTTTT 

Sequence 5677 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGGCATTTTGCTCAAAACTGAGCTTATATT 
TGGACATTGTATCTTCATCATAATCCTGTGGTAATGCTATTATCGTAAGTAACAGGTAAG 
AAACCTGAAGAGGAGGGGATAGCAAATCATGTATTTGGACATATTTCCA I 1 1 M l N I II 
TGGTTTTGTGATGCTAGAAGAATGACCAGAATGAGTCATAGGAAGAGTATCATTCCTGTA 
GTATTTTGCAGGACAGAGGTGTGACCTCCTAGAGTCCTCGGCCGCGACCACGCTAAGG 
Sequence 5678 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTTGCCAACCCTTGCAAA 

GAGGACTCTGAAGAANACGACAAGCCTTGTTCCGGTCACACCCGGAAGCTGACTGGTTCA 

CCGCATTGGCCTMNNNNTTNNGAAAACCTCATTCGCGGNMTAATTTTTCCTTAAMTT 

TGGACTTGTACCTTGCCCGGGCGGCCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnn nnNTGGATCCCGAGCTCGGTNCCAAAGCTTGGCGTTAATNATGGTCATAGCTTN 

TTTTTTCTNTGTGAMNTTTGTTTATTCCCGGCTTCACA 

Sequence 5679 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTCTGTCCCCAGAAAGTCACACATCCTTT 

AGTGGAGAGGCCAGGTTAGTCTCATAAAAAGGCCTGCTATAGCTGTGTAATAAAAGGTGA 

AATTTAAAGGCATAAATCCAAGACAAGAACAAACAATGCCTGCAATCTTCGCAGACTGCC 

CTGTGAAGGCTCAGAGTGAGTCAAGAGTCCCCGCGTACTGATTTCCTGACAAATGATCTT 

CTCCAGCTTCTGATCGCCATCCTTGAACAGGGCAAAGGTGGCC 

Sequence 5680 

CCCTTTC GAGCG GCCGCCGGGCAGGTACMTATTCTTTCCCTTACATATTCTTTTTAAAT 

ATMGATATTTTTATTGAAATGGGTGATTATGACAAAGGCCTTAGGAGAGCTCGGTCCAG 

GGGAGCMTAGAGMGAACTCAGAGAAAMGACAGGCTTTGTTTTCCCAMCATTTTCCT 

TATATCCCTG GCTTG CTCTTTCCCCTGTGAGCACCCTGGAGCTCCAGCCCTCCGTCACCT 

TCTTTCTCCCATTTTGCCTGTGACTTAGGAATGAACGTGATGGTTAAGCTACCTTCATTA 

AGCAGCATGACCGCTTCCTGAGCTCCTGCTGCCGCATTTAGGCCCTGTCAGCTGTGAGGC 

CACTGGTGCTGAGTCAGAGGGAAAAGCTCA 

Sequence 5681 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCCCTCACTGGGAGCTTCCCCATCCTCC 

CTGCCTTCCCCAGTGGGAAGTTAGGGAAGCTCAGGAGCCTGGGACCCCGCATGTCCCAAA 

ATGGGATTGGAGAAGCTGGAGAGAAAGCAGAAGAGGCCGAGGAGTGAGGCAGCAGCCTCT 

ATGCTTGATTTCCACACCGGGTCCGTGCAGAGGAAACAGAAACTCCCAACTGTCCTTACC 

CACCGACA TCACA GCCCCTATGAAGAAAGTAGCCACAATCTCAAATAACAAANGGGAATG 

TTCTAAMCTTTTTCTTCCTTAAAAMTGGAGAMATTGCACTTGTGCTTGCTGTGTGGG 

TATATAAACCAGGATTAGGTCCCAGGGTCGTGAGGTTTCTGGTGAAAAGGGTTAAAATCG 

TAGAAGCTAGTN I 1 1 I I I I 1 1 ATATTThrTGTAMCAMTTGGCTTTTTTTCATGGGGGGA 

GGCGGGGG 

Sequence 5682 

CCCTTAGCGTGGTCGCGGC CGAGGTAC I I I I I I 1 1 I I I M M I I I I I G l I M I II 1 1 I 1 1 
i i 1 1 1 i i 1 1 i I I I I I I M I I I INI I I I I I I I I I I I I I 1 1 I I I I I I I I I I I NAAAAAAAAT 
TNTTTAANMAATTTTNAAAAAAANNNCTTTTTTNAAMAM 

GNAM TNGNTTTN NNTTTTCCCCCCCCMAAAMAAMNTNCNAATTTTTTTANCCCCCN 
NNACNI I II I I I I CCCCNNAAAAAANANNCCGGGGGGGNC I I M I 1 1 I NNAAANAAANAA 
AATWTNTNTTCCAAAANANNANTCTNGNAAANNCNCGCNAAAAAAANAAAAAAAAANAAT 
TTTNCCCATAAAAANGNNNGNTTTNGGNGGGGGGGGTNTAA I I I I I I I I 1 1 I CTNNCAAA 
NAMNCNCNCTTTNNNAAAMAANAMATMAANNCCTTTTTTTCANANCAAAAANTTTT 
I I II I I I 
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Sequence 5683 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATACATTTGTAGGATAGAGTGCTAGAAGT 

GAMCTGCTGAGTCMGACGTGCATTTTAGATTATGATAGATTCACCACATTGCTCTTTT 

CTGMGTCGTTAAGAATTTACACTCCCATCAAAAAAGTATGAGTCTTGCTTAGAGTAGGA 

TGTCAAGTGCTGACTGATCAATGTGGAAAATGAACTAGAATAAAAAAAATACAAATTTTG 

CAACCATCACAGTAAACATTAGTCCAGGCAAGCACCGTCAATGGATATTTGATCTAAGGG 

GAGAGACTTCAGTCAGTAGGATATTTTTATGGTCTTAAAGTGTATCCCAAGATTGCTTAA 

ATACAAAGGGAAAAAAACAGTAACCATATGGTAATAAGACAAAATCTTCATGGATTGATC 

AAMTMTATCGCCATTGAMGACAGACAGTGTACATGTGGTTAGCAGGAGTTTAGGATG 

AGMGAAATTTAGTGGACCCGAGAMTAGTCTAMTATCMGTTTTAATTTGTGAAAGAA 

AAATAAAAA 

Sequence 5684 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATAAAATAATACATATGAAGCCACAATATT 

CMTT ACAGTTCAAACTANMATTACTMCTACATGTAGCTGCTTCATTTTTCG 

ATTT TGGCCCCTAATTTCATTATTTTACAACTGGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAAACTTTGTATGTTTTGTGGAGGGTGCACAATTTCTTCTAATTTATCTTC 

TTNAAAATTTMTTTGTTTTTAATCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

AAACAATTTTATTCTTT 

Sequence 5685 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTAAT ATTACCGTTGGTTCAAAAGTAA 

TTGTGGGTTTTGCCATTACTTTTAATTGGCATTTAATGGCATTTGCCATT^ 

G GTGTTT AAT ATTG G C AAT ATCTT AATTG GC ATT AAT ATT AC ATTG GTG C AAA AGT AATT 

GTGGGTTTTGCCATTACTTTrAATGCCATTGCGGGTCTrGCCATTACTTTT 

TTAATGGCATTTGCTAGTACGCGGGGAGAAAAGCTNTATAAGTTCAAGGGCTGTAAAATA 

TGAACTACTTANGGTCGTTTGCCTNTCATGGGAACTTGGCTAGACT 

Sequence 5686 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA I I I II I I I I 1 1 I I I I I I I I f 1 1 I I I NAAC 

TGGGTTATmATTTATTTTTGANACAGTGTCTCTCTTGTTGCATAGGCTGGAGTG^ 

GGCATAATCACAGCTNACTGCAGCCCCGACCTCCCAGGCTCAAGCGATCCTCCCACCTNA 

NTC TCTTGA GTANCTGGGACTTCAGGTGTGCACCMCATGCCTGGCTAATTTTTGTATTT 

TTTGTTTTTGNANANATGGGGTTTCACCATGCTACCCAGGCTGGTCTCAAACTCCTGGGC 

TCAAAGCAATNTACCTGNCTCGGCCTCCCAAAGNGCTAGGATTATAGGCTTGAGCCACCG 

TGCCCGGCCCAAAATGGAAATTTTTAGGAAGTTAGGTTTTGCTTGTGAAAGTGATCATAC 

GCTGTCCTACCACTATCATTTTACTGTGGGTGCAGGAAAAGNANAAATAAGGATTTNCTC 

CTTAATANATMCCCTTGGNGTTATTTGACTTTAAAATGAAANNTTANNCTTAAAAAACC 

TTTAAAAATCACAGGCTTGCTAAMTATTMTTMCCAAATGCCNCTCCNNGCTCTNTTT 

AAAATANATTTTTCAAAAATGTAA 

Sequence 5687 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNNAI 1 1 1 1 1 1 1 I NGGATTTN I III IACTTC 

CGGTANCACATTGACACAGGGGATCTTGTTATGGTATTGCTGNCAAAAATTAAMATGTG 

AAGGTTGAAAATACTATAGGTGTAATGCCCAAGTTTACATAAAATACCAGTGAAGTTCCT 

ATTGATAGTGMTCTTGGGTCTGTCTTCTAATTCAAGGAAGGCAACCAATTAAAACTTCA 

TTTACTTTGCCAAAAAGGTAACACAGAATCACTTCAAAAACATAAGATTCTTGGCACAGG 

TAAMGAATATGATGATCTAAMTTCATTTCTAMTTTTTGCTTCTAGCCCCTGGCCTAC 

CAGCTCMGGTTGTTCCCMCMCATMACTAMGTGTCTTTGGTCATTTATTTATTGGG 

TGGG 

Sequence 5688 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCATGCTAGACATTGAGATGTTATAAATTAA 
CTGTAAATATTATTGAGATTGTCAATATTTCTGGGAAAAAAATGTATTGGGATAATGCTG 
CATATCATATTCTGTCAGAAAAGATCTATACTTAAAGGCAAAGATTGGGGGATGTTAGTT 
TTCCTAAGTAGGGAGGGTAGAATTGGGAAGGGGTAGTAAAATGATAGGTTGCTCTTTACA 
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TAAATA AAAAG G I I I I I f ATTTAAMAAAAAAAAMGTCTTTTCTCTCTGATTTAGGCTT 

GACCAAAGCTAACGCCAGACTTCTATGCTAAAAGCAATATGAGGTATATGTTAATTAGTT 

TGAGCATCATAACATCAATAAACAATTAATATTCTGTAACCCAATTAAGCCTCTGCTTCC 

TCTMGTTAAAGAGAGGTCACAGAGGGMAAAMTMTTTTATTAAAATCTAATATACTA 

ATCNGAAGGGATGGGGAAAACAAAAGTCCCTGCCCGGGCGGCCCGCTCGAAAGGGCG 

Sequence 5689 

CAGAATTCGCCCTNNCGAGCGGCCGCCCGGGCAGGTACTGANATCAAGGAGGAGGTTAAG 

ACTTTTTATTTATACCACTTTGTAMTTATTATTTCTGAGTATGGGCTNAAACTAAACTC 

CAGCTGGAGTCTATCTCTATAGTTCCMGCCTCCCGGMTGAAACTTTTTAAATATTATC 

TTGGCTGGGGTGCTGTGAGGAGTAACTAAGACAGTGCCTCTGGGTGACACACAGGCTTTA 

ACTGCAACCTCAAAAATTCCATTACTCCCATGGCGATGAGCCGGAGGGGAGAATTACCAA 

CTGCTATTTATGGCTTCTTTTAAATAGTTTATTTCMTCACAAAAGTTACAGT^ 

AAGGCAGGGGANGAAGGAGAAAANAATGAATTAAAGAAAAGATCACACACTCTAAAAAAG 

CCTGAGCTAACTCTGAGAAAGGGTTANGTMGATTTCAGACTCTTCACATTTTATGAAAC 

CTATTAATAGAGATNGGTGCTGGCCCTGCCCGGGTTCAANTGACTGAI I I I I Al 1 1 I I I A 

AAI I I I I IAAAA 

Sequence 5690 

CGCCCAGTGTGATGGGATATCTGCAGAATTCCCCTTAGCCGTGGGTCGCGGCCCGAGGTA 

CTATTGACCCAGCGATGGGGGCTTCGACATGGGCTTTAGGGAGTCATAAGTGGAGTCCGT 

AAAGAGGTATCTTTCTATAAAAGCTATTGTGTAAGCTAGTCATATTAAGTTGTTGGCTCA 

GGAGTTTTGATAGTTCTTGGGCAGTGAGAAGTGAGTAGTAGAATGTTTAGTGAGCCTAGG 

GTGTTGTGAAGTGTAAATCAGTGCGATGAAGTAGGGGAAGGGAGCCTACTAGGGGTGTAG 

AATAGGAAAGTATGTGCCTGCGTTCANGCGTTCTGGCTGGTGCCCTCATCGGGTGATGAT 

AGCCAAGGTGGGGATAAATGTGGTTTCNAAGAAAGATATAAAATATGATTAAGTTCTGTG 

GTTGTG MTGTTATAATTAAAGGAGATTTGTAGGGGAGATTAGTATAGAGAGGTAGAAGT 

TTTTTTCGTGATAAGTGGTTCACTGGATAAATNGGCGTTGGCTTGCCCATGATTGTGAAG 

GGGTAGGA 

Sequence 5691 

CCCTTAGCGTGGTCGCGGCCGAGGNACAACTGTCTAGAATCTAGCCGTCAGGACCCCATC 

GTGGACTGGCTTTCCNACTGGCATTGGCGTTGGCCATGGTGGGTTGTGGTTCTTGTTACT 

TGTGCTTCTGATTCTCCTNAGCTTANCCTGATTCTGAAACCTCTACCAATTATGTATNTC 

CCATTTATCTGCAAAGGGTATNTTNCTAAAACTGGGTNTGAAATTGNATGCCANATATNG 

ANGAAAAGTTAA 

Sequence 5692 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AMTGGACTAAGACAAGGGGGMGAMTTTGCATTCCTGATCTTCCCAACTTCTTCAAAT 

TCACMCACTTGAATGACAGTCTTATTTCAGCACTTACTGCTATCACCTATTACTTTTAT ' 

GTGTGTCTTACCTATTTGAGATGCCAGATTCCTTGGAAGTAGAGACCGTGTCTGAATCAT 

CATTGTATTAAGCCACTCATCCTTAACAAATGCCCAAGCCATGGTTAAAGTTCAATAAAT 

ACTTTGTTGMTTTATTMTAAMTGGCAGAMTGTCATTCTCTTCCATATATGTTTAAT 

AAATCCCTGATAGGTGCTAAAGCACTGCACTAGGTAAAAATTCTCTTCTGATGCTGCTTT 

TTGGCCMCCATTTTTTTATCATTTATTCATT^ 

GGTCAAAA 

Sequence 5693 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 I I I I I I I I I I I I I 1 1 I I I GGGAGTTTG 

ATTATTGMTGTCTTGAAGTAGTCTTMTGTGTTAAATCCACTTGGTGTTCTATTACTTT 

CTTAMCTTGAATATTGATAACTTTCTTTAGGTTTCAAAAGTTCACTGTTATTATTT 

T GMTANA CTTTTACCCCAACCTCTTGCTATACCTCCTCTTTTANACCAGTAATGATTAN 

ATTTrTTTGAGGCCTTTTTCTAGATCTTGTTGGTTTACTTCAT^ 

TCTTTTGCTTTCTCTTACTGTGCATTTTCAGTA 

Sequence 5694 
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CCCTTAGCGTGGTCGCGG CCGAGGTAC I II I 11 I 1 M I 1 I I ) I I I 11 I GGGTNGGGTTTT 
M 1 1 I I 1 1 1 M I M 1 1 1 I I 1 1 1 1 I I I 1 1 I I I 1 1 1 I N 1 1 IAATAAAAAAAAACCTTTNTN 
ANNNGGGNCTNGCNGTTNGNNGCCTTTTTNNAMAMNNANNNTGNAANCTTTTTTTNCA 
MTNMAMGGANGTTTTNAAAAATNNNACCTNGCCCNNTTNTGAANCANTTTAAAACCC 
TTTMGGGNGTTTNGNAMMNCCCNNNTTTT^ 

MNAGAA C NTTT TTNGGAAAAAANAAAAAAACCCCCCTNCNNCNNNAATAANNCNAATTG 
1 1 1 1 1 1 1 1 ATTTTGGGNAANNGGGCAAAAMGCNGGCCCCTTTTNGGNCTTCCCCTCCAA 
ACTTNNGGTCCATTTNTTATNGNGGGNANTTTCANNTTTTNTTCGGGGGGGGGNNNNNAN 
ACCCCGGGNNANNGNNAAANATGGAAACCCNNN 1 mTTTI I I NNCCCCGGTTCCNTTCC 
CCGGGGGGGCN 
Sequence 5695 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGATTCTCCCTGAATCTTACCAA 

CAAAACACTCCTGAGGAGAAAGAAAGAGAGGGAGGGAGAGAAAANGAGAGAGAGAGAAGC 

AAAAAACCAAAGAGAGAGAAAAAATGAATTCATCTAAATCATCTGAAACACAATGCACAG 

AGAGAGGATGCTTCTCTTCCCAAATGTTCTTATGGACTGTTGCTGGGATCCCCATCCTAT 

TTCTCAGTGCCTGTTTCATCACCAGATGTGTNGTGACATTTCGCATCTTTCAAACCTGTG 

ATGAGAAMAGTTTCAGCTCCTGAGMTTTCACAGAGCTNTTCTGCTACNATTATGGATC 

A GGTTC MGTCAAGAATTGTTGTCCATTGAACTGGGGAATATTTTCAATCCAACTGCTCT 

TCTTTTCTACTGACACCATTTCCTGGGCGTTAAGTTTNAAAGAACTGNTCAGCCATGGGG 

CTNACTNGTGGTTATCAACTTACAGGAGGMCCNGGAANTTCTTTTCTTCCAANAAACCT 

TAAMTTGAGANAAGTTTTTTATTGGACTGGCAAMCCAGGTTTTTNAGGGGTAATGGGC 

NMTTGGNNGGACNGGACACCNTTTGACAMGGTCTTTTGANCTTTTTGG 

GAGNCCCMCAACATTNNTTTCCCTGGGNGGGCTTGGNCCCCCATGAGMNAATTTTTCA 

AACCCCAAGGG 

Sequence 5696 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNNNTTTTNTNTTTTTNNNTNTNTNGCTT 

AAAAAAAGTGTNNAAATGTGTTTTTCCCTGAAGATTTCCAGTGATTCCACAGTGTTTAAA 

AMTANTTTCCCCAAAAATATATCTTGAAAGCATTTGACACAGTGGTNTTTGTGGCGTAT 

CTGGCGCTTGTCAGNGTGGGGCCCAGGCCTGATGAGCCACCANCCCAGCACCCGAATGCC 

TGCTGAAGGTGGCGCACACGTGTGCCTGGGATGTCCGGCTCTTCACAGGGGATCAGACCC 

GCGTACCMGTGAATTTAMTAATTGGTGTGGATTGGTCAGTMCTMhrTGGGCTTTTAA 

AGAGTNTTGAAAATTGAMGGGTTTTTCTTTCTTTTT^ 

ATTGTAAATAATGAAAAGCTAGGGTTTGCCCTCTTCATGTCTACTCTCCTTCCAAATAGT 

TTTATCCAAAACTGTTTTTCCCTNTCCCCTACCTTGCCCCCC 

Sequence 5697 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 

CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGT 

GTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTT 

TCTCCCTTCTGGTGGGTTTGTGGTGTCNCTGACTTCAAGMTGAAGCCCCAGACTGTCGT 

GGTGATCCGTTGTAACTCTTAAAGGTGGTGTGGACCCAAAGAAGTGAGCAGCAGCAAGAT 

TTTTCGTCAAGAGGGTAAAGAACAAAGTT 

Sequence 5698 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTA^GMGMACAGTTTATGTGCAAGGTGTA 
TAAMAMTATACCTTTGATMAMGATTATNAGGAGGCNTANGMTGTAGMTTTTTTA 
CCTACATTAAATAGGNTTTAAAAAAAATTATTTGG 
Sequence 5699 

CCCTTANCAGCGGCCGGNCNGNCNNGCTCANAGCNNATNANGCTGAACCNNNNNANTNTG 
ATGATGNTrNACNNNTNANGNAGACNNNACTNMCACATTACCCCAATTGCNTTTGAGTCN 
GGAMGACCTAGNNTATNCACAMTTGACTGTTTAACTTATTGNNNNNAGANCCAAAATG 
TGATNCTAAACAGCTTCTNGNTGATNCNTACTGGCAACCTGGAATGGAGACTTTTATCTA 
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CTTCTCTCTCTCTGAAGATGTCAAMTCGTGGTTTAAGATCAAATATATTTCAAGCTATA 

AAAGCAGGAGGTTATCTGTGCAGGGGGCTGGCATCATGTATTTAGGGGCAAGTAATAATG 

GAATGCTACTAAGATACTCCATATTCTTCCCCGAATCACACAGACAGGTTTCTGACAGGC 

GCMCTCCTTCATTTTCCTCCCGCAGGTGAGAACCCTGTGGAGATGAGTCAATGCCATTG 

ACTGANMGGAACCGACCCCTANTTGAGAGCACCTTGCAATTTCCCGMGAACTTTTTGA 

TTCA CAAGTC TTNATTTTGACAGCATGAAATGGTCTCTTGGAAACATANC I I 1 I 1 I AAAT 

MTCTTTTTTCNTTNTACTCCTNCCTNTGACTNTTAAAAATNTNI I I I I I GGAATCNNTT 

TGACCCAAGAAGGCGGAGGTTGCMTTNAGCCAAAGGTATGCCACTTGACTTNTAANCTG 

GGGGGCAANAACGANGACTTCATTACCAAAAAAAAAAAAAAAAAAAA 

Sequence 5700 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAMTTTCATGTAGAAATGTCTTAGTTGAA 

AAGCCATTTTMGTCCTATATAAGCTMCAGTGATTTTACTCTTAGTTCTTCACTCATAA 

GGATTTTCCCTGCTTCATGAAATAMCAGTGTTGCCACCATGGTTTGAGGTCTCAATGTG 

GCAMTTTAGCTTTCATGTTGACCACTCTGCTACTAATAGAAATACCAAATAAAGAGAAG 

CAGCCATACCAGTTAGACATATTCAAAATMATCCAAAGATGCTATTTA7TATAAGTTTC 

ATAGAMTGATTATCAAAAACACTTGCATGCCMTGTTTTCTTGTGCCATTTCTTTCTAC 

MTAMTCTATTTGGCTTCTGTTTCACCTTAGCTGTCATAGACCTGTTGGTCANGGATCA 

TATTGGCAGTACCATACAGAAGTNAAATNCCANGAACTATGAACACTAGACCTTATGNGG 

GTTATTCCTTCAATCATTTCAAA 

Sequence 5701 

TAAGGATAAACAAGAAAAGGAAAAAAGCAGANAAATGCATTATTGTCAAAAAGCAGTCCT 

ACATTCAAGGAGTCATGAGATAAAATGAAGTGCCTGGGGGAAACTTTGAGAAGCTTAGTT 

TGAATGAACANAGGANAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAA 

GAGTCCAAACCA 

Sequence 5702 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTATGTTGTCCTTGAAAGGGCATAG 

GTCTGTGGGAGGCATCCGGNCCTCTCTGTATAATGCTGCACAATTGAAGACGTTCAGAAG 

CTGGCCGCCTTCATGAAAAMTTTTTGGAGATGCATCAGCTATGAACACATCCTAACCAG 

GATATACTCTGTTCTTGAACAACATACAAAGTTTAAAAGTAACTTGGGGATGGCTACAAA 

AAGTTMCACAAGTATTTTTCTCAAATGAACATGTTTATTGCAGATTCTTCI 1 1 I 1 1 IGA 

AAGAACAACAGCANAACATCCACAACTCTGTAAAGCTGGTGGGACCTAATGTCACCTTAA 

TTCTGACTTGAACTGGAAGCATTTTAAAGAAATCTTGGTGGCTTTTCTAACAAATTCCCG 

CGTATTTTTGCCTTTGCTGCTACTTTTTCTAGTTAGATTTCAMCTTGCCTGT 

AATAATGCAAGGTTGGCGATTTAATTATTTCTGGG 

Sequence 5703 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCT 

GAGCCCCTAAAAGGTAAAGACTCATCCAAGCTGTTCTGAGATTCCCTCCAGGCAGGGAAA 

TGACTATCTGGATCTGAGATTATGTCATCTTCATCAAGTTCTTCTTTAACCAGAGAGGCT 

TCGGGTTTCAGACACACAGAAGCATMTTCTGGCCATACAAAAACCTCMTGTTTCTTCT 

GTCTTCCACTCAATCAMGTCTCCTTCAAMCTTTMGTAAGTTTCTCTTTCCAACTTCA 

GGACACACCTGCACTGMCTAGACACTGACCTAGACACTTGGTTTGATTTGGCAMTTTT 

CTCTTAAMTGCTCTGCACTTTTCTTACTTATGCCTACTAGAGTTATTTCTGACCTACTG 

TATTCACTTTCAGMTnTCTGACGCTTTTMTCTTTCAGGCAAAGTGCTATTTGM 

CTCTGAGTATTTACTTTCTGTAAAGGMGTTCACATGTAGCATCTTTCTCCTGACTATCT 

MTTTGCMTCGCCTAACTGCTCMTGACATCTACTACTGGCTGGTCTTTGGCTTTGGG 

Sequence 5704 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCGCTAATTGTTGTGATAATTTGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCCTGCAAACGTTGTCATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GCTATAAAAATGACAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCTTACTGTCG 

TTGGATCCCATGCTAATGAGGTCATCAGAATCAACATTGTGAACTATGGCTGCCTTGTAT 
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CCTGCTCTCTGGGCATTTAAMCCTTTATATCAAAATTACAATCAAGTCTTCTAATTAAC 
ACGATGAMGTGCCAGATGAATTGTNTTTTACTGGTGGAGGCACTATGGGTTCACAGGCA 
TTCTCTGGTTTTGAGTTAATCAAAAAA 
Sequence 5705 

CCCTTAGCGTNGTCGCGGCCGAGGTACCTTGACTTTGTTCACAGCATGTAGGGTGATGAG 

CANTCACAATTGTTGACTAAAATGCTGCTTTTAAAACATANGAAAGTAGAATGGTTGGAG 

TTGCNAATCCNNTTACCCCAAAGAATTAAATTGGAGCTAGGTTAANGGCAAATGCAGGTA 

ATAATAGTCATGATTCTATGTAATGGTAAACCAGAAAAAATAAATGTTCATTGATTTCAA 

GATGTTATATTAAAGAAAAACTTTAMAATTATTATATTATTTATAGCAAAGTTTATCTT 

AAATTATGAATTTCCTGTTGTAATTTAAATGACT 

Sequence 5706 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGACNCCAAAACCAGAAAAAGACACAACA 

AAAAAGGAAAACTATGTGCCAGAACTTAAAGTATAACTTTAAAAAAAAGACGTAAATGCA 

ATAMCAGATATCMTAGAAACMCAAMMTTAGAAAGTTTGGGGTGATGGAGTTAAAA 

GTTTATAMTTGTATGAGTTATTTATTAGTTGGGTTTTTTTGCMTCAGAATTAM 

CATCAGTTTMTATGATCATTTATAAAATGTCGTTTCAAGCCTCATGGTAAACCTTCAAA 

TTAAAAGACCTACAGTNGACATACAAAAAAANTAAAAAAGCATGGAAATTAAAACACACC 

ATAAGGAGAAAAATACCTTTA 

Sequence 5707 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACATCCCTCATTATCATTCTCAGGGAAAAG 

ATGMTGTAGMTCTCTGCTGAGCTAGTATTTCCTGACACCCTGTTTATGTGCCTTGTGA 

ATTGTGGGCATTGCNTTGTGGGGTTATTTCATTTCATCTTCACAATCACCCTCCAAAAGT 

NAAAAAACAAAGACTGCCTCACTCAAATGTCCACTGCCATCAGTGCCCCATGAGTATATA 

TACGGTGCCAAGCTCTGCCATTGATCTCTCCAGAGAAGAGGGAAGTNAAACCAAAAGAAN 

NTGAMGACGTGTCTGACTGGGAMGGGMCATCTNGTGACACCTTTCTTTTTCCCNAAT 

GGTTCTTA 

Sequence 5708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGACATCCGCGGGCTGGCCCACGCCATCC 

GCCTGCTCCTGGAATACACAGACTCAAGCTATGAGGAAAAGAAGTACGCGGGTATGATCT 

TTGTAT AGGAC GTGTGTTGTCATTATTTGTAGTAGTAACTACATATCCAATACAGCTGTA 

TGTTTCTTTTTCTTTTCTMTTFGGTGGCACTGGTATMCCACACATTAAAGTCAGTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5709 

CCCTTrCGAGCGGCCGCCCGGGCAGGTACAATTCAGTGACATTTATTATATTTACAATGT 

TGTGCAACCATCACCACTAATTCATCAAATTTTMTMTCTTTTMTTTTTGAGCCAGAT 

TTAGCAAGTGAGGGGCTATATACCAACTTTAATGACACTAATGTTAATAAGTTCTGATAA 

CCCACTACCATCAGACCAGCTGTAATTCATCCAATTTTCATCATCCTAAAAGGAATCCCC 

ATACGCATTACGCAGTCACTCCCTTTTCACCCCCTCCCTAGTTCCTGATAACTACTAATT 

GGCTTTGTCACCATGGATTTGCCTATTTTTGGATATTTCATATAAATGGAATCATGTGGC 

TGGGCTTCTTTCCACTTAGCATGCTTTCTTAA 

Sequence 5710 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTTTTTTN^ 

AACANANNNAAACTNTTTCACCCANGCTGGAGNGCAGGGGCACGGTCTCGGCTCACTACA 

ACCTCTGCCTCCTGGGTTCAAGTGATTNTTTTGCCTCANTCTCCTGAGTAGCTGGGATTA 

CAGGNGTGCNCCACCMNCCNGGCTAATTTTTATGTTTTTAGTAMNACGGGGTTTCACC 

ATGTTGATCAGGCTGGTCTNAAACTCCTGACCTTGTGATATTTTCTTMNACTTCCTTTT 

ACTTTACTGNNTGGACTCACCCTGAATTTTTTNTTGAGC^^ 

GGGGCTTGGATTGGGACCTCTTTCNGGTANMCTCTGCACATTTTCTTATTrTTCCMTT 

AAAAGAATCAAGCTGCNTTTGTCTTCAGNGGTCTAAANAA 

Sequence 5711 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I U I I M I I I 1 1 I I I I I I M H I I I AGAGA 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

483/599 



CAGGTTCTTGCTGTGTTGCCCAGGCTGGAGTGCAGNGGTGTGATCATGGCTCACTGTANC 
CTTGACCCCCGGGGNTTTAAANAANTCCGCCTGCCTAAANCCTNTTGGAGTANCTGGGAC 
CACMGGCATGCNCCACCCTGCCTGGGCMNTATTTCTTTTCTTTTCTTTC I MIN I M 
TTTTGGAATGATAAAGACNTTTTAAATGGGCCCTAGTGATGA 
Sequence 5712 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATG 

CTCAGTAAATCAGAACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGAT 

ATTTCACCTTTTTATCTGTAGCGCTCTGCTTMGAACAAAGGAAAAMCAGCTTCTTGCA 

^^^TT^^^^"^ - ^"^'^^' CTTAATTTTTTTCTTT AG G CATAGTG AATTG G G GTCCC AG GTTTT 

TATTTTTCTTTCACAAAATTAAMCTGATATTTAGACTATTTCTCGGTCCACTAAATTTC 

TCTTATCCTAAACTCCTGCTMCCACATGTAGTCTCTCTGGTCATTTCCCTATTTATTTA 

TATCMCATTTTCTTCTTGGTGCCACTTCAATGCCCCATTAGGGGAAAACAACAGAAATN 

TNACANCCTGGGATCCNTTAGANAAAACAGAMGACCTTCAGACNTNTTTTTGGANAAAC 

TCCGGGG I M M M I GGTTGGTTGGTTGGGTGGGTGGGG I MM I GGGGGGTTTTTTTGG 

Sequence 5713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAAGTTAAAAAGACAGCCCTATTGTGATC 

AGTGGAGATGGAGATTTGAAAGAAGTTTCAATTTAATGAATGTGTTTGGTAAAAGGGTGA 

GAMTAGTTTAACAGTAGATCACATCAGGTTTAATGACCATTCATTCATTGGAAAAAGAA 

TCGCACTCATTGGCGCGCAGCTTCATTTGTCAAATCATGGTTGAATCGAAACTATAGGTT 

GGCAATGGATATAAGAGTTGGCAAAACTTGGGCTGAGTGCAGTGGCTCACGTCTGTAATC 

CCAGCACTTTGGGAGGCCGAGGCATGTGGATCACCTGATGTCAGGGGTTTGAAACCAGCC 

TGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAACTGGCCAGGTGCAGTTGG 

CTCATGCCTGTAATCC 

Sequence 5714 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGTGACATTAGCTCTGATTTCAAAGAGCTTA 

CMCAGAGCTAGATAAMCAAGACCAGGATATTTAGAACATTTGGAGAATAACGAGAGGA 

TATATAATAAAGGGCTAAACTGAATATAATTAAATGTCAGCCTGCATGGTGCCATGAGCA 

ACAGTTAATTAAATCCAGGCCATAATCCATGTCCTGGTTCTAAGAAAAGAGTCTCCTACA 

ATCTCTTACTTTCCACTGTAACTAATACCTGGAGTTCAGTCCAGTAACGTAATTTAGCAA 

TGGCTATATTTCCATGCTCAAAAGGGAACTCTGTTGATCTTGAAATGTGTATGTATGTTT 

AAAMTGTCTATTTAATTTTGGGGGGAGGAMGGTAGCTTTTGATTGCACTTGGTGATTG 

AGTNTTCAAACTTAATGCTTCTG 

Sequence 5715 

GATATCTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACTGGGATTACAGGTGTGA 

GCCACCACACCCGGGCTCTGTGATTTGTTTGTTTTTTGAGATGGAGTCTCGCACTGTCAT 

CAGGCTGGAGTGCAATGGGTGCAATCTCTGCTCACTGCAAACTCCGCCTCCCTGGCTCAA 

GTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCACATGCCACTGCGCCA 

AGCTMTTTTTGTAT1T1TAGTMGAMCNGGGTTTCACCATGTTGCCTGGGCTGGTCTT 

GAATTCCTGACCTCAGGTGATACTTGCCTCGCCCTCCCAAAGTGCTTGGGTTACAGGCGT 

GAGCCAGTGCGCCCAGCCGCCTCTGTGATTTTTTAMTTGTGTCACTCACACTAAATTTA 

A CAGC AAI I I I I ^^^TGATMCTCATTTTTTNTGGAAGTCTTTCCMGMCATTAAACTTA 

GTTTTCATAGAMTTGCMTTCTCTTTGGATTTNMTTAMCTTACATAAATTAAAAATA . 

ACACTGGCATMMCAGACNTTGGGGAAAACTTAMCCTCTTTGGGAAAGTTTAAAACCT 

CAATTGAAGTGGAGTAGAAAGTNTCCCGAAAAAAAA 

Sequence 571 6 

C CCTTT CGAGCGGCCGCCCGGGCAGGTAC I M M M M M I M M M I M M i M M I GG 
GATTTTAGCTTATTTTATTAATAGCTTATTTCCTT^ 

TAGTCGCAGACTTCATGCATACAAAATGCACACTGCTATGATCATCGTAACCATCAGCAA 
GCAGGCATTGTCATCAGCGCTTCTTTATTTCTGTGGTTTCTCANNCTCTTTTATTT^ 
TCTTTAAAAAAGAAAAAAAAC I M M M I CCTGGTCAACAGGGCCTGGGCAACATGGCAA 
GACTGTCTCTTTAAAAAAGGAAGAAAAAAATTANCCAGGTGTGGTGGTGCGTGCCTGTGC 
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TTCCAGCTACTTGAGAGGTTGAGATAGGAGGATCGCTTCANCATGGGAGGTCAAAGCCAC 

AGTGAGTCGTGTAAMTAAAMCATTCAGATGCTCTTAAGTGACTTTCAGTGTCCTCAGT 

NNAMTCCCAMTNGATGGCTTGGCTTATAGTCANGATTTGACCTTAAGTAACTTTTTAA 

NCCGNATTTTCCCANA 

Sequence 5717 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAAGACTGACGTATCCGTATACTTAA 

GTGTTCCTGMGGTCCCAGGAAATCCTAGTGCMTGCTATGAMGTCTTTGGAGTCTTTG 

MTGCATCTACTTTACAGGCCTCTGCATGGACCTGGGAAGCTTTGGAAAGATGTGTCCCC 

CAGAACATCTAAGGCATATTAGAAAAGTTGTTTACACAAATGCATGGGAGAGTTAAATAT 

TTTGTCMCAATTGTCTAAMTGTTMTTGTTAGCTTAAGAAAGTCAAACAAGTTAAATC 

ATTGCCAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5718 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCACCTGTTCTTTGAGCTGGTC 

CAGTGTTGCTGGAGAGCTCTGCTTGCTGCCTTGGTCTGCAGTGGCAGCTGTGCTTTCCTA 

CMGCCCAACTTCATATATTCTGTGGTTTTGGGTTTTGAATGTTTCCTAGTTTAATCAAG 

GATGGGCATTTCTGTTTCCATTTTGTGTTATTTTTAGTTATCCATGGAA^ 

GMCTATCTTTAGTATTAAAATTACAAGTTTCCAGGAATCAGTTCTGAMTTATTTTGCA 

TCTTTGMGTGTCTTMATTTTAAAAATTGGTCTTGGCCAGGTGCGGTGGCTCACCGCCT 

GTAATCCCAGCACTTCGGAGGC 

Sequence 5719 

CCCTTTCGAGCGGC CGCCCGGGCAGGTACTTT A I I I 1 1 II I 1 1 II I) I I I C I I I » 1 1 1 I I 

M I I II I I I I I I M II I I M I I I I I I I I I II II I I H I M I M I I H I I I I 1 1 I I 1 1 I I I 

I I I M INI I I I I I I I I I I I I I I I I I I ! I I I I NANAANNCNNAAAAAAAAAAANNNTTTTN 

CNCCCNAAMAAAANTTCTNNANMANNTTNTT 

NANA NANAAAANN I I I I I I M I I I I II I NAAAGGGGNAAAAAA II I II I I NGNNCCCNCA 

AAAAAI I I M I 1 1 I GANNGAAAAAAAAAACANTTTTAAAMCCCNGGGGGGNTTTTTATT 

TTTTTTTA TAAAAMAMAAAAAAAAAAAACNCCCNTGNTTTTTTTANAANGGNGGGGGG 

I 1 1 I I II I GNMGCCCNAAANANAAATTTTNTTTTTTTAAAACCCCN I II I 1 1 II I IC CC 

N ACCAAAAA TANNNACCNTTTTTTCCCNNAAAAAAAGGGGGAAAAAAAACCCNNNNTGGG 

GNTTTTTTTATrrTGGANAAAAAAAATTTT 

Sequence 5720 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGCCATGTGAGGTGTCAGTCTGCCCCTGC 

TGGGGGGTGCCTCCCATTTAGACTGCTCGGGGATCAGGGGTCAGGGACCCACTTGAGTAG 

TCAGTCTGCCCATTCTCAGATCTCCAGCTGCGTGCCGGGAGAACCACTTCTCTCTTCAAA 

GCTCAGATGGAAATGCAGAAATCACCCGTCTTCTGCGTTGCTCACGCTGGGAGATGTAGA 

CCGGAGCTGTTCCTATTCGGCCATCTTGGCTCCTCCCCGATTTTGCCCAAATTAATGTCA 

GATACCAAACCAGTTATTCAGGAAGGTTGGACTACACCAAGAAAAATTGATGCCAAAAAA 

ANTCCCCCATACCTAGGTATATTATTTGTAAACCTCANAAAAGCAAAAGTAAAAAATGTC 

CTGA AAGAA GACCAAAGAAAAAACACCTTACCAATAGAGAAACAAAGGTGAGAATTAAAT 

CTGTCTTTTCAGAAAACCATGCAAGCAAGGAGAAGAGTGAAGTGCCAAAATTCAT 

Sequence 5721 

CCCTTTCGAGCGGCCGCCCGGACAGGTACGCGGGGGTAGTCGGGTATGAGAACGATTGCA 
AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 
CTTGAGAAGGGAAMNNTCAGCCCTTNTNCTGGAMANNGGTTTTATCCTTNCTTGGGM 
ANCTNGN I II I I II IGGCTTTTGGGTMGNCCCTNACMACTTTTTGGNCNCCCMCTTA 
ACTTTGGGCCCTTNTTNGTGGMCCTTCAMNNMTTTTCCCTTNCTTCCTTTTAAAAA 
Sequence 5722 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCCGGAGCCCGAGGCTTGCGGCGACCACGA 
GCAGCAATGGACTCTTGTGGCTGACTTCACTCACCATGCTCACACTGCCTCCTTGTCAGC 
AGTAGCTGTAMTAGTCGTTTTGTGGTCACTGGGAGCAAAGATGAAACAATTCACATTTA 
TGACATGAAAAAAAAGATTGAGCATGGGGCTCTAGTGCATNACAGTGGTAC I I I I 1 1 I I I 
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1 1 1 I I 1 1 1 1 1 IGTAGAGCTAGGGTTTCACCATGTTGCCCAGGCTTGNGATTTTGATGTCT 

ATGATTATAGACTMTAGGAATMTTATTTCTAMCATCTGATTTACACATACAGAGANG 

GATTAGGTA I I I I I I I I AAAAAGTTTATNTTAAAACACATATGCTCATTAATAGGTATGA 

ATTCATTACCTTTCTTGCTGAGTCTGCGTTTAAGTTCCATTTTGCTTCTTGGTCCCCTTC 

TTCAATCCTTTCTGGTTAATNAAAGGAGGNAAAGTCNTGGATACNGNTACCTTNAAATGA 

ATTCATATTCAGAAAAAGGTTNTNAGGCCNCGAATCATGTGACTNTTACCAAATAATGGA 

TCAMCCNCNCCACCCACCATTGTTAAAAAGTTGTAAAAAAATTTTGGNGGGAANGGTGG 

1 1 1 I I I IANCCNCCCCCCCTTTCCC 

Sequence 5723 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGGGGGGGTNCGTNTGCTGGGTTTGCGGAG 

CAANTACNTACTCGGCGGGATCTCCCGGCANGATGGGTAAANAGATAAAGAAGGAAGTAT 

ANNCTCCTNCTAAGGATGTGTTNNNCNCNNTAATGATTGANAGCNAAAAAGCACCNTCTG 

TGGTGTTMTGCTNAATTNTNCANAAGAGGANATTTTNNCTAAANCATGNGAAGCCATNT 

ATAANTTTNCTTTAAAAGGTG 

Sequence 5724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTCCACAGGGTGGGAGTGGTCCTAGCAC 

ACGGGCTCMGAGCCCAGTTACAGAATTTTGTGGGGTTTAAATACCCTCTAGAGGTTTCC 

ATTGGTTACTTCCATTGGTTTATATTGGTGTATGCCCTGTGTAATGAAGAGCATGAAGTT 

AAGTTACAAAGTCATCTACTCTGTGTATAGCCCTATGTCAATGGAGAGGGTATTACCTGT 

CATCACTTGAAGTGTTTCCATTT 

Sequence 5725 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTAGGAATTTAAAAAGACACAAAATTATTTT 

TTTCCAGACTAGTGTGCCATGGATTTCTGATMGMTTAACATTCTTGAACAAAGGTATC 

AAGAAAGGGTAACTCGAGTTGAAGGTTTGTGAATAGAAGGGGAAATGTGATAGAAGATTA 

TTCAGAACAAAATAAGTAGACAAAATAACAAAAGACAGGAAAATAAGTCTCTTTGTATCC 

TTATTAATCATTTGAAATTATGCTATAATA I MM I AAAACTCACCTGTTTGGTTCTGGG 

TGMGCAGTTCCTGMGGAGTGTTTTGTCAGAATATATTGTTAGGAGAATAGAGGGTTCT 

GTGGCCMGTAAGTTTGGGAAATAGTGGGTTAGACAMGTTGAGTTACTGTTGGCCTTTC 

AGACCTTTGATACGCTMTGTGCATTTTAMTCTCCMGAAGCACCTCTATTTTATACAT 

CATTTCCTMTTTATTTTMTATGGATTTCTTGGTT 

Sequence 5726 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I II I I II I I I I 1 1 I I I NNCTTGAGAC 

AGGGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCC 

TTGAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAG 

GTGCATGCCACTATGCCTGGTTAA I MM I AAATTTTTGTAGAGACATGGTCTCATTATG 

TTGACAAGGCTGGGATGTTCCCCCCACCTCCTGTGAGAAGTCTCATTGTCACCCAGGCTG 

GAATGCAGTGGTGTGATCTTGGCTCACTGCAACCTCCGCCTCCCAAGTTCAAGTGATTCT 

TGTGCCTCGGCCTCCCAAAGTAGCTGAAATTACATGCGTGCGTCACCACACCTGGCTAAT 

TTTTGTATTTTTGGTAMGACNGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCT 

GACCTCANGNGAACTGCCTGNCTTGGCCTCCNAAAGTGTTGGGATTACANGCGTGAGCCA 

CTATTCCCNGCCCTTTTTGAATTTTAAAAAAAGACTTTAGTTGATCAACACCAAACCCCC 

CMTTTGTCCCNTTTTCTTGGCAAGTAAAAACATAACCCTGGAAGCCTGAATTAATTAAT 

Mill! 

Sequence 5727 

CCCTTAGCGTGGGTCGCGGCCCGAGGTACTGAAACTGTNGCCCANGNGAAAAAGNGGGGC 

ANGTGCACMAGAAANAAACATTTTTNTTNTNNCNGGGGCGGGGGCGGCGGGNTAGTCCA 

CACTTACACACCAGCAGGTATGCTGGGGAAGGGCCCCCCANGTGGAGTTGCCTGACATAG 

GGCTCGCTCCAGAGGCCGCCTGACTCATAAGCTCTGAAAGAGGTGTCTACTTGAGGTGGG 

GAGGGAGTACCTTCCCGGGCGGTCGATCGAAAGGGCG 

Sequence 5728 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I M II I I I I I II M I I M I I NAAAAT 
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TAAAI I I 1 1 I I I 1 I 1 II I H I I I < I 1 I I M I I 1 1 I I MM [ I I I 1 H I I I N I I 1 1 I 1 I I I 
TTTTGAA NNGG NTTCNAAAAAAN I 1 1 1 I I I I NNAAANNNNTNmTTTTNNNTTTTNNNNA 
NNAAAANTTTTNNAAATTNNTNNMMNN^^ 

TTNNNNTTNNAAANNATTTTTTTNGGNNGGGGGCCCATTNNNNATCCTTNAANGGCNCCC 

NCCCNAATTTTTCCTG NNGN NGGG NCCCNCCN AAN N AA AACCTTTTTN AAG AANTTN AAA 

TTCCCANGGGTNTTTNTTTTGGNAAAMATMNTTNAMTTTTCCCTm 

CCAAMCCCCAAAAANGGGGGGGGANGGNCTGTTTTTTWITTTAAAAAMT^ 

GGGNANCCNCCCCNT TrTTTTT ANAANMAANAMCCCCCNATTNTTTANNNNGGNNAAA 

AMTA AMGAAACCTCNTTTTTAMNAAAAAAAAAAMANCCNTTTTAAMNGCCCNTTT 

TTTTT AAAACCCCAAAN I I I I I I 1 I AAAAAAAATTTTNGGNCCNNAAAAAAATTAAAANT 

TTTTTAAAAAAAAAANT 

Sequence 5729 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATATACTGTTATGCATAAAGAACCT 

TAGGTGTTCATTCGTTTGCTTCTATTGATACTACATTAAATTTACTTATAATCATAGGTT 

MTAGTTTMTGAAAGCATAAAMTTTAGTATGCCTATGTTTTTCTCTTTCTTTCCAGAC 

GGATTCCAITTCTAGGTATGTTTTATTTATTTTTTMCTGACATTT^ 

TCTTTGTTAAAMTGTGTTGCTAGGMTTTATC 

ATMTAAAAMCAAATTTTGATGGCCTTATCATTGTTACTAGCTTTCTTTGGTAAAGGCT 

TTACTTCMGATCACTAGTCAGAGCAAGTAMGMTTTTCCCCAAATCTCTACAACAAAG 

GTATTCCAMGTTTCTTAAGGTAGTTCAACTATCTCANTATTAACATCANGGACTGGATN 

AMCCCACACTTTGGCNGGAMTGTATTTGGATTAAATATTCAAAAACNTTTTTTGGAAN 

CCTGGCTTTTAAACAAAAGAAMNCAGTGGAAAACACTTTTTAAAAAAGGGTATCTANCT 

CAAACCCTTAATCCTAACCACTTNGGGGANGGCTGAAGGCAGGANCCTTACNTTGGGGTC 

CCGGAAGTTGAAAAACAACCTTGGCCAMTTNMGMTTCATTTTTTTCCAAAAAAAAAA 

AAAAAAAAA 

Sequence 5730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTAGCTGTATATGTCAGAATTGATTAAAGA 

GMCCMCTATTCTTGTGCAAGGGATGGTATTGTAGTTMTTATGACATTTGGAGAAACT 

AATTNCTGTCTG NTNGNNCTTATCTCTG NTTCCATTTAG ACTTAAG AG ACTTTACATGGG 

GCMTGCTTTGACTTT7TGCATTCATGCACCANAAMNGNTTAAGTTMTTCCACTTGTG 

GTTNAAAMTATTTAAACCTAAMTTTTATMTGGACTTTCTTNGACCTGCTGTAAGGTA 

GGMGAMTATTTATCATTATAMGCNACCCATTTTTCCTGA 

ACNATAATTTTTT 

Sequence 5731 

AGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTATATGTTGG 

AGTTAATGTGCCATCNCTTNTACACACACACACACACACACACACACCCTTACCTATTTA 

G 

Sequence 5732 

CCCTTAGCGTGGTCGCGGCCGAGGTACGATTCACGCTGTGCCTGTTGGAAATCAGTCTGA 

ACAGTGTGATCCCACGACGTCCTGAGAAGCATCTCTCTACTCAAAACAGGCAATCAGTTC 

CTACTGCACCATGCCATGGGAATGATATTCAAGGGTGGTGACATGACTGAGGTAGTAAAT 

CCTTT ATCATCATGACTGAGAGGATGCAGAAATCTGTGCGGAAGAAAAGAGATTGTGAGC 

TTTTTGAGGCAGTGACAATATATGATATGAATCTCCATATTCATAATTTGCATATAGAAG 

CTGCTCMTGAATATTTMGTTAMAAAAAATACAGTCCTTCATGGCAAGGAATTTCATC 

CCAGTCTCTGCCAACAAGAAGAACTCTTCTGTAATGGGCCATGGGGCAGGCCAGGCCCTC 

CTTGGCTCTGTGGCTCTGGACTGGGCAGCAGCAACTCTCATCCCTGTGTGGAGCCATCAT 

ATCCCCTGTGAACTGCATGTACCTGCCCGGGCGGCCGCTCG 

Sequence 5733 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTGTGTCTGCC 

AGTTCAGTCCACAGCTCAGAGTATCACCTTGTCCTCATTCCATGGTATAAGCTGTGCGGG 

GGGGCAGGTCTGCGGGTCCGTGGATTCACTGGACTGGATGGGACATGATCCAGAACTCCG 
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CTCCGTTTGGCTTCCAAGGATCCCACCAACTCATTCTAATCAAGTGATCACTGAGGAAAT 

GCATTGTATTCCTATTCACTATTTCAAAGATCAGGTCTACCTCATTGGCATATTAAGAAA 

GTTTC TCM GTATATTTMGTGTTTATCATTTTACTATAGTTCTTCAAATGTCTGACATT 

CATCCTTTTCCCTACCTCTACATTCCTTTCTTTTTCACATTATCTTTCTTGGATT 

TTAATAGAAAAAACCAAACCAAAGACATGGGATTTACTGGGCATATTAANCAAGAATCCA 

TACTGGAAAATGCAATGGAGGTTTCATATACACCCACTTACAGGTAAGTAAATACCTCAA 

AAGTATAAAGTCGAAAAGAAAGAATCTGNAAATATTAGACTTGGTTCTGGAAATAAGCTT 

ACCTAGGATGATACCACTTTNACTTAATCAAGGATTTCCCAACCTATTNAACAGTGGCAA 

ATNTNAAAAAATCTGG TAGNT TAAAATACCCCAGCAATNCCTTCANATTACTTGGCTTCC 

TT NMN CCACTTNAACTTTTTGAAGMCNAGGGCTTTTTTTAAGGm 

NGTTTTAATAGAAAAAAAAAAAA 

Sequence 5734 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACCAAGACAGAGAACCTGCTCGGGAGCTATTTC 
CCCAAGAAGATTTCTCGAGCTGGATGCATTTTTAAAGGAGCCAGCTCTNAATGAAGCCAA 
CTTTGAGCAATCTGAAGGCC 
Sequence 5735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTGTTTTAGAAGATAATTTG I I 1 1 1 CTCT 

CTTCAGTTTC^CATATTACTAAAGACAMTCATGGTAGGATTGGTTTGTTTATTATACTT 

GGCCTMCTATTTGTATACMTGCAACMGMTGATTATTTTTTACTTAGGCTTTTAAGT 

ANGCTCTGATGGAACTTTGTTCCATAACAAGAATCTCAAATAAAACTTTGTAAAACCCGT 

AAMC CCM CCNANCCATGGATTTATGCCATTAMTACCCATGANnTGGGTGAAATTTCC 

TCTCCTTTTGAGGGCCCAAAATAAACCTGGGGCTTCTGCACTTNTCAAAAAATNATATTC 

TTTAC TTACACAATCCATAAACCCTTTTCAAGGACTGTATATACCANAATATTAAGCCAA 

NTTTTCCAMGACTTTATTTGCTCCNTAMTCAAATTTTAATTTCCTTATAAAG 

CCATTATTCCAATCAAAAC 

Sequence 5736 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGAAATCAAAAGAGAAATTGGAAAGTT 

CATTGAGCTGAAAATGAAAACACGATATATCAGAATCAGGGAGTTGCAGCTAATGTATGC 

TTGGAGGCAAA TTTAA GCACTAAGATCCTATATTATAACAAAAAAGAAAGGTCTCAAATC 

AGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGGGAAGAGCAAATTAAACACAATGTA 

AGCAGATAAAGAAAAtAATAAAAAGAACAGAAATCAATGAAAGAAAAAAGGGAAAATTAT 

MGAAAAATCCAAGAAAGTAAATGCTMTCATTTTAAACAATCAATTAAATTGTTAGACT 

TCTAGTCAGCTGATCAAGAAAAAAGTAAAAAGGCACGAATTACCAATACCAGGAATGAAA 

GGGTGGG TGTCACCAAATCTTCTACAGTAATTATAAGGAAACAATGGACTACTGTAAGCC 

ATTTTTTTCTAATAMTTTGATAACTTAGATGAMTGAACACATTCCTTGGGNGGCATAA 

ACTATCAMGTTCCTTCAGGAAGAMTAGATNCCNGAGTTTCTATTGGCAAAATCAAGTT 

TTTAAT 

Sequence 5737 

CGCCAGTGTGATGGATATCTTGC AGAATTCGCCCTTAGCGGTGGTCCGCGGCCGAGGTAC 

1 1 1 1 1 M I I I I I I I I 1 1 I I I 1 1 I I I ICGANCAGTTMCATTCCTTTATTTTAATTTCAAG 

GGGCGGGGGMGGGAAANAGGGAAAMAMTNCNGGGAMCTTACNNCMATTTTTTACT 

GTTTANAGCTTTNTTGGGGAAAAAMCNCATNCNCCMTCCCTGGNGTTAGGAATATT1T 

AANCCNTTATCTTCAATATTATTCANCCAAGNACTGAAGTAAGTNCTGATGCAGGAAANG 

AGTGANTTTCANAGNTTTNTGAGCCCNTACTTGGCCCAAGGAAGNCCCAANTNGNACCTT 

CTTTMNTNCNTGC CTTT TAAAAAGGACACCCNCAAACTGNTGTTGGGAACCCGTNNGGG 

CNNTCTGTTCTGCNTTTTTCCTGCTNGGTTANGGGGGGAAA 

Sequence 5738 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGAGAACAAATACATAAAATAACTTCCCATA 
GAGAACAGGATNTANCAATAATAGCTCCTTAGATACTCAGNGGCATTCTGACTCCAATCA 
AGGGTCNTNGTTTNAAATTAATANTAGGTTAAAAAATTAAAAACCCAANNNAATTTAAAA 
ATTATTTMTTTCCAAAGTTGGGNNTNCNTTTNTTAAMGCCAATTGGTTGGAAATTGCA 
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TTGAATAGCCCACCTTGNAMNMTAATTGGTTANTTTGTCTTAAAATTNGNACTGGNAA 
TCCTTNTTATTNTTAAATTTTCCCCCNAA I I I I I I 1 1 1 1 GGCCTCCCTTTTAANGTTTTA 
NMCCAATTTTTTNAACNTTGGGGCTGGNCCTTTCNAACNCCTTAAGANGGATNTTNGGG 
GCNTTAATTTATCCTTNNGAGGGGNGNAAATNTTGNCCCAATTNANGNAAA 
Sequence 5739 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCTGTAGTCCTAGCTACTCAGGAGGCTG 

AGGCAGGGGAATCGCTTGAACCCGGGAGGTAGAGGTTGCAGTGAGCCAAAATTGCGCCAC 

TGCACTCCGGCCTGGGCAACAGAGCGAGACTCCGTCTCAAATACAAACAAACAAAAAAAA 

ACAAAAAACANAACAAAACAAAACAAAAAATTAGTTCAGCAGTCTGCCAGAAAAAAAAAA 

AAGCATCGCAACTAGGTGGGCTCCCTCAGAAAACTCATCAAATAATTGATGACCCGATTA 

MGGAGAAGTATGCTCATTTCAATGGCTCTTATAGGGGCCAAGTTCTTGGCCCTCTGAAG 

GTCACTGGAAAATACCTACAAAAGGTNGGTTAATTAGGAAAAAAAAAGGNTNCAAATGTN 

TTTMTGTGTNTACCCAGGAGTCTTTANAATGAAAANCCNNAGATCCCGGAGAAATTGNC 

CCTTTTAATGCTTATTTTTNAACAAAGTCCGAI I I I 1 1 CTACCAAATCCAGNTGGTTTCA 

ACTTTTN ANGGGCTGGTTTANMCTTACTTTTTCCC I I I 1 1 1 1 AAAAATTTCCTGAATNN 

GNAAAAACCTTNGGTTTAACCCATTTTTCGGG I Mill I CAATTTCCTTNGGGAGCCTTA 

AGGGCGGGCCAATTAAMAANTTTTTTNACCTNNAAATTTTTCCT^ 

ANANCCCCI I I I I I I I I I AATTTCCCGTTN I 1 1 I I I NNTCTTTTAANNCNCCCAAAAAAA 

TTGNI I I 1 1 1 I I I INAAAAAAAA 

Sequence 5740 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATACTTGAGTCAGTTATTACGGTGTGGTATG 

AMTTTCMTTGTT7TCAATGCATAAAMCAGATATTATGATATAGTTCATTATACTATG 

TGATTTTGTTACTTTACAATCCTATTATACTGTGTGATTTTGTTACCTTAAMTCCTTAT 

GTTTATGTTAAGAATGATTCATTCTTTGGATGAGCTTGGTGGCTCATGCCTGTAATCCCA 

GCGCTTGGGAGGCCGAGGTGGGTGGATCATCTGAGGCTGGTCTGGGGATCCTGACCTCAA 

GTGATCTGTCTACCTTGGCCTTCTAAAATGCTGAAAATACAGGCCTTGAATCACTGTGCC 

CMCCCAAGTTTACTATTATTATTAAAAATACTGGTGGCCTTGAAATCAGTGTAAAATAA 

TMTGTCATCTTTTTAGGMTAAAMTACTGNTTTTCCCATGCCCCACTGGCTTGTAGGA 

MATTGANGGGAMNGGTTGGTATTTTCTCTTTGNAGGTNGGANTACTGAANCCTCGGAG 

TGAGATNACCTGGGAGNNNNMTTNATTNNAATNATTTCAATTTAATTAATTTGGGANAC 

AGATCTTACTTTTTGGTCCANGCNTGANAANCCNCCATNGAACTTCAACCTGGGNNANAA . 

AACAAGACTCCNCCTTAAAAAAAAAAAAAAAAAAAAAGGTCCTTNCCCGGCGGGCCNTTT 

AAAAGGGNAAATNCNCNAACCNGGNGGCNNTCTNNGNGGNCCCANCNNGGNCCCAACTNG 

GG 

Sequence 5741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACAACTAGGTCAGCTACAGGACTTGGG 

GGATCGGATGCCCTGTGGGGAGGAGAGGATTAAGGAGTGGGGCAGACAAACCCGGGACCA 

ATNTTANANTNNATNAAAAGGGNTTACCAACNAANCTTAAAATTTCCACTATTACTGCAG 

ACTCAGGCCCAGAAGAACCCGGATTGGGCTGCGCTCATGCAATGGGTGCATCTCCAGTGA 

GGACATCTAGGCATCCAGGGAACCATGGCTTGGGGACAGCAAAGAGGGATATCATTTACC 

GANGGATGTGGTTCACACAACTTTATCCCAACGCACTACACGCCAACAGTTAAAAACTAA 

NCCAGTTCNTTAAMNNGGTTTTGGGGGCACATTTCATAGGGGGGAAA 

Sequence 5742 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAGTAAGTGTGATGAAGGAATCATCTAGCA 

ACTTCCTTCTTAGAAMAMGGMGTGCCTTCATATTTCCTTGAMTTTAAACTTGTTCC 

ATTCTATTCTAAGCAMMTTAAMGGACACAGTTCAGAAGAGCTCTTTCAGCAAATAAA 

TMNTGTTTCACAAAAGCACTGCTGTAAACAAGATCACTTTGATGGCCAGAGACACTTAT 

GTTTTCAACCAATGGCAACCTTAAACACTTCCAAGTATAGATACACAGGGTATATATGGG 

CAAAAGGCAATACATCATTAATCAATCAACTAATAAAAATTAATTATAAGCTTGTTGCTT 

GGTCAAATATGCTTTTGTTCTCTATG I I I I I I I AATTGGTCAGAAAACTTAAACTGTANT 

GATCTAAAACCCTGTATCTACTCTGAAAGTAACTACAACCTAGAATGGTTGGCCACTGTA 
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GTTTTGACATTAGTTAGAAAATTCTAAATTATTCTAAGCAATGTAAACCAAGCCCCCAAA 

TTNGGTGAATTGAAAAAAAA 

Sequence 5743 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGATGTCTGCTGTGCGGCAGGGTAAGTGGG 

ACCAGCAGCTTGCCGGTGCCTCGAGTCTTTATTGGTAAAGATTGTATAGGCGGATGCAGT 

GATCTAGTCTCTTTGCAACAGAGTGGGGAACTGCTGACGCGGCTAAAGCAGATTGGAGCT 

CTGCAGTAACCACAGATCTCATAGGAAATGTTCAACAATTCTGTGAAAGGTCACAGGACC 

CAATTNGAGAAATCATATGAAAAGCATAGTTGGTCTTGGTGTCATATGGATCAGAGGCAC 

AAGTGCAGAGGCTGTGGTCATGCGGAACACTCTGTTATTTAAGATGGCTATCCAGATAAT 

CCTGMCACTGTGTATTTATTTTATTTAGACTACCAGCAAAGATTAAAGCATGAAATGTA 

AAACATCTGATAAACTTACAGCCCCCTACACCAAAANGTNTATCTTGTGAAAAGANCTTC 

CTACCACTTTTGAAAMCCTTAMGMTTCCTTTATCAATGAMGTTTGCCTGGTTCTAA 

GMTTGGTMGAATTGGTNMTTTTCCTTCAATCTTTTAGGGGACAACCACCTTAAATTT 

C I I I I I I I I ATT AAAAA 

Sequence 5744 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCATATGAGTTACTGTGGTCAACAGCTTGT 

GGAAGGTCTCGACCTTACAGACTTTCANAGGTAGGGGGAAGGTCTTGTTAGCGGGACAGC 

AGCAAGACCCACCCACCAGTTTAGACTGAACTGTGAACGTGTCACCAATTGAAAATCAGT 

AGCCATACCACCTCACTCCTACCTCCCACATGTAATGTGTTGAAAAAGCATGGGTAACGG 

TG TCCT TTGTTCTCCAANTATGNGATGAAGGGAAGAGCTNACCACACAAGCTGATANAAT 

NCTTTTCTGCATCGAAGNANCACTAT 

Sequence 5745 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGGCCATATCTACGATTCCACCAGTTGGAC 

GGGCCACAGCACCCACAAGCCCTTTTCCAATTCCTTTAAAGAATCCAGCAGCTCCTTCCT 

TTTTGGCACCTTCCACAGGTTTTGTTATTATTCCAAGTCACTCCACCAACAACTCCTCGC 

AGAAAGCC CTTTCT CCTCTGGCCAGGCTGTCTCCAAAATCTCTGGGCTGTCGACTCAACT 

CTTCTCTTCTTTTTTGCTGATATTCCTTGTCCATTGTAATTGCTGCCAAACCTTTCCCAA 

CAAGAACCGGTGATTCGAAGATACAACTNCTGCTGCACCACCTACTGTGTGTCCAAAGAG 

GCTTCTTACTTCAATCACTAACCCCTCTGCAAATTCTTCAAGGCCTTGAACAAGCACCCT 

Sequence 5746 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTTCTGGGGGCAAAACCNGTGTTT 

TTC TTTAT G GAAC CCTAAGAGTATAAACAAGTTCCTCTCAGATCTTAAACTCCTTGCTTC 

TATATTTTGTTTTCTG A I I II I I I I AACTGAAATAGTTATTATTACAGGGGCTACTCTTG 

GGAGTTTAGAATAAGAAAGGGTGCTTAGACACTCAAGCAACATCTTTGTAACAAAGTAAC 

ACCATAMAGCATTATGTGGCCTAGTCCCATGATTTCTCTCTCCTTTTTGGAGACCCAGG 

ATTGAATGTGGGCTGTGCTCAGAGCTCAGAGATCCAGTTAAAACAGAGACTACGTTTAAA 

ACTATCTAAGTGCGATTGGTCTCTTTATACAATCCTGTGGTAGATTTCTGTAATTTTATG 

TTTGACTTGGTATCCATTTTT 

Sequence 5747 

CCC7TAGCGTGGTCGCGGCCCGAGGTACCGGTGTTCTTTTGGTTACCAGAGCCCTGTAGT 

GAAATTTCAAATAAGGTAATGTGATTCTTCCAGTTTTGTTA I 111 I I I I I CTCANAAAGG 

CCTT GGATATTTTTGGGTTTNTTTGNGTGCGTGGGTCCATATAMTGGTAGGATTAAGTT 

TTTTGGTTGGT TTAA MTTCTGTGMAAGTGTCATTGGTATTTTGNTAGGGATTGCCTCA 

MTCTGTAGTA TTTT GGATAGTATGGAMTTTTMCMTATTTGATTCTTTTAAAATCCC 

A TGM CCATAATTTTGNGGGGTGTGGGGTTCTTTTCMTTTCTTTCATCMTGCTTTAT^ 

GTTTTCTTTGTAGAGATCTCTCATATTTTTGGTTA 

TATTTGTATCTATTGGAMTGAMTTACTTTCTTGATTTCTTTTTCAGAA I I I I I I GCCT 

TTGGCATGGAGAMTGCTAATGMTTTGNATGTTGACTTTGCATCTGCAACTTTACTGGG 

TTCGTCATTMNTATCATAGTTTTTTTGGGGGAAANAATTNGGGGTNTI^ 

NACNATTTNNATCAGCCAATTAAA 

Sequence 5748 
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CCCTTTCGA6CGGCCCGCCCGGGCAGGTACTATGAGGCAACTATAGGTATCTGCCAAAGA 

TTTCAAATGGCATCCCTATCTGCCAACGAAACTTTAAGGATTATTGGATGTGCTAGATCA 

TATGACTCAAGTGGCAGAGTAGCTTGCACAGCAAGCCCAGACCTGTTGCAGTGACTTCTT 

GGGCCCTACTCAAAACTATCAGCTTCTCGTGTCATTTGGTAGATGAGCTAGAGTAACATA 

TCMCATGATTGATATGATTCCTTCAAMTATCTCCAGAGATGCAGTATTGNTTTTAGTA 

TACTATCTTCCTGTGAGGAATCTGTTCTATTAGCTTCCACTTGCCCTTTCCCACCATAAC 

ATTACCCCACTCCACAAGTTCAAGGATAAGCAATGTATTGGATTCTGCCAGATGCTGAGT 

GTGCCTACTCTAAATATGCATTCAGGAACT 

Sequence 5749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGTATAAGGAGGAGGCTGGCTGGC 

CGCTGCAGGCCTCTCACAGATCTATCCCTGCTCACTATCCTGCAGCAGACAGAGAGACAA 

GACCCCAGCCAGCCCCTGTCCAGGCANGCATGAGCAGCTCATCACAGGCAAGGAAGATGC 

TGCCAAATAACTATTGCCTGGGGGCCACTACACCATTGGGAAGGAGTTCATCGACCTGCT 

ACTGGACCGGATTCGGAAGCTTGCTGACCAGTGCACAGGACTTCAGGGCTTCCTGGNGTA 

CCACAGCCTTTGGNCGGG 

Sequence 5750 

CCCTTAG CGTGGTCGCGGCCGANGTACTTGCCCCCAGGCCCAGATAATTTATTTAAAAAC 

TTTTTTTGTANAGACAGGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCTGGCCTC 

AAACAATCCTCTACCTCAACCCCCCTAAGTGCTGGCATTACAGGCATCAGCTGCCATGCC 

TGGCTACAAATCTTAATGTTTTCCCCATGGCTTCI I I I I CTGGCGTTCNTTTCTCACGTA 

ATGGAAGTGGGCAGAGAATGATCCTTTCCCTANGCTTCAGTGTGTAAGAATTAAAGAAAA 

GAGGAAAGGAAACNCAATGGCTTNATGGTCGMGGACAGGGTTTATTTTAAAGAAAACAA 

ACCCAAGAGTGGCTTTCTGGCTTGAGTTAGATCAGAGGCATGCTCTCTTACAGACTTAAN 

MGTTTTTTMNGGATTCAGGGGTGGGAGANGTTTACCAAGAAGGCTTTGGACTNGCTTC 

CTGGGGGCNTrCTTTMGGGGGNCCTNTCTTGGGAAGGGAACTGGGGTTNCTGNTTNCANA 

CNANTTTNCCTTGAANCCNGGNNGGANNAACCCCAAGGNCTNGGTTTATANCNTCCCCNT 

NTTNATNCCCCTTNMGGGAMNNMTTNGCCNTTTTAAGCCCCC^GTTTNCCTGGGG 

NCCAANTNTTTNNAGGGNAArsT^ 

TGNGTCCMNAANNNNNAATTNANNNNAATNNGNTC 

AAAANT 

Sequence 5751 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGMTTTGAGTTTGAGGCTTAAGAAGCTGGA 

TCTCCTGCCGGGCGTGGTGGCTCATGCCTGTAATCCCACCACI I I I I I I I I AAGGCAGGC 

GGATCACCTGAGGTCAGGAGTTTAAGACCAGCCTGACCAACATGGAGAAACCTCGTCTCT 

ACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACACGCCTATGGTCCCAGCTACTCAG 

GAGGCTGAGGCAGGAGGATCACTTAAATCCAGGAGGTCAAGGCTGCAGTGAGCCATGATC 

NTGCCACTGTGCTCCAGCTTGGGCGACAGTGTGAGACCCTATCTCCAAAAAAAGAAAAAA 

AAAAAAANGCNTACACAGAGCAGCTCTGAGAAATTAGTTNCTACTAAAAGCACATTCATG 

TTACATTCAGAGAAATGGAAAATTTMTTACATTACTTTTCTACCCTGCATAAATAGGAC 

MCAGCCAGATGTTGTCCTAT7TGAAGTAGATATGACACCCTACTTTAAAAAGCACAGGT 

GAAMTGACACTTGGAMTGCCACATTGGTAGATMCACATTTTCCAGMGTTNGATATT 

NGGGGGAATAGCANCTAGAATAAATGGGANCANCCAGGAAAATTAAGGAGAATCCTCATG 

CCAATAACCTATTGGAANAAAAAAAAAAGCATGTTGAATNAAAATGGCNAAGGGGAAACC 

TGACANCTGCCTTCAANTATTAAAA I MINI 

Sequence 5752 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACTTCCTATGGAAACCTMAAACTGTTTATTTA 

GTTTTCCATACTGTGAAATGCTCAGACATAAGAGTTCATAGTAGAACAAAGCATATTAAT 

GATCTGAMGTTTCCAGAATACTAGTTAGAAAGTAACTTTCAATGCTTCTAGTGCAACAC 

TAAAAACTGCAGTATATTAATGCATTGTTGCTCCTATTTGTATTCTCAAAAAGAAA7TTT 

AATAAAAAGACAAAATTCAAATCTTATGTTGAAGATTGCATTTCAAAAGACATTTAAAAA 

GTTCAATCATCAGAGAAGTTGATCTCATCAGATATCATCTTCTGCTAAATGCAATATAAA 
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GCTTTTCAAATGAGATTTGTGATCTTCTAAAAGAACATACTTCAGAACAGGGATCTCTGA 
GGAMAAAGMMCCACTAAMAGGATTCATGGTGATTAGTTTTAATTTGGCAAAATGGG 
GATGAAAGCATCTTTATGTAATAAACTAAAACACAACTA 
Sequence 5753 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 ) I 1 J 1 I 1 M 1 1 1 1 1 ) M ) 1 ) J I ) H CTTTT 
i i i I I M I I I 1 I I I 1 1 I I I 1 1 I M I | | 1 | | | 1 1 M | I M I 1 I I M M I I I I I I I I I I I I I 
linn l AAAAAAAAANAAAAATCNNANTTTNTTTNNNNTTTTTTNGGAAANAAAAANCN 
TNGGGGGGN NCAANTTTMCANNNTNTANTNAAMNTAANNTTNCNTAAAAAAAAATTTN 
nTTTTTD iCNAG GNMT TTTTTNAATNANTTTTAAMNNCCCNNNNAMTTTTTTGNN 
MNAAAAAMAAMTTTTNGNGAGAANANTNNNNTTTTGCCAAAATTTTT 
Sequence 5754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 I I I I I 11 I 1 II I I I I II I GGGGCAGCATCA 

CACTGATTTCCTTGTCAGTTTTCCTCATTCATTCATNAATTCATTCAAGCATTCCACAAA 

CATTTATTGAACATCCAATACATGACAATCAGTGTTCCAGGCACAGGATGTAAAGTTCCC 

AGGCACAGTGAGGATACAACAATAAACAAAACAAAGTCCCAATTATCATGAAGCTTANCT 

TTTAGTAGGGCACAAAATCAGCACGTAACGTGTAATAAAATGCCAGGCAATNTTAAATCC 

TGTGAAGAAAAGTAAAACANAATA 

Sequence 5755 

CCCTTAGCGTGGTCGCGGCCGANGTACTACCAAGATAAAATATATTCAAGCGGNGTGGGA 

CmGNGACCATGAATTAMGNTGATTCTNCACAAMTGTTTNGGG^CTCTATCAm 

AMTTTGCNCGAGATCCTTTTANTTTNTNNAGACCANANCGATAANNCTTTTTTAAMCC 

AATAATGAAAAAGAAGTATTTTGAAAACAAA 

Sequence 5756 

GATGCATGCTCGAGCGGCCCGCCANGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGA 

GCGGCCGCCCGGGCAGGTACGCCCAGCATTGGCGGGGGAAAATATTCCTAGGAATGCTTT 

AAGAGAAGAGGCANCTGGAAGCTTGCAATATTCCAAGGCATGCCCGTGCTTCCTGGGAAA 

GTGGTCTGTGTCATCCTGCCCGGTGAAACCTTTGCTATTGCTTGAGTAGCTNCCTTAACC 

CAGTCTGGCTGGTTCTAGACTTCCAACTGCCGGAAAAAGTGATACACTTCCAGGGAGGCA 

ACTTTCCTTGCCTTGCCCGCCTGCAGCTGGCTTAAAGTGCAAGATGGGAAGATGGCTGGG 

CATTATCTGCMGCTTCMTCACACTTNCCGTGGCACTGGGAAACTGCAGTTTTCAACTC 

CTACCCTTACAMTGTTTCACCAMTCCTTTATGTTCACCTNTTTGCCCTCTGAGGGGGA 

AAAGGGGACATTCAGATCACAAAGGNAAGAATCTCAAAAAAGGAAAAAAGGGAAAGTNAA 

ANGGGTCTGCTTMTCCCACMATGAMTTTTTCAGNCCCTGACATGGATCCAAAAGTTG 

ACTTGAAACCTAATCAAAAACCGCAAGAAGGGCAAGNGTNCCAAACNCCAAANGGGAAAA 

GGGMTGGGAMCAAATTCAAAAACAAACTTTTAAANAAGGAAATNGGANCNCAAGGGCC 

TCANGGACTATTTATTCCTTTTGGGTAMAMNAAAAAMAAACTTCTTMGGGTTTTGG 

CCNCTTCACTTTGGGGGAAAAAA 

Sequence 5757 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGMTAGATGMGAMTTGTTTTTGAGTATA 

ATATAMCATAMCAAATCTCTTAACAGCACGAGTGTCAACAAATGCTTTTCGGTTGTGC 

AAAAA CNAGTCTCAAAAAGGAGfGGGGACAANGGAACTGGACAAGGGAGAAATGAGCTAT 

U I I ICATCTTCCAAANTGCCTTTCTGGCCACGGTCTTAACACTGCAAATGTTGCANNAC 

TGGTGCAGCAGAGTTCATGCTGGGCATTGGGCAGGCACTCCTTGTGGAACATGTGCCCGC 

AATGGAAGACCACCACGCCTGAAGGCTTANCTGCATTCCTAAAACTTGAGAACCCTNAAC 

TTCTNANCCMTTGGCAGCACCCAGCATTTCCACTTGAACCAGGATTGGGAAGCCACAAC 

CACNTTCTCTTCCACTGGGGTTAATTCCTGATGGGAAGAAAT 

Sequence 5758 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACATACTTATTTTCTMTTGGATTTGAAATCAG 
CATGATTTTGTTTGACAMGCAMGTTTMGATTGAGGTCAGAMTACTTTAATGGAGCA 
AAGACACATACCAACTTTACATGACGGTGTGAGAAATAGTCCTATAAACTGGTCTCTTCA 
TCATTTATGCTCTCACTTTAAATATCCAAATATTAAAAGGCAGGCTGACCTGTATCACAC 
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AGMTTMGGCAGTMTTTTCTGCTTCANTANATCAAGGGTAGGGCTAANGCATCCTGTG 

GTMTTCTTGATTCACAGCTAGATTTGGGAAACACAAANTTAGGGAATGGCTATATGTGA 

TTTGCTAGTTGGAGCMTCAMGTCTTMCTATCAAAANTTGTGMTTTTNAATCATGGC 

ACCTA AGTCA NGGGTGCTATGGATTGAAATGACCTTAATTCTCAAAGGAAATGATTTATC 

CCTCATTTTTCAMTTGMGGMTNAAACNCTTTACCATCAT^ 

AAAAACC CTAA ATACCAAATTCCAA I MINI I AAAAACCTTACCAAAAGGCCCTATTTT 
NAMTCCTTTTAAAAATTTMCCCAAATNAATNTANTTTTTCCTNTTAANNTAAAAAATT 
TAAAAAAAAAA 
Sequence 5759 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCCAGGTATACCAGCCCATATGCAAAGCAG 

AT CTAT GTTAAGACCTCTGGAACTATCTTTACCCAGCCAAACGTCATACTCTGAAAATGA 

MTTTTAAAGAAAGAGTTAGAAGCAATGCGAACTTTCTGTGAGTCAGCAAAACAAGACCG 

ACTGAAGCTCCAAAATGAACTGGCACACAAAGTGGCAGAATGTAAAGCTTTAGCATTAGA 

ATGTGAAAGGGTCAAGGAGGATTCAGATGAACAGATAAAGCCATTAGAAGATGCATTAAA 

AG ATGTGCC AGAAGAAGATGTATGAGTCANAAAGGTAAAGGTAAACAAAATGCCGGACCC 

NNI I I I I 1 1 IGCCCTTTAAAGAACACCTTTACAAGGTGAAAGCNGCCCTTANGGGAAATT 

CCCAMCTMCCCGGGGAACTTGAAGGGATCAANTTGAAAAGACTTGAAAGTAAAATTTG 

AAN GGNGC TTCANCAAAAAGTGGGGGGNAATTTAGAAANCCCAATCAAACCAAATGAGAT 

TGAT I I I 1 1 NMNAAGTTTAAAAAGGGATTAAAGGCCAACCTNNTTNAAAAAAAATTAAC 

CGTTTNCNGMNGGGACTTTANTTTNTTTNNAAAATGGGGGCCGAGANAAAAAAAAGGAA 

NAAM GGGCNCANAAAATTGGAANGCCCCGCCAAAAAMNTTTCANCGNAANTTTGGNCC 

TTTTCCTTTCCGCCTGAAAAATTGAAMCATGMGAGCTTTTTTrCAATGMGGGTTGG^ 

AAAGCNAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5760 

CCCTTA GCGTGG TCGCGGCCCGAGGTA C1 I M I I I 1 M M I 1 I I 1 1 I I I I 1 GNTNCCCCT 

TCCTTTCTTTTTTCTTCCTTTC I I i I 1CTTTCTTCI I 1 I I I CCTCTTTCTTTCTTTCTTT 

TTCCTCTTTCTTTCTTTTTCTTTCTTTCTCTTTCCT^ j rTTTTTATTTTT C 

TTTTTTGAGACAGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTTAGC 

TCACTGCAATCTCTGCCTCCCTGGCTGAAACAATTCTCCTGCCTNAACGGCCCTCCCCAT 

CAT CCCGC CCCCAAATMGCTGGGACTACAGGTGMGTTCCACCATGCCTGNCTAATTTT 

TGTATTTTGGGTAAAGACGGGGTTTCACCATGTTGCCCAAMNTGGAAAAAATAATGTTT 

TCCATTGCTTCACAAAAATMCATTTGTGAGGTTTGAAAAAAAMNCAGGGGCTTTTATN 

CCTATTTCATAGTCAGGGGAACCTAAAACCANCTANAAAGNAAAATGCTCAANTCCACAC 

AATGGAACNAANGGGGGTCTTGGCTNTTTC 

Sequence 5761 

CCCTTAGCGTGGTCGCGGCCGAGGTACTMTTTTGCAMTTTTCTGTTTGMGTTAT^ 

AAGTAAAATGTTATTCAAAGTGATCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATT 

GATGTTMTMGTTATGCGGTCATGCCATCTATACTAGCTTTTCTGGTTTTCTGACCTTA 

GCCTCTTTTTTGAATTATTAGTGCTTATAAAGAGCTCAAGAC l I I I M I I I I I I ICTTTA 

C ATTTTACTTTCTAACTG CATTG ATG GTCTTTHTCT ATTG ATT ATT"GTTTC AAAATT AAATG 

TCTTTTTTTCTATGMTAMGTTAMAGTTCCCAGGCCTCATTTCAGATCAAAGCATTT^ 

ATGGGCATTGGTATAAATGGTAACTCTCCTGCTTTCTATCTGGTCTGNAAAAAAATCTTG 

GGCCNTTCCATCCAGTGAGGTTGTTTTGNMCAAAAAGANATCTGGGNCAATTTGGCTTG 

CC 

Sequence 5762 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATATCTGTTTCTTATCTGCAGAGATCTGTT 
TTCMTGCAGTTTTATTCTACTTCTTATTCTGATTTAAGATGGGATGATAGTTTTGACAA 
AATTTG AAACTT AAN N G GTT A AAATTN CTTG G N GTCCTTG G A I I 1 1 I I I I I ICAATTTTT 
MCCTTGGTMGNG MGCCTTGGNTNTGCGTGGGTTGGMNTGMCCTTTTGGAMTTTT 
u i ii i iCTTTTTTrAAANTNGGGGGGGGAAAAATAAAAMNMCCCCTTTCAATTGGNA 
AGNCCAATTCCNTTGTCCTTAATTGNGMCCTTTCCTTMGNCAAATTGGNNTTTTAAGN 
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TTTCCAACCCTTGGMNANGNCCCANAAMNTTTTANGGTTGGGTTACGGNTNTTGGTTA 
MGGTMTTGGATTTTGGCCACACGGNTNAAMNTMNTTTTTNTTTT^ 
AGGTAAC CCT TGGNCN CCAAGGATTGGGGCNCTTAATTGGGTTGGGGGGGANGGCCCCCT 
I i i 1 1 I i I AAT ATTTTTT AN CC AATTTTT AAG G G GTT AAAGG G CCTTTTTCCTTN G GG 
Sequence 5763 

CGCCATGTGATGGATATCTGCAAAATTCGCCCTTAGCGTGGTCGCGGCCGACGATCTCCT 

TATTCTTATTAAAAAAGGCATGAGGNGTANNCGAGCACTATAAACCATGAATTGGAAGTT 

GATGGTCAGAGAACAGATAAACAGAGTAATATGAGGAAATTTATGTCANGCTTGANAATG 

ATANGGTTCACGATGCTTCAAMTMCTTTTATAAAAACTTCCCTTGAAAA 

Sequence 5764 

CCXTTAGCGTGGTCGCGGCCGANGTACCCCTGATATAGAGTATTGAGATGGCTAGTTTAT 

GTAGACACCAAAACCAATTTTCAGCTTTMGAMGAAAACTGAGTCATTCAGAGATCTTT 

TATTTGAGGGGAAAATGTATGACCGTCACTACMGANGCTMTCATTTTCATTTAAATGG 

ATGATTTAAMCTMGMGTTTTCANGAATTTCAGACTACAATAAAAAAATTCAGATTTA 

MTCCTGCTTTCCATAGCTTCMTCCTAMCCAAGAGAGTTCAGGMTTTTANATAAAGC 

AAAGATAAATTAAAATAAGACCCGTTACAACAACCTAGCCATTATAAAAAGGGCAGTGAC 

CCAGATAGAAAGAGAAGCCTTTCCGTGGATATTTTTCTCCACCAATTGCATACGGTAAAT 

TTTCCTAMGGTMTTACCTTTTTTGCAAAACCCATCCAAAATGAAGACCNGGNGGGGAA 

ATTCTTCGCCTTMGCCTTNCCCCATATTGNAGTTTAAGGGCCCATTATTTCCAAAANTT 

GGGGGTMCAAAAGGAACCCTTTTTTGAGGGTGATTTGNGGACCAACCCAGGGGGCCATG 

ATAAATCAANNANGAACAAAGCCNCCTNCTTTCCAAAGAAGCCTGCAACCATGATANCAC 

TGNTTTCTTGATTTCATACTGAGATTTGGCANTATNGTATGCNANTTNTTTTNAAAAAA 

Sequence 5765 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCATCTCAGGTCTTCAGGGTCTTC 

CATCTGGAACTATATAAAGTTCAGAAAACATGTCTCGAAGATATGACTCCAGGGACCACT 

ATATTTTCTTCCAGAAGGTCGCTTATCCAAGTTGAATATGCCATGGAAGCTATTGGGCAT 

GCAGGCCCTGTTTGGGMTTTTAGCAAATGATGGTGTTTGCTTGCAGCAGAGAGACGCAA 

CATCCACMGCTTCTTGATGAAAGTCTTTTTTTCTGAAAAAATTATAAACTCAATGAGGA 

CATGGCTTGCAAGTGTGGCANGCATAACTTCTGATGCTAATGTTCTGACTAATGAACTAA 

AGCTCATTGCTCAAANGTAT7TATTACAAGTATCANGAGCCAATACCTTGTGAGCAAGTT 

GGTTACAGCGCTGTGTGATATCAMCAAAGCTTATACACAATTTGGGANGAAAACGTC 

Sequence 5766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGAACTATTCTCATGAAAAATTGTATAAA 

TGTTTCTAAAAAATTAAATTATAATCCAGCATTTGMTTTTAGMTATTTATTTG^ 

ATTGTAATCAGAGTTTCAAAAAGATATTATCACTTCCATGTTCATTTCAGCACTATTTAT 

AAMGCCMGATATGGAMCMCCCAMTCTCTATCAATGMTGGTTTTTTAAGTGGTAT 

ATMTATAAMGAAATTGTTCACTTTTAAAAAAGAAAGAAATCCTAAATTTGTGACAATG 

TAAATGAACCATGAAGATATTACGTTGATTCAAAAGA 

Sequence 5767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCTGACTCAGCTTATTAATGATA 

TCTTTAMTTATATTACTTTTATTCTGTTTTCCCTCTTTGCTGCTCATGTGAAATAAATA 

TGAATCTTATGTTTGCACTTATGCTATAAMGAMTTATCCTTGGGGTTMTTATTAAGG 

GATGGGGAAATTAAGAGCTAAGAGACAGGAAAATGAGTTGTGAGGAATTGGGGTCACCAG 

ATTTCATTAAAMTTTGAMATATCACTGTTTCTCT 

TTTTTAGCGGNTAAGAAGATTGTCTACCAAATTATAGAACAGAAAAGATATATCCCACAG 
CCACTGAAAAAAANAACATATAAAANAATGGTTCCTNGGCCGCGACCACGCTAAGGG 
Sequence 5768 

CGCCAGTGTGGATGGATATCTGCAGAANTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTA 
CAGATGTGATATTGGAAGAAAAAAGATCAAGCTTGATGAGGTTAGAGATACCCAGGCCCT 
TTGGACTTAAAGATCACTANTGTCTAAAATTCCATCGATGGCATTTTCAANTACTTATAA 
GGTAMNCTTTTCCCTGGGAAAGCTGGGAATTTTGGGNAGMCAG 
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TCTTGGAATNTAATTTGGGGGCCTTTTTACNGTTNANTTMGGGTTCCCTTTTAANGGGG 

AAAGNCCANGCTTTTAACCCCTTGGAAAA 

Sequence 5769 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTTTCTGGAACACAGGAM 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGAAGATTACTTGAAMGAGTATGTAMCTTTACTCAGAACAG 

AGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGAA 

CCAAATACAAAGACMGAGAATCCACATCTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTCTGMGAAAACCCTGCCCTGAAGAACCGTNCAGAAAAAATTTTGGCTGAAACACAA 

CCTGAATTGGGGAACGTGG 

Sequence 5770 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACAGCGGCTTNCTTGATCCTTGCCA 

CCCGCGACTGAACACCGACAGCAGCCAGCCTTCACCCATGGAAGATTGCNTGATGGTTCC 

TTTATGCTTGGCTGNGCNCTCNTCTTCNCCCAAGTCACCTTGTCTTAACTGCCATNGGCC 

TTCTTTGGNNCNTNGCTCCCTCTTTTAA 

Sequence 5771 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

MGACACTTCAATTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTATG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

CTCTCTTCCTTCTCCTCTTCTCMGTAAMGGAAAGGGTGTCTTTTGGAGTCATGAGCTG 

TGAAGCCTGTAGTTAAGGGAGGGGTGA 

Sequence 5772 

CCCTTGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I I 1 1 I I I I 1 1 1 I I I 1 1 1 I GGNTATATGTTT 
NMTTCTTTGCTTTTTTAm 

TGANACTTMAAAMATCTTATANCTNTAACAAGTTACTTTAAACTGATGACAAACTAAG 
TTTGNTTGCAAAGAAAGCAAACAAAAACTMCAMCTTTACNTTTTAACTCCATCCCCAA 
ATTTTG 
Sequence 5773 

CCCTTTCGAGCGGCCGCCGGGCAGGTACGCGGGTATAAATATATTAAAAAGGAAAATGTT 

T CGGAT GTTTATTTGTATMT TACTTGATT CACACAGTGAGAAAAAATGAATGTATTCCT 

GTTTTTGAAAGAGAAGAATAA I I I I I I I I I CTCTAGGGAGAGGTCAGTGTTTATATTTTG 

G AGCCT CCTGAAGGTGTAAAATTGTAMTATTTTTATCTATGAGTAAATGTTAAAGTAGT 

TGTTTTAAMTACTTMTAAAATMTTCTTTTCCTGTGGMGAGAAAAAAMMCAAAAA 

AAAAAAAGTCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5774 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTACTCCCGGACCGGCGGCGTGAAAGTCGTG 

ATATCATCGTTGMCTATTAGCTTTGAAGTTTAAATCCAATGGAGAAGACTCAAGAACAG 

TCCAMGAATTCTTCTAGAACCCTATAAATACTTACTTCAGTTACCAGGTAAACAAGTGA 

GAACCAACTTTCACAGGCATTTAATCATTTGGCTGAAAGTTCCAGANGACAAGCTACAGA 

TTATTATTGMGCGACAGAAA TGTTG CATAATGNCAGTTACTTATCGATGATATTGAAGA 

CACTTAAAACTTCGACGTGGCTTTTCCAGTGGCCACACATCTATGGAATNCCATCTGTCA 

TCMTTCTTGCCMTTAC CTGTAT TTNCTTTGGCTTGGAAAAAAGTCTTAACCCTTGATC 

ACCCAMTTCCAGTGAACTTTTTMCCNNCCGCNTTTTGGNACCTCCATCANGGGCAAAG 

GCCTANATATTTACTGGANGGATAATTACCTTGTTCCCACTGGANGGANAATNTNAAGCT 

TTGGNGCTTGGGAAAAAAAAAAAAAAAA 

Sequence 5775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGCTCACTTGTGCCCAGAGGGAGAATA 
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MGCCATGTCGAMCTATCTACGATTCCTTGAGTGTTTTTCCAGCTACCTGCCACTTGCC 

CACCCACTCCCCTCAGATCTCAGTTAGAACATGACAATTGGGCTCATGAACAGGATCCTG 

AGTGGTTGCAGGTGAACAAGCAGTTGGCACAAGGGCAAAGTGATCACATCCTGATTGAGT 

GGCTATGGACAGCCATACAGACTGTGTGGAACAACGCTGGTGAAATACCCAAACCGTCCC 

AGAACAATGCCTGGCATGCAATAAAT 

Sequence 5776 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGAAGGATGMGACTTGAATAAGATTTGGCACATTTTANGACAACTAGTCT 

AACTGNAAGTGAAAAACNGACTGTNGGTAACCAATGGTGAAGGACGATCATGATTTGAAC 

TAAAATGGTA TNAA CGGACATANTAAGGANTTGAGAAATAAAGAGGAAGTNNTNNTTGAT 

TNTGGATATGTTTTGAGAGTNAAACAACNTAATTTNCTGAGAGTTTGGATCTAGAGTGCA 

ACAMCGTAGAGTCAAAAACAATTMCTTTTTGGTTTCAACTACTTGATGAATGGTAATG 

CCACTAAATAANACAAACCAACTCTTGAAGGATGAAAAATTTGAGA 

Sequence 5777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGTAGGCATCTATGTAAAGTGAGAAAAAT 

ATGTTTCGTAMTATTTGCATCTTTMTATTGTTAGTMGTAGTAMCAGGTGTTTTGCT 

GATTGAAAGGAAGTTATCTTGGTAAATTGAGACTCAAAGTGAAATACAAAAATGAAAATA 

TTTATMTAGGACTCGACTTGGAGAMTTGCTATTCTTCCTGTTGTCCAAACCATAAATC 

TGAGGATMCCTGGGCTTTTCTCTTTCCTCTTCTCCTMCCAGTTTTTCACCAAGTCCTG 

TGCCATTTCACCTCCTMCGTCTGTCAGCTATCCTTTTGCCTTTACCTCACCACTATTAC 

CCTAGAGAAGACTTTCATTTA 

Sequence 5778 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGCCGGTATGGGTGACCTGGGCACAGGCA 

AGGCCATCATCATCACACACTGTGTGCACCAGAACTCCTCTTGGCATCTCCAAGCCAGTT 

CACCATTGTGTGAACTGTGCACTGAAGGAGCTCCACTGGGACTCAGAGGCCTTGGCACAA 

CTGCAGCTGTGGAACA7TGCGATGAGGAAAGATTGGGAAAATGACAAGAGCCCATTGTCT 

GGMTTCATAGGTGCATTGATTGTCTTCAGTATCACCAGCCCAGCCCCATTTGAAGCAGA 

GCCAMGTGGAAAMTGATTTGGACTAAACGTTAACTCATGGCAGACCAGTTTCTGTGGT 

TCTGTTGGCCAAGAAATGTGACCATGGGAGGATGAATGCAGAAACAGCAGCCTCAAGATG 

GGCCA GATCT ACATGGAACATAGTTTTGTAGGATAAATTGAAACATCANCAAAAGAAAAT 

GTGMCTTTTGATGNAAGCCTCCANGTGCCTGGATGCCANATAGACAAATTCCAGGAATT 

TTAGG 

Sequence 5779 

CCCTTTCGAGCGGCCGCCGGGCAGGTACAGAATATGATTATTCTCAATGATGTGGTGGTT 

CTGGAGACTCAGGATTCTTTGGATCCATGCGTGGGCCTCACACATCTCTTCCACGTTGAA 

TCCCATCAGATTGATGGCAGGAGATCTAGCTTCMGCCCATTTTCTCTTTTCTCCTCTCT 

GGTTGACTGGGGGACACTGTAATTGTTCAMCTCAGCATCTTGGACCTCTTTGCCATTTC 

AGAACTGAAAGCCTACAAGAAGCAAAACAGAGCAGAGAGTCATAAACAGGGCTGATAGCC 

ATTGTCATTAAAGTCTNCCTNTNTGCACACACAGGCACTTGACTTCATCCACTCTGTCAG 

TCCCATTCCTACTACCACAAATCTAMGCAGCCTTTAGGAAAGTCCCAGAGAAGAGGACC 

TCAGTCTATTANAACACGGAAAGAATAAGCATNGGAAAAATGGGAGATGAAATCAAAATC 

TGGTATAAATAAAGAAGACTATACATTCCGNGACAAAATATAACCCGTGCATTCATTAAA 

CAGAATTTAATGCCCTGCTTGNGCTAAACTAAAGCTGGNGGNTTTGTCACTGAAGAAAAA 

MCTNTAGGTACTMTAAAACACCMTTCATTTAAAAAATGGNTTTCACACCAAAACTTT 

GGTNTGTAAAATGAATAA 

Sequence 5780 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCACMTGTGATTTTTGTATTTCGAAAGCTT 

GAATTGTCCCCTGAGTGTGAGAGACAGAGGGGGAGCGTCCGATCAGCGGCGCTGCTGTTC 

ACCAGGCCATGAMCTCCTCCCAGGCCTTGATGCTGTCGGTGTGAGTTTTGTATTCCATA 

ATGGTGTTGGGAGGTAGGTTAAGCACTCGCCGAAGTGTGTNCCGGATTCGGGCTGTGGTT 

GCTTGGTCACTGGCAGTCTTATTCCATATTGAAATAATGTCTTCNTGAAACGGACAAACA 
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CCACAACCCCAATAANTCTCCTNCCCAACCATGAACTGTTTCCCCCAGCATGGGCCAAAA 
TGAAGA TTCTC CCAGCAACCGGGAGGCCAAGCCCTTCCCNCAGCCCGAATNATCCACTTG 
CCACCATTTTTATTTCATCATCCTCCCACATGGGGTTTAATTCCTTTC 
Sequence 5781 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTGTTACCTGCTTTTGAAAAATAAAGT 
CTTTGGTTCACCCGGTGAAAAAAAAAAAAAAAAAAAAAAAGTACCTCNGGCCGCGGACCA 
CGCTAAGGGCGAATTCCAGCACACT 
Sequence 5782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGGCGCCATGTCCGGCCGCGAAGGT 

GGCAAGAAGAAGCCACTGAAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGGAAGAT 

AAGGCTTTCAAGCAGAAACAAAAAGAGGAGCAGAAGAAACTCGAGGAGCTAAAAGCGAAG 

GCCGCGGGGAAGGGGCCCTTGGCCACAGGTGGAATTAAGAAATCTGGCAAAAAGTAAGCT 

GTTCCTTGTGCCTG AGGAG ATGGTGACCCTTTATTTCATCTGTATTTAAACCTCTCTATT 

CCQTGCCATMCATCTTTTGCCACGTATAGCTGGAATTMGTGTTGTCTTGGAGCTGTTG 

TACCAACTCCAAACCTNTGATCTCTTGACAATGGGAAGTAGAGCTGAGCCTTCATTTTTT 

TTCATCTATAAAAGTGGGMGMTAMTTGTATTTGCTTATTTTGGCAGGGCTCCCCAAA 

AACTACTCCCAGGCTCNGTGAGCCCCTACA7TANACCTCANCAGGACTCGGGAAGTCTTT 

TATTATCTANTGGTTTNTGGGNGTATTTACCAATNGAAAGGATTTTNAAGCAANATTCAG 

NCAAAAAAAAAAN 

Sequence 5783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTN I N I M I 1 1 1 1 M 1 1 1 1 1 i I CACCAGTGT 

TNCTTGCCAMTTAAACTAAAATTCTTAGATGTTTATTTGAGCTAGAAAAACATCTAATA 

GMCTAAAGATTGCTTTAAGAAACAAATATATCATGATTCCAAAAACAAAAACAAACTTA 

GGAAAA AACTG TTAAATATAGCATGCTCCANAAAAGANATCTTTATACTTNGGTCTAGAT 

ATCTGCATTTTAAACTACTTTGGATTATATTTTAGGAAGATCTATAGCCTAGAAATAAAT 

AATTTAAAAATCTACTGATAAGGAAGCAAATCA 

Sequence 5784 

C CCTTA GCGTGGTCGCGGCCGAGGTACCACTTTAAGTTATCATAATTATGTTTCTATGCT 

Gil M I ATTMTT MCCCA TTTATTTATTMGMGCCATGTTAAATTTTTCCTGGAACAA 

GGTAGGATATATATTTTTAAAATAAATATTCACATGTATTCTTTGTTAATAATAAGAAAG 

GTCCCAGGCAAAATTCTAGAGCAGAGTAAGTGCTAGTAAATAAAACAAAAGCAATATATT 

AGTTTATCAGAAAGTTAATMCCACAMTATTMCAGAAGTMCAGMGTGGGGCTTTTA 

TTAGMTTTCGGATTGTGGAACAGGTGCAAGAAGAGAAGGTTGAAATTCCAAAGTAACTA 

ATGAGATATTATGTTTCTGACAGCCCCAAAAAGAGGAGTGGACTGGGACATGACCTTGGG 

TTCTGGTCTATTAAGGAATATATATGCATTCCACCTCCTTNCCAACATTNAGAGGCAATA 

TTTGAAAAAA 

Sequence 5785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGMCGGTTTAATCCCCATGATATTCGCTTG 

ATATTMGTGATGATGTCTTGATGGAAAMTACGAAGMTTTATGCTTAGACGGTGGCTT 

GTTGCAGATCCTGATTGTAGGTGGTGTCCAGCTCCAGACTGTGGATATGCTGTGATAGCA 

TTTGGATGTGCCAGCTGTCCAAMTTMCTTGTGGGCGAGAGGGCTGTGGAACAGAGTTT 

TGCTACCACTGTAAACAGATTTGGCACCCCAACCAGACCTGTGATGCTGCTCGACAAGAG 

AGAGCCCAGAGCTTACGTTTGAGMCTATACGTTCTTCATCCATTAGTTATAGTCAAGAG 

TCTGGAGCAGCAGCTGATGATATAAAGCCATGTCCACGATGTGCTGCTTATATAATAAAG 

ATGMTGATGGGAGCTGCMTCACATGACATGTGCTGTTTGTGGTTGTGAGTTTTGTTGG 

TTGTGTATGAAAGAAATCTCANATTTGCATTATC 

Sequence 5786 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATACTTTGGCAGCTTCTTCACGTCGGTC 
CTCTCCGCGCGCGGGTAGGAACCGTCCACGGCTTAAAGAACCTCCTCACCAGCCATACTT 
CCCATTGCCTCCAGTTGTTGCACGGAGGGTTTCACATCATATTTCAGAAAGGCTCCTGGA 
MGAAGTGAATATGTGTCGCATCCAGAGAGCTGATGGGGATTGTGACTTGGCTGCTGTCA 
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TCCtTCATGTCAAGCGCAGAAGAATCTGTGTCAGCCCGCACAACCATACTGGTNAGCAGT 

GGGATGAAAGTGCAAGCTGCCAAGAAAAATGGTAAAGGAAATGTTTGCACANGAAGAAAC 

ACCATGGCAAAGANGAACAGTTAACAGGGCACATNAAGGGGAAACACCAAACCCCGTCTN 

TATTMAAAATACAMTATTTAATTTGGGTGTGGTGGTGCCTTGCCTTCANTCCCAAGCT 

ACTTAAGGANGGCTGAAGTAGGAGAAATCGCTTTGAACCCAGGAAGCAAAAGGTTGCAAT 

GAGCTTAAAATTGCNCNTGGTGCTNNTCCMGCCTGGGGCAACAAAATGAGGACTTGGTT 

NAAAAAAAAAAAAAAAAA 

Sequence 5787 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGTGCTTTCCTTATAAGGAATCAAACTTGACTTACGGAGCCAATAAAGCCCTTG 

GAAAAACTGGCCTCATATTCTGTATACACAGTCCCTGAACAGGGTTTCTGACTGTGTAAG 

TAAAGAATATCACTTTTTGACAAGTGCAGACGCCCCAGGTTTATCTTGGGCCCTCAAAAG 

GAGAGGAMTTTCACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGGCTGGG 

Sequence 5788 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCACATCATATCATATCATAGCTAGCT 

CTGAAGATGCAGCATAGGAAAGAGACGAGAAGGCTGTGCCCTCACCCGTGTGGAGAGCTG 

TGTGAAACGGAGTGGCC TCCA GACACAGCTTTTATTGCCAGTATTCATCCACTGATGGAC 

ATTTGGGTTACTCCCACCTTTTGGCTCAGCTGTGAACATGGGTTACAAGTGTCTGTTCCA 

GCGCCCTATTTCAGTTCTTTCCAGTATATGTCAAGAGGCAGGATCGCTGGGTCGTTTGGC 

MTTCTGTTTAGTTTTGTGAGGMCTCCCATACTGTTTTCCCCAGCAGCTGCGCCATTTT 

ACATCCCCMCAACAGTCCACMGGGTTTCMTTTCTTACATCCTCGCCCACATTTCTTA 

TTTTTTGGTGGTGGGGTATTTTTAAAAMTMCACCTMTGAAGTGGTGACGTGGGATCT 

TATTTTAANCTTTGATTTGCATTTTCCTMTGMT 

AACCTTATTGGNCATTTGGNGNGCTTTTTAAAAAAAGGCTATTTTNGGNCTGGTGGCCNA 
I I I I I I AATTGGGGTGGGANTT 
Sequence 5789 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTTTTCTATTGCTTCTTTACC 

MATAAATACMGCTTTGCAGTTTAAAACAACAGAMTTTMTTTTTATAGTTCTGAGGG 

TCAGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGAC 

AGGGCTGGTTTCTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCT 

AGGGAGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGGTTCC 

AGCCTCAGGGATTCCTAATGTGACTCTGACCGTTTCATCTCCCG7TTATGAGGACGCTTC 

TGGATTGCTAAGATCATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAA 

AAATNGAAAGAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTAGAGTGGG 

TGACATTTTCATCCCTTGAAAATGGA 

Sequence 5790 

CCCTTTCGA GCGGCCGCCCGGGCAGGTACTTTN 1 I I 1 I I I I I J I 1 1 I I I I I I I I I 1 NATT 
I I I I I I < I I 1 1 1 n I I M H 1 1 I 1 1 I I I I I I I II I I 1 1 1 I NNTANNNNNN I M I NIMI 



I II I 1 1 I I AAAAANNNAAAAANNANT 1 I I I 1 1 i 1 1 1 NAAAAAAATTTTNNNAAAAAGNTN 
NTTTNNTmNGNGGANTTTTTTTN 

NTTTTNAAAMNGGNCNTTAAATTTTNGAAAAMNCGGNCNCNCAAAMAAAAAMTTTN 
CNTCCNTTNNNNNCCCANTTNAAAAAAAAAAATTTGGGGCCAAGNCNTTAAAAAAAAANN 
CNCNTTGGGGNNTTTTTA 
Sequence 5791 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTTATTGAAACAGTCTAAGATAATACTCC 

TATMTTTTTTTAAAGTGTTAAAATAAMATACTTCACTCAATTAACTTACCCACATAAA 

GCCACCGMAAAATGCTTTGAAGTTTTTCATACTACTATCTATAACTCTAAAGAGATAAA 

AACAAAAAATCAGAAATAAGATTAGTGTGTGGGGGATTCATACATCCTACTCAACTGTCA 

GGAMTATCATAATCCTTACTGTTCTATTTTATCCTATCTGGGTGACATTTAAGTCTTTA 

GAACAGCAGATATTACAAATCAAACGCCTACCTAAAAATAAAATTTCAAAAAAGAAAATA 

CTGATTATAAAAATAAAGCAAATAACTTAGATTCCAACTGGTTACAAGAGCCTTGCCACA 
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AACTGNGTMTAGTCT1TCTTATGACTCAGTMA6CATGMCTCCTT1TCTACTTTTGCC 

AATTAAAGGAAATCAGAAAAA 

Sequence 5792 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTTGAGACAGGGTTTCACCATGTTGGCC 

GGGCTGGCCTTGAACTCTTGACCTCAGGTGATCTACCCACCTCAGCCTCCCAAGTGCTGG 

TATTACAGGCGTGAGCCACTGCGCCCTGCCAAGCTACTGCATTCTAACCACACACACACA 

CACACACACCCCAAMTTTTATGAAGATTAMGAAMCCTTTTATTGAGGTATAACTTAC 

MTAAATAGTGCACATTTAAGTGTGCAGCTCCTTTAATTTTTTACATATGAATACATCAT 

TGAGACTTTCTGTAACCCACTTTATACTGTAGTTTGCAAGTGAGCTAANATCGTGCCATT 

GCACTCCANCCTGGGCAACAAGAGTGAAACTNCATCTNAAAAGAAA 

Sequence 5793 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAACAGATGTTT 

CCTCAGCTGGGTGTGA GGTATACTCTMGCAGGAGGCTTTTTCAGCCTTCTCTCTCTTTT 

I I I M I I 1 1 I I I I I 1 1 I IGAGATGGMTTTTGCTCTTTTGCCCAGTCTGGAGTGCAGTGG 

CATGATCTCAGCTCACTGCAACCTCCACCCACTGGGTTCAAGCGATTCTTCTGCCTCAGC 

CTCCC GAGTAGCTGGGATTACCGGCACCCACCACCACGCCTGGCTAAI 1 1 I ICAATTTTC 

TTTTTCMGTAAAGACGGGTTCACCGTGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCA 

GGTGATACCCGCCCCCCCGNCTANCCTTCCAAAGTGCTGGGATTACAGGCGTGAAGCCAC 

CGTGCCTGGCCCTGTCTCTCTTAAGAGTAGGTTCATTGGCTGGCTTAGAGTCACTTCTAT 

TGCMCTCATTTTCTTTTTCCANGGCACAANATTGACCMNCTGCCGGTCCCTTTTCTGC 

AGGACAGGACTNTTCTAACATACCTGGCTTNGTCCCCCAAGCCGGGGTTTGGGG 

Sequence 5794 

CCCTTAGCGTGGTCGCGGCCCGANGTACAGGTGNGCNTCACTAAGGGGCANGCNGTTCAT 

ANNNMAMMNATTTTTTTNNTTNTTNCCGNGTGGGGCAGGGGACGCCCGTTAACTGCA 

NATGTCTGCTGAGCATGTCCAGGGTGGGTATGGGAGCTGGGATTCATCATTTTGTATGAG 

ATGCCTGGCTGCCATAAGGTTGACATGACCCGAATTAGGGCCCATCATGAC 

Sequence 5795 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTGTTTATGGAACTTTCTGTGGCCACCTA 
CGAAAGACAAGTTAACAAACTGTCATGGAGGCTGTGTTGCCCAGCCAGGGCCCGCTGCAT 
TTTG ACAACATTTCC ACCCTG G CC ACTC AG C AC ATTTC ATG G AG GTC ATGTCTTTTCACT 
GATACTTTTTTGATAGTTTTTAW 

TMGGCACTATAMTTMTGACCTAMATAATATATTrGTCTGTTATCTTTTGCTATTCT 

ACTTCACTTTMTTTTTAGCTGTAAMTTGGTAMTGGATTCTTACAACTATCTCTTTCC 

ATTTCTTACTATTTGGTTTTCAAATTTCATTTAMTGTCAGMTTTCC I I I I I I AGGAAC 

MTGTGTATTTCATTGCCTATTTAAAAATAMCTCAAATTTGCATGCCATATGCCCATTT 

TGANTACNATTTTATTTCNTTNATGAAAAGGCATGAACCAACTTCAAATCCTTNATACTG 

TTTGGGTGNTNATTCTACATNACGACAATCTATNATATTATTTCTATACCTTTNAAGGGN 

TTGCNAAGGATGGGTAGNGGGAATTNTGGAAATTAATTNGNTAATGNCTTGGGNATNNCC 

TMNNNTGGAAAGGNAGGTNCNCMTTNNCCANGGNNTTTMCANTNMMCTTTTTTTC 

CCTCCCAAAAAAAAAAAAAA 

Sequence 5796 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATMTATCTATCATCCAAGTTTCAGGGTTTTT 

TGAMGTTGATAATTAGGAMGTGACATTTTACTTTTCTTAGTGCCCTTTGCCTGTTTGA 

TTTCCATTGAGAAAGAGCAGTCACCAAAGTTCCTCAAGTGTCGGAAGACCACCACCATCA 

GMTCAGTGCTTGTTTAAAAAATAAAAATCCCTAGGTTCCAGACCTACTGAATTGGACTC 

TTTGGACATGAGACTCAGCMTCTACATCTTTAAAMGGCTTCCCAGGTGGTTTTTGTGC 

ATACTGTTTGAGAGTCACTAAGTTATATATATATCCTACCTTCTGTAAAGTGAAATGAGG 

CCCCAAMAGCTAAAGAGGTAGAGCTGCTACCTCGTTTTTAGTTGATTCATCATCTAGTC 

TATATCACCCMAAGAATTTGGAAATAGGTATTCAAACAAAAACCTGTATACAAGTATTC 

ATAGAAGCACTACTTACAATAGCCGAAAGGTAGAAACCAACNAAATGGTCTATCAACTGA 

TGAATGGATAA 
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Sequence 5797 



CCCTTTCGAGCGGCCGCCCGGG CAGGTAC 1 I 1 1 I 1 1 I i I 1 I I I 1 I I I 1 I I 1 1 1 1 11 1 1 I 1 
N I 1 1 I I I 1 1 1 1 I I I 1 1 1 II 1 1 1 1 I I 1 1 1 1 1 1 1 I I 1 1 I j I 1 1 I 1 1 1 1 1 1 M I I I I I CCCC 
NN AAAAAAAA N I II I I I I I AAANCCNNTNAANAAANNCCCNTTNNTTCNNAAAAAAANAA 
AC I 1 1 I 1 I I I AAAANAAAAAANATNNCTNANNTGNTGAGGTTATTTTCCNGGNCCNTTNA 
AMNAAANNTTNNC CNNNTGTGC CNAAAAAAANGNTTTGNfCAAAAGAMNANANNGGATG 
C AAGTTTGNTNA GC I 1 1 I I 1 1 I I I NAAGGNCNNNNNNTTTTTNCAAANTNNNAAAANANN 
Nl 1 1 I I I I 1 1 I I ICCCNTAANAAAAAAACCGNTTTTNGGGNTTAANANNACNCCCCNNGG 
GNNAANTTNNTGGGGGTTTATAAAAAAAAAAAA 
Sequence 5798 

TGATGGATNTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATTTCCTGA 

TAGAGACTTGAGATCGTTACCTTTGAAAATGGAACCCCAATCACCAGGTTGAAGTAAANA 

MCTGCATGMGGGGCAGCCTTTTGMGTTCCCNCCCTTTTNMTTTTT^^ 

TTACGCCGTAAAATGGNGANTTGGAGGAMGCCCCNTTTTGGACTTTC 

Sequence 5799 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGTCCAAACTTGAAGATGGTAACAAA 

GMCAGAGAACAGACAMNCAAATCTTGGTGGAAAAGGAAAATATGATTTTACAAATGGT 

GAGAAGGANAAGA AGAA AANGAANTGGNGATTCTCACACANTAATTTGTNAGCCAAGGAG 

GACAGTATTTCATATTTTNGMTGAGGMTATGAMCCCAAATTTAAAAACCAAGAAAAA 

AAAGATGGAAAAANTTAAGCAGAAAGCAAAGGAGTTGCAAGNAAACCGTTTAAGGAAAAA 

AATTACTGGGATCAGGGAAAGCCAA 

Sequence 5800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCNGNGATNAATACACCATTGCTACATTTCTAT 

CACTCTCATGTTCCTTGGCCTGTCTTCTATCTTTGTGTGTGTG 

Sequence 5801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAAACAATTACAATGTTAATAACAAAGATA 

AGTAATCACAGAGCACTATGTCAGATATAATACTAATTTAAAAAGTTTGAAATATAATGA 

CAATTAACAAAATGTGACTAGGAGGCTCAAAGTGAGCACATGCTGTTGGTAAAATGATGC 

TMCAGACTTGCTTAATGTAGGGTTGCCACAAACAGAAGTAAAAAGTGCTTATTTGCCGA 

CMCCTTGCCAAATATTGACTCTATAAMTGGTrTAAAATTATTTATATTACAGATACTT 

TGCTTTGCTATTTCTAATTCTCTTATTTTGTAAACAGTGTTATTTTAGCCACATATG^ 

TTCTTT CGCTCTGGAm CTCATTTCATTTTMTmGTGTGTATG^ 

TTTGAATTTTTGTTTTCATTGCATCTTTCTGTATMTTATTCCTGGGATATTGNG 

TTTAAAAATTGCATTTCGTANGATGGATTCCTAATACTTTCTTAACATGTGCTTTTATGT 

TATTTTATTTCCCTGGCNTATTACTAAAA 

Sequence 5802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATACTCTGATTTTGGTTTTGATTT 
TGGTTTGGTGTAMCTGCMGAGTGTGTATGCCCTTTTTACCTGI Mil! I GTTTGTGGC 
ATGTGTGT 
Sequence 5803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCATTTACAAAACATAGTCATCCTTGATT 

GCCGAAAATGACAAATCCTAGAAAACGTAGCATTCCTATGCAAGATGTTAACATGGTTCT 

TAGTTGTTGGCCAMGATCCATTTGATGMTTTMTTTTTCTGAMTAGACAATTCTGAT 

GAT TCAGA TGATTCTGATGTTAGTTCTGTTTAGAMTMCTCCMGAATAGTTTTTATAT 

TTTATTTTCACATTGAAAATCAATCAGGGCCAGGTGCAGTGGTTCACGCCTGCAATCCCA 

GCACTTTGGGAAGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCAAAGACCAGCCTG 

ACAAGCATGGCAAAACCCTGTTTCTACTAAAAATACA 

Sequence 5804 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCAGTGGTTACTTGCATTGTGTAGTGTTTTT 

CAAGAGGTCTGGGTCTTMCAAMTGTTTTCCTTTATCTCAGTGCTCTTCTGCCTCTTTT 

TGGTGGTGTCCTTTTGAAMACAATACACCTTCTATTCCTTCATTTTGGGTTACACCTTT 
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CCTTGTTGACATTTAAGCGAGTTTCAAACTTACTTCCATATGAGGCTAAGAAACCCTCAA 

ATTTCAGGAATTGGGGAAAAAATAAAAATTAGCANCTTGCCAGAAAGGTAGCCAACCAAN 

ATGGGGMMATGCCCTTGGATTTNGACAATTTTTTCTTTTCAAGCATTTTT 

TT 

Sequence 5805 

CCCT TAGCGTGGTCGCGGCCGAGGTACTTmTTNTNTTiyfTNTCNNTNNNCNGTTTGCAN 

TTTTGTTCTTTANAATTNTNTTTNACANTANMCATGTTTTCCACCATGTATTATTCA 

TATTTMGAMTATTTATTGAGCCTNTGTGAAGGGACAGGTACCAGNNATGNNCTNTCAA 

CAATTAAGGATGCCT 

Sequence 5806 

GATGGATATCTGCAGAATTCGCCCTTNCCAGCGGCCGCNCGGGCGGGCACAGCMTTTTT 

CTT GCCAC AMCCTGAATTMCCT TACAG ATTTTTTAATAGGAGCCCTGAGATATAATTT 

TACTTTTTGGAGMTATACTTACCCTTTTAATAGCTTTTCTTTTT^ 

TGGAAMCTAGACTCCTGTTTCTCCAGATTAGAAATGAAATTTGATCCTGTGGTGGCAGT 

TTTTCTCCCTCTCATCATTACATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAN 

MNATNMGATTATNTAAAAGAGAGAGGAGACTNAAAAGGAGGTGAAATGTAATTTTACA 

ATTCCC TGCA CCACTTATTTATTTCCTAAAATNTTGNCTCACACAAAAGACATCANAGAC 

AGAMGTTTTCTNTGTCCACATCTCCCATATGGGCAMGGTAGCTTACCATTTCTTGGAA 

AATAAAGAAAAAATG 

Sequence 5807 

CCCTTAGCGTGGTCGCGGC CGAGGTA C I 11 M I I I I M I I I I I 1 1 I I I 1 I CI 1 M I 1 1 I I 

I M I I I I 1 1 1 I I M I 1 1 M I I 1 1 1 1 I 1 1 1 I I I I 1 1 I I { 1 1 I I I I 1 AAAAAANTTTCCTTT 

TN ACTNTNATCC^ NTN ACCNTTTNAACCAN A 

AAA1 I 1 I M M I I 1 I 1 AAAAATTT1TTAATNATTGAAAAAGGCCNTTTCATCATTTTTTA 

ACCAATTTTTTANAAAANATTTNCNTNCCCAMCAACCNNTTAAMANANAAATTCCANC 

NCNC TTTCAA CCCTTANTAANA AANCC AAACCTATNCCAAANTTAACNNAAACATNATCA 

NAANNI I 1 1 I CCTNAAAAAAAAATTTTTNTNCCCTCNAAAATTCCACAAAANATTCNAAA 

CCNNMNCTTAAAATTAAACCTNAAATCCCTAAANAAAAAAACCCTAACCCCCCTTTAAT 

TTNCTTTANCCCNMCATCCCCTNTTTTCAMTNAAAAAAACCTTTTTTNCCCCTTN^ 

TTAAAAANAATNNCNCNACCNCCCAAAAAA 

Sequence 5808 

CCCTTTC GAGC G GCCGCC CGGGCAGGTACCTTCTTTGCTATTCAGTTG AI I I I I I GTAAT 

MCACACTTTTAATTTTTTTATTTCCTTTTGTGCATATTCTATAGATATT^ 

ACCATGAGAGTTATGTATAACATCCAAAGTTACMCMTCTATTTTGAATTGATAACAAG 

TTAGTTAATTGATAGCAMTCACTTTCTTAGTTMGTTAATTC 

TTTGTAGCTATTGTAAATGGGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAATACCTTAAGGAACCGGAAAATACTAA 

ATGTCTTTGGCTATACMCTAAMGGCCATTCTTTCAAAAGAATAGGGCATATTCATTTC 

AGAATCAACTMAAMMCAGAAAGCATAACAGAAATATGCATAGMTTTAAGTATACTT 

TGTCTTGCCTTCTTTTCCCATTCTACCCACATMGCMGGAGMTGCMTTTATATAATC 

TTTCCAGATGAGACTCAATAGCACTACAAAGAAAATACCCAAATTTCTGCAAAGGCAAAG 

TGMTTAMATAATTACACAACTAGGTGAAGACTGAAAGGGACAAATGTTATTTGCAATT 

TTCTTTTTMCTTGTTTTTMGCCTTACAAGTGTAGAMTTATAGCTMTAMCAAAAAG 

TCACAATCTTC ACAA ATGGAACTCAATAGAAAAATAAATCAAATGAAACACTTAGTAATA 

MTG MGC CTATTTTATTACTTCAAGGTGTTAATGATAAAAAAATTTCAGCACAAGCTGG 

TGGCTTTTAAAAAAGTGAAACTACATACTATGTTTCTAGCTCAGTAAACAGGATGAACCT 

GATGGTCTTTNAATGGACATTACCAANTNGAGCATTGGACCTCCTCAANCCACTCTCCTA 

MNGATTGGGAACAAAAAGCCAACCAAAAANGAAATCTCTCTTTTAAAATGGAATAAAAT 

GGTT 

Sequence 5810 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTTAATAAATTTTAACAAAGTAAGCACAA 

CTCTTGTGCTTACCACAAGATTAAGGAATAGAATAGTCGCTGGGCATGGGGGCTCACGTG 

TGTMTCCCAGCACTTTGGGAGGCAATGCAGGCAGATCACCTGAGGCCAGAAGTTTGAGA 

CCAGCCTGGCCAACAAGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGCCA 

CGGTGGTGCACACCTATAATCCCAGCTACTCAGGTGGCTGAGGCTTAAGAATTGCTTGAA 

CCCAGGAGGTGGAGGTTGCAAGTGAGTCCAGATTGCACTATTGCACTCCAGCACTCCANC 

CTGGGCGACAGAGTGAGACTCCCGTCTAAAAAAAAAAAAAAAGAAAATTCTTACTGGTCT 

AGTCTGCTTTGCTGGCACTTCCTGAGATTTGATTTTTATGACATTTTCTTA^ 

ACATTTCACTTGGTTGGCATATAGTTTTGGAAGMATATATTTTTTCTGTATCTAGTTAA 

ANCTCCTTTCTCATTCATAACCGTATATTACCNGC I M I II I 1 1 CTAATTTATTATTATT 

NNCTTGGTGGGCATACNCTTTTGTNNAAAAAAAATT 

Sequence 581 1 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGGCACGATCTCGGCTCACTGCAAGCTCCG 

CCTCCCGGGTTCACGCCATT CTCCT GCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGC 

CCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTT^ 

GCCGGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCGCCTCGGCCTCCAAAGTGCTGG 

GATTACAGGCGTGAGCAATTACTGTGTTTCTTATCCATGTAGTGTGCATGCAGTGACCGG 

CATCCTAATA CGGGT CCTNCTTNTAGCATAGATATGGGGATCAAGCACAAACAAAAGCAA 

ACAGGTANCATTTTTACANNCAGCATGNACAGTAAAGGGCATTAAGGGGGTTNG7TAAAC 

AATT ATCCCAANGAGCCATATNA1 TGAATAATNCNAANGAATNTTACTGNGCCTAANAAT 

TTTTGGCCACATTTAATTCA I I I I I I I I ACCNTTTCTTTAAANCTTTNGNCCGTGCNATT 

TAANTAATTNNAGTTTCTTGGGTNTTGACTNNNANCAATGGNNTTTG I I I I I I I I 

Sequence 5812 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACCCAAGCATTGGTATCTACGGCCTG 

GACTTCTATGTGGTGTTGGGTAGGCCAGGTTTCAGCATCGCAGACAAGAAGCGCAGGACA 

GGCTGCATTGGGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGTTCCAGCAG 

AAGTA TGAT GGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCTATCCAAAAGACAATA 

AAAAGTTTTCAGAANANAAANNNNNNNNNNNNAAANANANNNNNNANNNNNAANNGGTCC 

NGGMGCCGTTCTTGACAAAATGGGGTGAAATGACCNTCACCCGCATTGGACAGGCNCTT 

GCTGCCCTTATTMCCTGGCTCATGCCCTCGGACGTCCTGGANNMTGCTTTTGCTCCTT 

TTTTGGACMGCMTATGAATTTGGGTTACNCAAMNAANTNCGGGCAGCTTTTTNNAAT 

TAAMCCTTGAMNNGGMTGTTTTNAAGGCCMCANCCAATGAMGGTTTTTTTGG 

Sequence 5813 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTCTGTTGCATTAATGCTTCAAAAAAT 

CATCAMTGATTCATGGGGGCCTGATTTGTATTTGAAAAATGTTTGAAATTAAGAGTCTC 

ATTTGTTTCAGGMTGCAGCTACCTGAGT1TTTTGTCTTGGCAAAGTCACAAAGCCCATA 

TACTCACATTGTG TGTCTATA TTTGCCAATTAATTGTAAACTTCTAGGAAATATGCCCTC 

TCTTAMGGAGMTTTTTTTTAMTCTCTGAGAMTGAGATTCTGAGTTTATTTCM 

AAAGGTTGCAATTCTTCTGAAGATATCTCAAATATAAGGTTGAAAGTTAAGTGTTAATAA 

TTTTTGTGAATTTATACACACCTAAACCGTTAAGTACCTCGGCCGCGACCACGCTAAGGG 
G 

Sequence 5814 

GAGCGGCCGNCCGGGCAGGTACGCGGGGGTTGGCTGCANTAAGAGCTCAGTCTCTTCACC 
AGGGGCTCCCAGTCCTTCCATCTGGNAGGCCAAGGCGGNTTCACNTTCTGAGAATAGACA 
GANCCTNTGTTACTCTGTGACCGGCAGGCACCGGGAGATCCGTAGCTCANACGCCAGGAC 
ATCCCGGAAGCTGGGAAATGGGACTGTTGACATTCAGGGATGTGGCCATANAATTCTCTC - 
GGGAGGAGTGGGAACACCTGGACTCAGATCAGAACTTTTATATGGGGATGTGATGNTAGA 
GMCTACGGAAACCTGGTCTCTCTGGGTCTCGCTGTCTCTAATCCGGACCTGATCACCTT 
TTN GGAGC AAAGGAAAGAGCCCTGGAANGTGAANAGTGCANANACAGTACCATCACCAGA 
TATCTTTTCTCATGATACTCAANGCCTCTTAAGANAGAAGCNTATAAAAACATCATTCCA 
4 AAAAGTGATATTGGATGGATATGGGAACTGNGGCCCTTANAATTNAAACTTAAAGGAAGA 
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ATGGGAAAAGTNAAGGCCAAAATAATCCTATGGNGAAAAAAAATCAACNNGATATCTNTG 
CNTNANAAAAAGGCCCNAGACCNGTGAATNTNTNAGGGNGATAAAGANNTGGNTNNAAAA 
GGGGG 
Sequence 5815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I M I 1 1 I I I I I I I I I I II 1 1 I I f ) I I I I 
I i i i n i i i i i iGl I I I 1 1 I I I I I I I I I I I I I | | I AAACATNACN AATTTATNTANAAAA 
NNAAAAATTATTTNGNCMMTTTNTTCCGGNNAAAAAGTTTTGGGCAAATTANhrTNNTN 

ANGAANCAAAANAATTATNTAAAGNANAAAANCAGGGGNAGTATCTNAAGAAAANGNAAA 

TNTTTTAAA 

Sequence 5816 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGCAGGAGGAGGCAGAGCACAGCAT 

CGTCGGGACCAGACTCGTCTAAGCCAGTTGCAGCTTCTCAGCCAAACGCCGACCAAGGAA 

ACTCACTACCATGAGMTTGCAGTGATTTGTTTTTGCCTNCTAGGCATACCTGTGCCCGT 

ACCAGTTAMCANGGCTTGATTCTTGGAAGTTCTTGAGGAAAACAGCTTTTACAACAAAT 

ACCCANATGCTGTGGCCACATGGGCTNAACCCTGACCCATCTCAGAACAGAATCTCTACC 

CACAGMTGCTGTGTCCTNTGAAGMCCAATGCTTTTAACAAGAGACCCTTCAAGTAAGT 

NCAACGAAAGCCATGACCACATGGATGATA 

Sequence 581 7 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAAGTGT 

GTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 

TTCTCCCTTCT 

Sequence 5818 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I I M I I I I II I 1 1 II M I I I I I I I I I GGGTN 
M I I I I fl M I II I I I I 1 1 II II I I I I I I I n I I I I I I I I I II I ATNCNCTACTTTAAAA 
NATTAAAAAC I I I I I NTTTGNANNNAAAAAAAATTGGGCNTTCCAAAAANAAAAAAANTT 
NNMNAAAAAAAAATGGCCCNTTNATNAAANNNTTTTNNACCCTGGNNGAANCCTTGGGC 
CNANTTGNTTTAANTNAAAANTTCGGTNGGGGCCCNCCCCATTTTTTNCNCCCNATTTTT 
TNTTT 

Sequence 5819 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCGATTGGAGACGTAGAACCGTTACTTGTCG 

AGGGCCTTAGCGGCCGCCGTGACCCTCTCGGGGATCCCACGATGTTCTTCTACCTGAGCA 

AGAAAATTTCCATTCCCAATAACGTGAAGCTGCAGTGTGTATCCTGGAACAAGGAACAAG 

GGTTCATAGCATGCGGTGGTGAAGATGGATTACTGAMGTTTTGAAATTAGAGACGCANA 

CAGATGATGCAAAATTGAGGGGCCTTGCAGCCCCCAGTAACCTTTCTATGAATCAGACTC 

TTGAAGGTCATAGTGGTTCTGTTCAAGTTGTAACATGGAATGAGCAGTATCAGAAGTTGA 

CTACCAGTGATGAAMCGGGCTTATCATTGTGTGGATGTTATATAAAGGCTCTTGGATTG 

AGGAGATNATCAACAATTCGAAATAAA 

Sequence 5820 

CAGTGTGAT GGGA TATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTG 

GTGAMCAGTTTTAATACCCTAACATACACAGTAATGATTCATTCTTGTTTAAAACAAGA 

GGTGATTTCGACTTGGGATTGGGATTTTTATTTTTTGAGATGGAGTTT^ 

CCAGGCTGGAGTGCAATGGCACAATCCTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAA 

GCAATTCTCCTGCCTCAGCCTCCTGAGTAGATGATGGGATTACAGGCATGCACCACCACG 

CCCAGGTAATT 

Sequence 5821 

CGCC AGTGT GATGGGATATCTGCAGMTTCGCCCTTTCGAGCGGCCCGCCGGGCAGGTTG 
CTGTGTTTTCCGTGGGCCCGTCACTTTCCCCTCTGTTTACTGGGTATCTCACCCAGCTGT 
GMTATTCATGGCCCMGGTGTTTTMGACACCTTTTTAAAGGGTGTGGGATTATCACTT 
TATTTCAGAAGTTGTGMGAACAAATAAGTGACTTGACCMGATCCMTAGACTTTTTAG 
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AMTATAAACATCTGATTTCAGGGTCTGTGCCGTMTTTCTTTTC < I I I I I I I I ICAAAT 

ATTTMGACTTGAAGGAGATGAGCTTMTTTCATMTGGAGCATTCCTCTTAAMGTTTC 

TGGAGTAATGACCCCATTAAGACAATACAAGGCCAAGTCCTAAAAGCCCTTGGGTATTCA 

GGACTTCTGAAAGCCACCCAGACTCCCTGGNGGAGCCATGAAACTTCCAAACTCTTCCCT 

GTGTCATGCTGGCAAGCCATNCCAAAGGATTGAGGTGGGGCAA 

Sequence 5822 

GCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTCCTCGCNNNCACTATACATT 
GCNATTTATCCAANAAGCTGATTTTCCCTTCAACAATTACCTTAACATGCTATACACTGT 
TTCTGGTAACAGCNAGTATGAGGTTATCACATCCTGNATGGAAAACATGCCANAATGAAA 
ATGG 

Sequence 5823 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATGAAGCCCATCTAAGTAAGATCATTTCTTC 

TAATTCAATTTTCTAAAATCATTTGTGTTTTAGAMTCTCATGATTCCCAGGAAAAAAAT 

TTTAMTTGTGATACAGGTTTGACAGCCTTTTAGTCAAATAAGTTAAAACACACACACAA 

ACTCATTTACTCACTTTGCCATTATMTTCAATCACAMGAAATTTTGGCCAGGCCGTGG 

TGGCTTACCGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCGAGGTC 

AGGGGATCAAGATCATCCTGGCTAACATGTGAAACCCCGTCTCTATTAAAAATAAAAAAT 

TAGCCTGGTGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGCAGA 

ATGGCGTGAACTCANGAGGCGGAGCTTGCAGTGAAGCCCAGAATCGCGCCACTGCACTCC 

AGCCTGGATGACAAGAACCGAGACTCCCGCTCAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5824 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAGTAAACTGGGTAGAATCCAAAGGAAA 

TTGTATACMNTNTTNCANTTNTTTTATAGCATTTTTGTTGCCAMTTATAAGTAAATTG 

TAGGTATTTATTAATATCATTCCAAGGAATGACTAGCAGTGCAAAAAATAGGTACTACAC 

TGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTC 

ACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGA 

TGCCCGCATTTGGATTGGATGMTTCCAMTTCTGCTTGCTTGCTTTTTAATATTGATAf 

GCTTATACACTTACACTTTATGCACAAAATGTANGGGTATAATAATGTTAACATGGACAT 

GATCTTCTTTATAATTCTACTTTGAGTGCTGTCTNCATGTTTGATGTATCTGAACANGTT 

GCTNCACAGGTAGCTCTAACANGGCTGGCAACTTAAAGGGNGGGAGCCAAAGAATTCTNT 

TATCMCATNAAAATTTGGCAGAATTGAACTCTTAATCTCTGCCTCAAAAGCTTGGTAAN 

AAGTTMNCGGCCTTAAGTTMCCTTCCMTTACATACTCTGGTTAAAATTTGGGGGGAA 

AAT 

Sequence 5825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGATAGGGAGGAGTGAGGCAGGTGGGCACT 

GGAGGGCTGTTTCCTCTGGCACAGTTGMCTAGAGGGTCACTTTCCACTCATAATTGGTT 

TCCTAGGTCTAAGTCACCACACCTGGGGCTGAAGCAAGTCTTGCCTGTGCACCAAGCGTG 

GCCTTGGACCCTGGAGAGATGCAAGGCTCAGTTCTCCAGTGTTGAAGTGGAAGGACTCCC 

MCTGMGGAGATCTTCCTCTCCCCACCTCCAGCTCTTTTCCCTTACAAATGACCAGGGT 

GCAAGTCGAGAGGCAGAGG 

Sequence 5826 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I I I M I I I 1 1 I I I I I I 11 I I I I »C I I I I I I I 

II MIMMM M l I I Mill I U MM II MH I ll l Mi ll I M I MI NTTNII 1 I M 

TTNrTTTTCTTTTNTTNNGAGNGNGNANMAMAAANGGNNNTTNNTTNTAAANNAATGNN 

GGGANNNCNCNCNNNGNMAAAMMNANTANTATNTTCNCCCCCCNAAATTTTTTTTNT 

TATTNAAAAAAAAAAAATTTTTTC 

Sequence 5827 

CCCTTAGCGTGGTCG CGGCCGAGGTACC I M I I I I I I I I I 1 1 I I I II I I 1 1 I I I I I I I I I 
Tl I I I I M I I I I I I I 1 1 I I I I M AAAAAAAANAANATTTN 1 I I I 1 I CCCAAAAAAANAAA 
ATN AAM TTGISTTAAMAAAANNTGGCTCATTTNAANNAATTNAATTACTNAAANNCNTTC 
ANATTTTNATTNAAAAAAAAAANMACACTCTTNCTTTTTNMTTTTANTTCCTT^ 
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A 

Sequence 5828 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCANACGCCCCCTGCTAGATGTGCT 

GGATCATGGGAAAGCATTTCCATTTGNTACTAGATTGTTCAGAAGT 

Sequence 5829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAGTGGTGCCAGAGCTATTGTATTAACTTG 

TTTCATCTCTCTTTTMTTCTTTGTTCTCTCTACTATAAAATGGAGAACAGGGAAAAATT 

CCTTGTTCTGTATACTGTAAAAAGCAAACAGGGAGATATAGATGACCACAGCAATTACCT 

TTGTTGAGAAMGCCACATATAAACCAAMAMTGGGTATTGTCTTTGTTCCATTTTGCA 

TCTGCCTACAAACTTCCCAGGTTCAAAAACAAAAACAATTAGTGAAATAACAAACCACCT 

TACC TCCTTTGCCAGGCTAGAGATTTTATTTCTCTTAAGGTTCTGTCTGTTACCTAGTGG 

TTTTCTTGTAMGGGGAATGAAAAGTGTGMTTAAMGTCACACATTGTTTTGTCCTGAG 

TCCTAATCACAGTGTAAAAGCAAACAAGTTTATCAGGAACAGAGAAGTGGCAGATATCGG 

GCCTGATTACGTTATTTTTGAGGTCTTATATCAAGAAACTCCATTCCATTAAAAATGTTC 

AGTTTTATGGGAAAGACAGAGGAAAAGGAA 

Sequence 5830 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTACGGTATGCCAATCGTGCTAAGAATATTAA 
AAATAMGCTAGAATTAATGMGATCCAMGGATGCTTTGCTGCGTCAGTTCCAGAAAAG 
AAANAGAAGAACCTTTNAAAAGAAAGCTTGAAGAAAGGAGAAAGAAAATATCACGGCTCT 
GATATCAAGTTGGGTCAGAGGGAAGAATGATGATGAAANAGGGTGAGGTTT 
Sequence 5831 

CCCTTAGCGTGGTCGCGGCCG AGGTAC l I II I I I I I I 1 1 1 I I I I I ll I I I M M NCTTTN 
I I ) M I I I I I I M I I II I I U I I I I I I I I I I I I I I l l I l A Al I I I I I I I AM I I I I I I I I 
TNTTATTTNTCAAANGGGGGGAAAATNANTT^ 
NNGNAGAAMATNNAAANTNTTTTTTANNCCAAAAAN^ 

TTTTTTTNAAAAAATTNNTNNNNTTAAACCAAAAN I I I 1 1 I I I It I I I 1 1 1 I NCAAANTT 
TTTTNTNI I 1 1 1 NNAAAAAAATTAAAAANNTTNNCCTAAATAAAAAANTTNNCAANCCTN 
AAI I 1 1 I IMNNCCTTNNCTTNTNTTCNTAAAAAAAAACNAAATCTTNTTTATTNANNTA 
AAAANAAAAAANNANNTTNAAAAAACCAAC I I I I t I I i I I I I I ! I N AATTTTN AAAAATA 
MNTTNNNAAMTNTTTTTT 
Sequence 5832 

CCGTGCAAAGGTAGCATANTCACTTGTTCCTTAATTAGGGACCTGTATGAATGGCTCCAC 

GAGGGTTCAGCTGTCTCTTACTTTTAACCNGTGAAANTNGATCCTGCCCCTTGAANAAGG 

CGGGCATGACACANTCAAGACGAGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACG 

GTACGCGGGTATACCCTTTATGTTCCTGACTGATGCGCAGAACTTTGGGGGAAATCTACA 

GCAATATACAGGTTTGCAAATGCTGATGACACAACAGCAATCCTCTCCTCTACGTTGGAC 

TTACTGTTG I 1 1 I I I I AATTATTATTGGAATGGGAT 

Sequence 5833 

CGACAGTGTGATGGATATCTGCANAATNCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCC 

ATNCTGCCCAGANGGGACTACCNAGTTGGCCGNAMTTNTTTNNTNNTTNTTNCACCAGT 

GGTTTGTGAACTCCTTGGCAGGGTCATGTCCTACCCCATGAGTGTCTTGCTTCAGTGTCA 

CCCTGAGAGCCTGAGTGATACCATTCTCCTTCCGGCCGAGGCCT7TGCCTTGAGTCCATC 

CATGCTTTAGCAGCTGCTCCTCAACAAACTTCATCCCACGACTCTTGACCTCTGGGGTGA 

CATTCATGGTGAGAAAAAAGTCTCTATCCTCAGACTCTCACCANANAAAGAAGAAGGTGA 

TATCATTCGTCATTGCTGGGTCCGCTCCGCGGAAACATGTGCCCGGACCTGACTTGTGCG 

CCGCCATCTTCCCCCCGC 

Sequence 5834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATTTCCCCTGTGTCTTCCTGGGAATTTAA 
CTTAGTCTCAGAGGCCCAATGGGCTGAGTGTGGTGGATTTTGCATTTCAAAGTTAAGCOC 
TAAACC CAGCAA ACAACCAAGTAAAGATGGTTATTAACCCAACTCAGACTGACTCTGAGT 
TTATCCATTTTTCTAGGACTATTTAAGAAACAACTGAGGCATCAGACCAACTTTCCCCAC 
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AAAGTNCTCGGTAAGGAACTAAGTCCAGTCGCATGTAGAGAGGGGGATCCTGGCCTTCTG 

GCTGCTTCCTTACCTAGACCCCACACAAAGGGTGGTGGGAGGAGGCGGGGGGCAGATCTG 

GAGGAAATGCCTATGAAAACTGAGATCTAGGGCTTGTGCAGCAAGAACTCAGCATTCTAC 

TTTGCTTGTCCTGTAGGGACAGCCCAATGCCTNGGTTTNG 

Sequence 5835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I > 1 1 I 1 1 I I 1 1 I I 1 I I I I I I I I I 1 ING 
AGGGACACNCTAGAGTGCAGTGACATGATCACATGTACTGCAGCCTCAGCCTCCAAGGTT 
CAAAAG ATCCTC C CACCTN AGCCTCCCGAGTAGCTGGGACTACAGGTGTGCACCATATCC 
AGCCAATTTTTTAATTTTTTGCANAGAC^ 

AACCTCCTAACTCAAGTGATCCTCCCACGTTGGCCTCCCAAAGTGCTAANATTACAGGCA 

TGAGCCACCGTGCCTGCCATCA I II I I I I I I I I I AAAGAANACAAAATACTAGTGATGCA 

CTTAGTCACTGGTACATTMTAAAMTTGTTACAGCTGGTGATTCTTTTGCANATCAAAA 

ACTNTGGTGG ACTTG AGAATATAGTCANAAAGGCACACAAAAGTCANAGTAAATAATAAT 

GGGMGAGACTTTTTGCCAATATTTCACCCTGTCCACAGGTNGATCCCAAACAATTCATT 

TTTCCCAC(X5CAAGGGACAGGCGGCTGGATMTGCTTGGNGATTTGCTTGAAGGGGGGTT 

TGC 

Sequence 5636 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTGTTCTTAGMGATMTTTGTTTTTCTCTC 
TTCAGTTTCGCATATTACTAAAGACAMTCATGGTAGGATTGGTTTGTTTATTATACC 
Sequence 5837 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAACATTTTATATATGAAAAGAATGCTGTAGA 

CTGACTTGCAMTAACATTCTAAGATTCCCATTACCTTTAAGAGGAGTCAGCTGTCATTT 

TGGAAAMTTAAGATTTCMCAATTTTACACATATTTTGAAAATMTTTTGATAATGAM 

AATGTTCAATCTTAAATCGTGTA AATAA GTAAATAGAGAGGTAAAATAAAGAGCTTGATG 

TTTATGTGATATTGAGAAAAAATCTTTTTTAAAAGTAAMTACAGATTAAAATACMCTT 

TGTGCTTTAACTGAAGGGTGTCCCTACTCCCTGATGTGTTTGAGACTGTCACAAACCTGA 

ACCCATTTGGACAATACATGAAATMTCATTTTGCATCATTTCACTATTGGGGAAATGAT 

AACTTCTTACATTAAATGAAAAAGNNNANNNNNNNNAANAAAAGTACCTGCCCGGGCGGC 

CCGCTCGAAAGGG 

Sequence 5836 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTGTCAGTCATGTATCATTATATAGTCTGTT 
GATCTTTCCATTTGCAAAAMTTMTAGTTTTCCCCCACAAATGTACCTGCCCGGGCGGC 
CGCTCGAAAGGG 
Sequence 5839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTTTTTCTATTCCCTGTGAGTTTATAATT 

ATTTCACAATAAAAGTTCAAAAACACTTATTGGATGGACGTCACAGTCAGAACATAATAG 

MGACAGAATCAGTGAATTATAGGTCTGTTTAATAGAAATGACTCAAACTGACACACAAA 

GCAAAAAAAAAAAAAAAAAAAGTACGCGGGTCTGTAATGATACTGATTATGAAATGTCCC 

CTCAMCTCATTGCAGCAGATMCTTTTTTGAGTCATTGACTTCATTTTATATTTAAA 

ATTATGGAATATCATTCTGTCATTATA 

Sequence 5840 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTTGCATTTC I MM I GTGCAC 
TCTATAAGGCTGGTTGTGACCCAGATCAGCTTAACTTTTTATATTATGTTATTTCACTAA 
CTGCTACAGTCAAAATGATCAAATCTTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5841 

AGCGGCCGCCCGGGCAGGTACAAGCTGATCTCCCCGCTAAATGAAAAAGGGCAAGATACT 

GGGGCCACCATTGACTTGGTGATCGGCTATGATCCGCCTTCTGCTCCACATCCAAATGAC 

CTGAGCGGGCCCAGCGTGCCAGGCATGGGAGGAGATGGGGAAGAAGATGAAGGTGATGAA 

GACAGGTTGGACAATGCAGTCAGGGGCCCTGGGCCCAAGGGGCCAGTTGGGACGGTGTCG 

GAAGCTCAGCTTGCTCGGAGGCTCACCAAAGTAAAGAACAGCCGGCGGATGCTGTCAAAT 

AAGCCACAGGACTTCCAGATCCGCGTCCGAGTGATTGAGGGCCGACAGTTAAGTGGTAAC 
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AACATAAGGCCTGTGGTCAAAGTTCACGTCTGTGGCCAGACACACCGAACAAGAATNAAG 

AGAGGAAACAACCCTT 

Sequence 5842 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTGAATCTACCATTTTGGCTGTGGTAGAC 

CACATCT TTGG GTATCAATGGGAGATCAGCTTAGTAAGGTANAAAACAACTCAATNTTGN 

CCNGTTATTTTGAGGGGCANANGACCTNANMGGCATTAGTTTTTCTCNTNCTCTGGTAA 

AAAMNCTTATCNTMTGGGCTATTMTTTATAAAGNGGCNANAATAATTNANCAANGTT 

NGTTTGGGGGGNAGGGAATNGTTAAAAAAATTAAAAGCCGANTCNCAGGTCCACCTTGNA 

TTAGGATATATTTMCCTTTTTCTTTTNGGTANCCCCCCTTTCTTCTTGGGMT^ 

Sequence 5843 

AGGGCGAATTGGGCCCTCTAGTATGCATGCTTCGAGCGGCCGCCAGTGTTGATGGATATC 
TGCAGAATTCGCCCTTTCGAGNCGGCCCGCCCGGGCAGGTACAACNGCCAAAACCACCGA 
CTGGTCGTANGCAGGTATCAAAAAGGGGTCTTGGA 
Sequence 5844 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAGTTCTCACGTGCGTCTTAAGGCATGAGT 

GTTCACTGAAGACTTCTNCACATTGCTCACAGTCACAGAGTTCCCTTCCATTGTGTTTTC 

CTTCCAATTGTATCCCANTGGATGTCTGACCCCTCAAAAAAGTCCTGCTGAAGTATAGAC 

CACTGGGTTTCMGTNGNATTTNCCATCCTTGGAGAACTCTCCCTGAACTGTCCTTGACT 

CTTCTTGTCCAACCAAGAGATTANACTGGGTTTGATGATCTGACCTCCTACTGTGGCCAG 

NNTCTTGTAGTTCTNCAACATCACGTCACTGTAAANGCTTCTCTGAGTTGAGTCCAGTAA 

AAGTCCACTCCTCCTGGGGTGAAGTCCACAGCCACATCGTCAAAGGTCACTGAATCCATG 

GGACAAAATCANCAGCTGCCATCCCGCGAGGTGAGAAACGTGTCANAACCCTCCT 

Sequence 5845 

TTTCGAGCGGCCGACCGGGCAGGTACAAACTGTTNAATTTGTCAATAAGTGACAAAAGAA 

TTNCACAAAATCATGGAACTCTCAAACTCAAGTAAACCAAAAAATAGTTAACCAAATAAT 

GATCTCCGTCAGACAGTGATTTTGAATGAGAGATCATATCNGTAAGTTNAAAAAGTAAAA 

TTNAMTGCAATGNGATNGAAATACCTCTGAGTTTTACATANACTCCTTATIsiTNTTATAA 

TAAMGAGAGGATNNGTGTGNNNMmTNNNAGACATTTCANAGGTCNTACTGNAAATNN 

ATNCTNTNNTATGTNGCNTMCTGMGGMCMGTNTTTTAAGCCTCTNAGGCACATNNT 

GACACTNATGCCAGGAA 

Sequence 5846 

CCCTTTCGAGC GGCCGCCCGGGCAGGTAC I I I 1 1 I < I i I I I I II I I I I I 1 11 I C I I 11 11 
MIMIIIIM I IMlllllI M I I ll ll l l I M I M i ll I Mi ll l lll l ll l l 11 1 M 
1 1 1 1 1 I I I M 1 I I I I I I 1 I M 1 1 I I I I I I K IGGGGGGGCAAANArnTTTTTNGNAAAAAA 
AAAANNTTNTTNTAAAAANN I I I 1 I I 1 1 1 I NNGGGNTAAAANTNGGGGNNNNNCCAAAAN 
NCNA AAAAAAAAM GGGGGGGGAMNGNAAAAAMTTTTTTTAAAANGGGNNCNTNAANA 
NAAAAI 1 1 1 1 I I 1 I I AhfTTTTAAAANGGGNTTNCAAANNTNGGGNNGAAAAAANAAN AAA 
GGGGGGGGGGGGGTNTAN I II I M I AANNGGGGGGGAAAACCNAATTTGGGNAAAAATTT 
TTTAAMAGNNANGGGCCAAAAATNTNAAMMAMTTTTNAAMAGNNNTTTTGNAAAA 

MAANGGGG GAAT TTTNGTNNNTTTTNGGGGAAAMAAGANANCTTTTAAACCNNNGNGG 
GGGNGAA^ 

CCN i i m m fTAAN GGGGGGNCCNAAANNGGGANNNNTAANAAANTNNNGGGGGGGGGNG 

G GNNCC TATTTTTMAMAAAAAAMTTNNNNGGGNNNnrnANAAMANAGA 

NATTTTNNAAANNNANNNNTTTTTTNGGGGGNGNTTAAATTTTAAANNGGGGGTGGNGGG 

MNNNTTTTTTAAAANANANTTTTNAAAAA 

Sequence 5847 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCTACCTAGAGGTTATGTGTTTTCTCTTT 
CTCCCCGCTTTCACCTCTTTCTTTCCCAATTCAAAACAGCCAAGTGAGCCCTGTTCTGGT 
ATTTTGMTCATTAGAGAAMGAAAGGGAGTGGCTGTTTTGAGTTGTCCTTTCTTTGCAG 
A AAGGA GA AAATGT GATTGTG I I I I 1 1 1 1 1 I ACCAGCCTACTTCTAAGTGTCACTGCCTG 
GTTTTTCTC7TTTTTAAGGATTAGAACTAAGAGGACACACCAGCATCGGAGTGTATTAAG 
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CCCCTGAAACACATGGTAGCTAGGGACTGAACACAGGAACCGTATGACAGCAGCACAAAC 

CCCCAAAGGATGTTCCTGCCTTGTGGGCCCCTGAGCCCCTTGGGAGACTGAGAATCATGA 

CCAGATTCATCCAGAACTGCTGCAGTGTTAAGTGAAAATCCTCTGTAGTTGTTCTGCANA 

GGAACCTTCCTTCCATTAAAAAATTTCTGCTCAATACAGAATGGTCCACATCACCCAAAA 

GTGCACTGTTGGAGATGCTGTGAAAATTA 

Sequence 5848 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAG 

CGGTGCCTGGAATATTTGGGCTATCTAGGCTATTCAATATTGACTGAGCAAGAGTCTCAA 

GCTTCAGCTGTTACAGTGACAAGAGATAAAAAGATAGACCTGCAGAAAAAACAAACTCAA 

AGAAATGTGTTCAGATGTAATGTAATTGGAGTGAAAAACTGTGGGAAAAGTGGAGTTCTT 

CAGGCTCTTCTTGGAAGAAACTTAATGAGGCAGAAGAAAATTCGTGAAGATCATAAATCC 

TACTATGCGATTAACACTGTTTATGTATATGGACAAGAGAAATACTTGTTGTTGCATGAT 

ATCTCAGAATCGGAATTCTAACTGAAGCTGAAATCATTTGTGATGTTGNATGCCTGGTAT 

ATGATGTCAGCAATCCCAAATCCTTTGAATACTGGCCAGGGATTTTTAAG 
Sequence 5849 

CCCTTAGCGTGGTCGCGGCCGANGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGA 

CCGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGAGTATCCGGTAATGTTACA 

ACCGATACCGGCCGGGAAGGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAACG 

GAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGCTAAA 

CAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAAT 

AGACTTATTCCTTATGATTGGGAMTTTTACCTAAATCTTCCCTTTCACCCTCTCAGTAT 

CTACAGTTTAAAACCTGGTGGGCTGATGAAGCTCAAACTCAGGTAAGAGAAAACACACAA 

GCACAGCCACCTGTGCCTGTTTTCTTTTGAACAGCTAATGGGAGTTGGCCCTAATTGGGG 

TTGATTAGAAAATTAAGCAGTAATGAAGAATGTTGCCATTGTTCAGCTGTGCACTGTGTG 

CTTACAGGCATGGAAAAAGMTTMGTGTTACAGGGGAAAAAATATNCTTCTTTCANTTG 

TTTTGACTTAACTTGCCAAACCAGTTTGGGGTGGAGCCAATGGCCACTTNAAACAGGAAA 

AACCTAGAGGCTTTTAAA 

Sequence 5850 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGAGTTCTCAGCAGGAGTGCCAAAG 

AAAGAAGTAAACTGAAGTTGCAAAGCAACAGTAATACTGCATTCCTCGTTCAGTATTGAA 

AGATTGGCGTAAAGTCAAGAAGCTGAAGCAAACTGGGGAATCCTTTTTACAGGATGACTC 

CTGCTGTGAGATAGGGCCTAATTTACAAAAGTGTCGAGAATGTAGACTTATTCGCAGTAA 

AMGGAGMGAACCAGCTCACTCACCAGTATTTTGTAGATTTTACTACTTTAGACGGTTG 

TCATTTAGTAAAAACGGAGTAGTTAGAATAGATGGTTTCTCTTCTCCTGACCAATATGAT 

GATGAAGCTATGAGTTTGTGGACACATGAAAATTTTGAAGATGATGAACTAGATATAGAG 

ACTTCTAAATATATCTTGGATATAATAGGTGATAAGTTCTGTCAATTAGTAACATCTGAA 

AAAACAGCTTTGTCCTGGGTGAAAAAGGATGCCAAAATTGCCTGGAAAAGAGCAGTGAGA 

GGAGTCCCGGGAGATGTGTGATGCATGTGAAGCAACCATTGTTAACATTCACTGGGGTCT 

GCCCAAAATGTGGATTTGNGGNCTGCTTANATGGTACAAGGCA 

Sequence 5851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATGTAAATTATATCTCAATAAAGCTGATAT 

GTGCATACACACACACGCACACCCAACAGCAGAAGAAAATCCTAAAAGGTAATGAACAAA 

AGCATTCAGATTAAAGCATGAGAATCTGAAGGTTTGGTCATCTACATCTTGTTCCATAGA 

TAAGCATGGACTGTCTACTAAACACAGTTGTCMCTTGATCCAAAAATCTTCGCTGGATT 

CTGTTTCTTTCAAGACTGTTTCTAGAGGGGTCCACAAATAATTATCTTTGAAGTTTCTGA 

TTAGGACATCTTTCCAGGGATTCTMGATTATTTATGCCTCTTTAATTAAAAGACTTTAA 

GGATCAATATATTGGAGTTGC CCTCTT GTGTCCATTATTAGCAAGTATTTGATATCAACT 

TTTTCATTCCGTGTTCTAGAG CTTTTT CTCTTATTTCTTTAAAGTCAGAACACCAGATCT 

TCANGTTTACGATCATGCAAGTTTTTAGGGAAGATTATGAGAAAAGGTTGCCTGTGCCTG 

TGGATCATAAGGTTGAATGTGGTGCATTAATTCC 

Sequence 5852 



• 
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CCCTTCGAGCGG CCCGCCCGGGCAGGTACI 1 1 I I 1 1 I I I 1 1 1 1 I 1 1 1 1 1 1 GGGTTTTTTT 
I I III 1 1 1 1 1 1 I IN I 1 1 I 1 1 INI I I I I I 1 1 1 1 1 I IAN I I I I I I I I I I I 1 1 1 1 II I 1 1 1 1 
I I 1 1 1 1 I 1 1 1 1 1 1 I I 1 1 I 1 1 1 1 1 1 1 1 ATTTTNTTTTTTGAAAAAAAAAAANTTTTTNTAA 
AAAMATATNAAAANGGNGCAAAAAANGTNAAAANNGACTANNNCCCNANANAATTTTTT 
NNGGNGGGATAANNTTTTTGATGAAAAAAAAANA A I I I 1 1 1 1 1 1 I 1 1 1 1 1 CANNANATTN 
TNMTATTThfrNAM TNTNANA TTNTTTTGNANGNNAAAAAAAAANTNCCCNAAAAAAAA 
AMTTGTT NTGChrr NTTTTTTTNTTTGNGGCGNN I J 1 1 1 1 1 1 NNGGGGNAAAAAAAAACC 
CCNTNTTNTTTTTTAAAAAAGGNGGNNTNGNTGANAAAAAAAAANAANNCCNCNNGGNGG 
NGGTTTTNCNNAMNNTTTTTTTNAAMAAAANANCChriTTTTTNNAAAAAAAAGGGGG 
Sequence 5853 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGTTATTATCTGACTTTCTGGTTATA 

ATCATTCTMTGAGTGTGMGTANCCTCTGGTGTCATTTGGATTTGCATTTCTCTGATGA 

GTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAGAA 

GTGTCTGTGCTGAGCCTTGGCCCACTTTTTAATTAGGCGTTTGT C I 1 1 I I ATTACTGAGT 

TGTMGAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAAAT 

ATTTTCTCC CATTC TGTGGGTTGTGTTTTCACTTTATCGATAATGTCCTTAGACATATAA 

TAMTTTGTATTTTAAAAGTGACTTGATTTGGCTGTGCAAGGTGGCTCACGCTTGTAATC 

CCANCACTTTGGGAGACTGAGGGGGGTGGATCATATGAGGAGGCTAGGAGTTCGAGGTCA 

GCCCTGGCCCAGCATAACCAAAACTTGGCTCTACTAAAAATCCAAAAATTAAGTCAAGGC 

ATTGNGGGTGCACCTCTGGTAATACCAAGCTTTNTCAAGAAGGCTTGAGGCACGAAGGAT 

CCACTTGAACCCCAAGAAGGAAGGAGGTTGCCAATGAGCCTGANAACATGCCAGGGCAAC 

AAAAATGANACTTTTGTTTAAAAAAAAAAAAAAAAGTGACTTGATTTAAAG 

Sequence 5854 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTTGCTCCTTCTGTAATTCTTGCACTAAA 

ACTCCATTAAAGACCATCAATGAGCCAAATAGTGTGCTAGCCTTGAGGATGGAGTTCTTA 

GCTACTTMTGATTCTTTTCTTCTGGAMTCTTCTAGTGGATAATTTTTAAAAGCTTCTT 

TTAMCTGCTCAGTAAMCATTGCCATACATTMCTCTCCATTTCTGCATTAATTTCATT 

TGCTGGAMGAAATTATTTTGTTAATGAACCAAACCCAGCCATTAAGTTATGTGAATTCA 

CC7TCTCTAGACACATTGAGGTATGGCAGAGAAGACACATATTCCCTGGCCTAGAGTGGG 

CTGACAATATTGTTGCCTCCCCTAAATTGACTCAATCTTGAGAACCACATACTGCAGTGA 

CAAGTTGATCATGGATCAAGAAATATTCCTTTTTCTCCTANAGGAAATCCCTCATGGCAT 

TATCATTCCCTAAGGCAATGANGATGTCCCTTCGCTCAAATCCTAAAGCCCCC 

Sequence 5855 

CCCTTTCGAGCG GCCGCCCGGGCAGGTAC I I I 1 1 1 I 1 1 1 1 1 I I 1 1 1 H I I II I I 1 1 1 1 1 1 
M 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I I I 1 1 1 1 1 1 1 I I NNACACAAAAAAAAAA A I 1 1 1 1 1 I NCNCCCC 
AAAAAAATNTTN CN AN NAAAANTTN N NCTTTTTTTN AAAAAAAAAMTTTTTTGGGCAN A 
AAAAGN NI 1 1 1 I I 1 1 I I 1 1 1 AANGGGGGAAAAANNTTTTNTTNGNGCNTNNANAAANTTT 
TTTTTTNGNNAAAANANNANANTTTTAAAANNNNGGGGNNGGNGNGI I I I I 1 1 1 1 IAAAA 
ANAAAANAAANNTANNCCNNANNN I 1 1 I 1 1 1 1 I ANAGGGGGTTTTTNTNAANCCCCAAAA 
TNNANI I 1 1 1 1 I I IAANNCNTNI I 1 1 1 1 1 1 I CNNACNCNAANNTNNNCCCCTTTTCCCCA 
NANA^NNNMAAAAANNTTTNNGGGGNTNTTTTATTTTGGGAAMAANANT 
Sequence 5856 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGAAGCCCTCCTCTTTCCCCATCTTAAC 

ACTG TCTTCT TTCTTGCTGAAAGTTACTATCCTGACTTCTAAAATCATAGATTAGTTTTG 

CCTGI I 1 1 1 1 ATTTTATGTAAATGTAATCATACATAATACAC I I I I 1 1 TCATTCATCATT 

TTTGTGMTATTTTAGTTTCTTGTTGCCACTGTAACAAATTACCACAAACTTAGTGACTT 

AAMCAACACAGATTTATTCTTTTATAGTCCTGGAGATCAGAAGTCCAAAAATCAGTTTC 

AT TAGG CCTAAATCAAAGTATCAAGCAGGGTTGGCTCTTTATTGAGGTTGTGAGGGAGAA 

TGTTTTCTTCCCI 1 1 1 I IGGCTTCCAGTGACGGCCTGTATTTATGGGCTTGTGACCCCTT 

CCTCTCTATGATCAAAGCTTGCTTTTGTCATTATATCATCTT 

Sequence 5857 
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CCCTTTCGAGCGGCCGCCCGGGCAG6TACACTAGGTAATAAAACTGATTCATACAGTCTA 

ATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTATGACCAGA 

TATTCTNCTGGGNGNCTCCTCAAAAGGMCACCTATTMAGGGTTCATTTGGAAATGTTT 

TTCMTCCATTTGCCTTCCCATTGATCCTTCTAACATGCTGGTTGGCATCACACCTAATA 

TTCAGAGGGAAT GGGC AAGGTATGAGGGAAGGGAAATAAAAAATAAAATTAATATAAAAT 

AGMTGACACAMTTTTGAGTTTTTGTNGAACCTCCTGAACAGTATGGTCTTAAGGGACC 
GTTT 

Sequence 5858 

CCCTTAGCGTGGTCGCGGCC GAGGT ACTTGTTTGCMTTTTTTTATCTGTGAAMTATTT 
TAMGCTCTTACAAMCTTAMTTTTTAAAAMTCAGCTCAAAAATTTTTTCCATGTTGT 
TGGGCATACCAC TGCT GTCTCTGCTTTCGGTTTTCCAACTCTGTAAGAAGGGCTTGTCTG 
TATGCTTCATACATTTTAACMTCTGC^ 

CCCTGGTATGTATCCAGGTCAGCCAGCTGGAAGAGTTCCCACTTCAGAATGTGGTCATAT 

CTGTTTTAAAACAC AATCAT ATATATGTTCACAACACATACATAAACATGTATTTCTAGC 

AAGAMCTAGTCTGTTTTTTAAAATGTCAACTTTATTTATMCTAAACAAACCATAAGTT 

TTAATTAAAAATAACTGGGCACAGTGGGTGGCGCCTATTATAGTCCCAGCTACTTGGGAG 

GCTGAGGTGGGAGGCTGAGATTAACTTTGGGAACCACCCGCGCCCGGCCTACATATAATT 

CTTCTAAGCCAANGAGAAAAACTGCTTAATATTACTTCATTTCAATTTAAGTTAAAAGAA 

TACCTATTTCTTTAAATT 

Sequence 5859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCNTAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGGGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACACATATA 

TATACATATAAATAAAAGGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTC 

CCACAACAGGCCGGGCCATC 

Sequence 5860 

CCCTTTCGAGC GGCCG CCCGGGCAGGTAC I M II I 1 I M I I I I I I I I I I I I GGAAGGTGA 

TGATGCAMGGATTTTATTAGGCAGTGGAAGTAGCTNTCANCANAAGGGGAGCTNAAAGG 

GGGGTGCAANAAAGAAAGGNGAATCCTTTCCTTGAAAGCCTGGGTCGTCTCCATNTGGGC 

TCCTCTCCAAAGTTGTGCCGTCTGAAGTTAAGTCGCATCTATCCATAGTCTCAAATGCCC 

ANTTGCTTCTTCACCTCTTGATATTNANCTGCTTGNGTTGCTNTGCCANCTGAANTCTGT 

TGTGGGCACANAATAGGGGCANACTGGGCCAAAAAGGCA 

Sequence 5861 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I M I I I I M I I I I I I M I I I I I I I I i I I I G 

GGGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTG 

TAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTA 

CAGGCACCCACCACCACACCTGGCTMTTTTTTTGTATTTTTAGTAMNACGGGGTTTCA 

CTATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCC 

MTCTTATTTGCTTTACMGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCC 

CTCCCA GCATTT G CCAGG GACTGTCATTGCCTTAGTTT Al I I I I I CTGTTTTG I I I I I I I 

TTTGTCGTTTTTGG I I I I I I I IGAGACAGCGTCTTATTCTGTCGCCAAGGCTGGAGTGCA 

ATGGCGCAATCAAAAGCTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTNTTACC 

TNAGCMCTAAGGACTACANGCACATGCCACCACGCTTGGCCTTCTAAATTAATTTNTGG 

GGGCAAC MMAT MMCTCAGGCCTAGGAATAGCTTTGGGTTCAAAAANTCACAAGANG 

GGACCTAATTTTTCCCATTAATACCAANTGGGAAACCATTAAAGTTCATCATCCGGATGA 

TTNAAAGGGAAAAAAAAAA 

Sequence 5862 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGACTCTGAAGTGAAAATGGATTTT 

CAGAGGATTGMTTGGCTGGTGCTGTGGGAAGCAAGGAGGAACTTGAAGTAGACTTTAAA 

AAACTAAAGCAAATTAAAAACAGGATGAAAAAGACTGATTGGCTCTTCCTCAATGCTTGT 
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GTGGGGTTCCTGAAATTGTGCCAGCCGACTCCAGGTCCACCCTGACCCCACAGCATAAAC 

CATGCTGTGATGTCACAGCTACCATAGAACTCCAGGGTAGTGTTGGGCTGGCCCATGTGG 

GCTCAGGGGTTGTAGAAGGTGATTTAACTGCCATAGAAGCATACAAGTCATCAGGAGGAG 

GCATTGCACGTCAGCTCACCGCAGATGAAGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

TTCMnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnTAGGGTGAMTTGGTATNCCNTCACAATTCCCACAACATTC 

NAGCAGGGAGCNTTNAAGTGTTAAACCTGGGGGTGC 

Sequence 5863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGTCCAGGCCCGGCACGGTGGCTCACACC 

TATAATCCCAGCACCCTGGGAGGCCAAGGCGGGTGGATCACCCGAGGTCAGTCAGGAGTT 

TGAGACCAGCCTGCCAAAATGGCAAAACCCTGTCTCCACTAAAAATAACAAAAAATTAGG 

CGGGTGTGGTGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCA 

CTTGAACCCGGGAGGTAGAGGTTGCAATGAGCCAAGATTGTGCCACTACAGTCCAGCCTG 

GGCAACAAGACCGAAACGCCCGTCTCTTTAAAAAAAAAAAAAAAAAAAAGTGCAAAGTCC 

TATGTATTCTTCAAAGTTGTTAGGAMGAMACAMTAAGGTTAGCTACATATTTAGCTA 

ACCTTAMTTTAATAAACTATTMGTTATTTAGGTCAAAAAGAATACTAAATGGATGCTT 

CMATTTCAACCAGTATTTTCGATTTTTTGAGGTCTATCATCTGMCCCTTAGTGGCAAA 

CMTTCCAAAATTCAACATATTTTTATTTGTTAMTATNTGAATNTTATTNMTNTNTTC 

CTTMTAMCTGACTGGACAAAACTAGAMACMCCNTTTCAATCTCANTTAACTTTNAA 

ATGAmACCTTGAATTTTCTACTACCATCTTAMTCCGTTTGAATTCCTTCCA 

CNATTTCTAAATGC I I I I I I I It I 

Sequence 5864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTCCCA 

CAACAGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGATG 

ACAAACTTGGAGTTCAATGTTCAAGGGC 

Sequence 5865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I I I I H I 1 1 1 I I 1 1 I 1 1 I GAGACAGAGT 

CTCGCTCAGTCGCCCANGCAGAGCTTGCAGNGAGCAGAGATCACACCACTGCACTCCAGC 

CTGGGC GACT CAGGGAGCCTCCGTCTCMAMCMCTTTTTTTCATCCATGGACAATTGT 

TGTCTTGTTTTGGTCCTCTTTAGGAGGTGGTTTTATAATCAGCTATAAAACTCCAATAGG 

TGCTCTTGMTGCAGGTTTCTGATAACTTTGGAGATTGTGACAACAGGAATAGAGGAANG 

AACCTTCAGGACTCATGGAGAGCTAAATGTTCATGAGTATCAAGCAGGAATTAACAGGAA 

TTMCTGCATGGACTGMCCMTCTTTTTTACTTTTTGCTCAAMTATTTGCTGGNCC^ 

TGGATTTGCGTTTCCGAGTCTTATGACTTTTCTTTTGAGCTACTGACAMTTT 

Sequence 5866 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

MGACACTTCMTTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTACG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

TCTCTTCCTTCTCCTCTTCTCMGTAAMGGAMGGGTGTCTTTTGGAGTCATGAGCTGT 

GAAGCCTGTAGTTAAGGGAGGGGTGACACTAGCACTCCCTTGGCTGTCCCAGCTGGTGTC 

TCAATATGTCGTCTGCTCCCCCTAGTTCACTGTCTCTGGGCCTAGTTCANCTCTAGGATT 

CACCTMGAGTTACAGTCCTTATGGCCTAMCTGCCTTTCAAGTTTACTTAGAGACCAAG 

AGCACTTTGACTCTCAATGGCAAGGTCTGCANGCACTCANTCTTGGACCACTAAGATCTA 

CNGGTTCCCCTCTGACTANGGTTGGTTTAAGTG 

Sequence 5867 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I II I 1 1 1 I 11 I I I I I 11 I ) I I GTAGAG ACAG A 
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GTCTTGCTTTGTTATGCAGGTTGGAGTGCTGTGGCACAATCTTAGATCATCACAGCACTG 

AACTCTA GGCTC AAGTGATCCTTCCTGCTTCAGCCTCCCCAATAGCTGGGACTACAGGTC 

CGGTTGATTTTTAGMTTTTTTTGTAGAGACAGAGTTCTCACTATGTTGCCCAGGT^ 

TTTGAATGCCTGACCTCAAACAATCCTCCTGCCTCAACCTCCCAAAGTGCTGGGATTTCG 

GGCGT GAGA CACCATGCCTGGCCMCGTTMGCATCTATTCATGTTCTTACTGGCCATTT 

GNGGATTTTCTTGCCTATCCAAATTCTTTACCATTTT^ 

TATTATTAMGTTGGAMGAAGTCTTTATATATTCTAAAAATATTCCTGCTGAACCCCAT 

AMNANACATGGTTTACAMTATTTTCCCTCATTTTGAGGGGTATCTTTTATCCTTCACT 

TTCCTGACAGGGGNCTTTGMGTATGMCANTTTTAMTTTTGATGAAMGCCCMTTTA 

ATCTATTTTTTT 

Sequence 5868 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAATCACCTCTAGATTACTTGTTATACC 

TACTACMTGTAMT GCTATG TAMTGGTTGCTATACTATATTGTTTGTTTGTTGTTATT 

GTTGTTGGATTGTTATTTTTTATTGTGAGTTTCTT^ 

TTGGTTGAACCTGCAGATGCAGAACTCCCAGATACAAAGGTCCAACTGTATACATATTTT 

AAAACAATATGTTATACATAATAAATATAT 

Sequence 5869 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTGAGAGATTGGGAGMGCTTTTGATTC 

TCAGCTGGTTATTGGAGTAAGAGAATCCTATGTTAACCTTTGTTCTAATCCTGAGGATAA 

ACTTCAMTTTATAGGGACAATTTTGAGMGGCATACTTGGATTCAACAGAGAGATTTTA 

TAGAACACAAGCACCCTCGTATTTACAACAAAATGGTGTACCTACACAGGGCCCCTACAG 

CATGGTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAG 

GGAAAAGACATTTTGTATATTGGAGATC 

Sequence 5870 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTTTATTCCAGTAAATGCTGTAAGATTATATT 

CCAGATTTTTAAGGAAAAAAGTTAAGTCAAGCCTGCAAGATCAGCTTTCTCAAGTGTCTA 

CAATGCCAGTATGAAAATAAAAAATTAAGTTACACTGATACATCCAAG 1 1 I I I I 1 1 AATA 

TGCAGTGATGAGCACAAACATTAATAGAGATAAAATACTGATGCAAATAACACACCCCAA 

AGTMCAAATGCMTTATTTTCCACCATTTACAATACAGTAGTTACAATGACACTCCAAA 

CAGAAAAGCAMGTAAAAAATCMMCCCCAATTTCTATTCATGTAATTAGACTTATACA 

GAAATTAGAAGGCTAAATAACAACTAGTTAATCACCTAATTTCACAGCTATCTGAAGTGG 

CAATCGTTATATAGCAGCTTATCTATGATACATTCAAGATAAAATGATACAATTTATTAC 

TTGCCTGTMGCTAAAAACACAGNCTCAATTTMTACCCTTTCCTTAMTTNCAACTTTA 

CACTACAATATACTTGANGGCTATGCAAAAAGGAACTTCCNTTTATATAAGGAAATGGAT 

GGATTMGTCTTTGGGGCTGNAAAAAGCCMCTTmTlTAMCCGMCTTMCCACTTCC 

ATTACCACCACCCA 

Sequence 5871 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I M IN I I I Ml I I II I I I I I I I AT ATT 

TTTAGTAGGGACAGGGTTTCACCATGTTGGCCAGGCTGGTTTCGAACTCCTGACCTNAAG 

TGGTCCGCCCCCCN TGGGCC TCCNAAAGTGGCTTAGGATTATAGGTGTGGAACCACCGCA 

CCTGGCCCCANATMTTTTTTAATAGTCTCTCGTATTACTGAGTTTTTTCATATTATATA 

TAMG ATTCTGTATTTGTTTGTTGTTTTCTG N 

Sequence 5872 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I WW WW 

nTTTTTTTTTTI iGGGGGGGGTGTGTGTGTGTATCTTATTAGTTCTGTCCCTCTAAGAG 

AACCCTGACTAATACAACCTTCAACTTAGAAAAGTTAAGAAAAGAGCAAATAGGAATAAT 

ATAAAAATTGAGAAGATAAAGACAAGAGGAAGAAATTAATAAAACAGAAAGCAAAGATNG 

ACTAGAAGGAMCAACAGAGCCAMTATTGGTTCTTTGCAAAAACTAATAAAATTGGCAT 

ACCTCTGGCAAAAGTGAATGAGAAATACAGAAAGAGGGCACAAATAATATTATGAATCAA 

AAAGGGACACAACTACNGATGTAGCAGATATTAAAAAGGTAATAAGAGAAATTTACTAAA 

TTCCTTAGGTGAAATAGACATATTCCTAGGAAAGTNTGAACTCCAATATGGGCTCAAAAA 
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GATTCAAAAAATCTCTAATTTAAAAATTAAAG 
Sequence 5873 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATCAGAACATACTAAAATGGAAGTCCTT 

TGGATTATAGTTTTGTTTATGGATATTACACAATGMTGCTTGTCTGMCAGTTCTTACT . 

TGCCAGTTCCACTATTCTTCATCTTCACCACCTTCTACTGGTCAGTCTTTCATCACTTAA 

AAAAAAAAAAAAAAAMTCACACATCATTGTGGTTTTTTTCCCCCTTMTTCTGTCTCTT 

CTAGCCAGMGCATC TGGC TTMGCATATTTCATCMCTTCTCTGTTATTTCTTTTAAAG 

ATCTTTATCTCTGAMTTTTCCCAGMGATACAAGTTTTGGTAATATTATCAATAGGAAT 

TTTGGAGACTTGGG CATTC ATCTTTGTCTCAAAAACAAACAGAAAGCCAACCTTCAAATA 

AMCAAATTTG AAAGT TTTAGCTCMTAATTTGGGGACATTTTACTTAAATTACAAAAGA 

ACATMTTATGATTTTATGATCCGATATTAGTGGTAGGTTTATTTCCCCCTTACTGGCAT 

TAAAT 

Sequence 5874 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCTTrCTATATACAGATTTTAAMTAGMGTTTT 

TTTAATATTGAAAACAATCCAGATTTGATGGAAGACACAATCTGCAGATTCATAATGAAC 

CTAAATCCATGATAAATCTATAGCTAGACATATAATAAAAACTGCGTATCTCCAAAGTAA 

AAGATATTATCTTAGAACAGCTCAAGAGATGTCAGTTCTAAATCTACAGCTCTAAGGACA 

TMTTTCAGAAGGTATAAAGAATTCTCCTAGAAGGAACATCTGACACACAAGAAAAAAGG 

TAAGCCCCCCCATGTCCCATCAAAAAAATAAACATTGACTATATAAAATACTAATAATAT 

CCAATTTGGAGATTTMTAAAGAACTTGTGGAATTTMTTAGAATTMTGTTATTTCAAT 

ACCTTTGTGTTGTTTGGAAAGAGGGGTAGCATTTTTAGATGTTTAANGATAATCAAAAGG 

ACTTGTACATTCACATTCCAAATCAGTNAAGGGAAAATATATGATTAAATAGAAAACCCA 

A CTGATCC CCAAAGATAGGAGGAGAGATAAAGGNGGGAAAGAAGCCCACNTNGGAAAAGA 

AATTTTTTAAAAATAGGATGGCAAAAATA 

Sequence 5875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATATAAATGCAGTATGACGAAAAGTTATCA 

ATAAAAAATATGGAAATAGAGTCAACATTTGTGTAGACTACCTTTACTAATATCTAATCA 

GGMTGATCACTGMTATTATCTTGAGCCAGAMGATCTTTTTAAAMTTCTTTGTCAAT 

CTATTGCCMGAAGTCCATTTCCACAGCTCTTTMCTTTMTAMCTATTTTTGGCAATG 

GGAAAAAAGAAAATGGAAAAAGAAATCAAGTGGAAATTATCATAACAAAATAAAAGTGAC 

AC AATGAG AMGAATCTTAAAAATTMTCCCCCACCCTGATATTTTGGGGGAAAAACACT 

CAA I I I I I CTATCATATATATTTTTCTTTTCTCTCTCTCCTCTG NGCGTGTGTGTGTATG 

TGTGTGTGTCTGTGTGTGTGTGCATTTTCCATACTACCAATGGGAGGCTGAAAGCAATGA 

MGACAAMCATTGTAMGCATTTTTAAATATTCAAAATAAAATACAAAATAAATGTACC 

TGCCCCGGG 

Sequence 5876 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCAGTCCTGTTTGTGCTAAGATTCTTTCAAAT 

ATACTCCTAATTCCACTTATCAACCAAGTTTAAAAGAAAAAAATATGAAAATAAACTATA 

TTTTAA AGNT GNCANTGGTTTCTGCTTGAAMTTGATTCTTCTTTTACAMCCTCCTAM 

MCTTATTTTCTACCTTAMTTGAAMTTCACCTMGTCACAGCACTTATGTTTAMTAA 

GGACCCTCTGTTGCTCATTTTTTGACATTTTTGAMTCCAGAGTGACTCTGTTT^ 

TGCTTATTAAGGCTATTATTACTATAATTATTGGGATAATAAATT 

Sequence 5877 

CANCTTTCGAGCGGCCCGCCCGGGCAGGTACCCCAGAATGTATTGACAAGCTGCTCCGTC 

CCAGACTAATGGGGCAGGGACTTTCCCATTAAGCTTAGTGCAGGCCAAGAGCAGTGGTGC 

CCTCTCAAGGCAGGCCGATGCTGAAGAGGCCCAGGTGACAGCGGGATATGTCAACCTGTG 

TCCATAATCTATGGTAAGTATGTTCTTACTTAACTCCTTAATTAGGCAAGTCCCTTCCAG 

GGGGAAGAATGAATGAGGAGACAGAAGGAAGCCAGGAGATGACGTATGTCCTCTTTCAAG 

GAAGAAAACTTCTGTAATGGAGAATAAGTCTACTTCAATCAATAATTAAAAATTGGTCAT 

ATTTATTAGMGCAAATGGTGAGAGGGGAGACTTTGAGGTTTTCATTTTACCTGGACGAA 
CAATT 



• 
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Sequence 5878 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGGCA 

GAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGCCT 

GAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCAAT 

AGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCATT 

GTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCACCA 

ATCGMTTGTAGAGCTGCTTGTGTTCCCTTTTGATTCTTCTTTTTAACAA i MINIMI 

TTTTGCCAAACAATATCAATGGTGATGCCGTCCCCTGTGCGGTCTGATGCGCCTTCTCCG 

TGACGCCTTCAGCTTCTTTTGTCCGTGGATGCTTCGTGGGAATGCCCANAGCCCCAATGT 

GCTTT GTGGAG AGCATGGACAGACTTCGGGGGGGTCATTGGTTGATGMTTTTAATCGTA 

CTATAAI n n I I I IATTCTAAAGGCTCTGNTCTTAAAACGTAAAGANTCNGGGGGTTGG 

GGCCAAA 

Sequence 5879 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCTAGGACCATGCAGGATGTGGGCA 

AACAAGAGGAGAAGGCTGCCTCTCATGTTCCTCCCCCTCGGTCCCCACGCTTAGGGAGAT 

GTGGGGCTGGCGATGGGAAAGCTGTATGGCAACGACTTCAGCCAGACCACCATCTCACGA 

TTTGAGGCCCTCAACCTGAGCTTCAAGAACATGTGCAAGCTCAAGCCCCTGCTGGAGAAG 

TGGCTGAATGATGCAGAGTCCTCTCCGTCAGACCCCTCAGTGAGCACGCCCAGCTCCTAC 

CCC 

Sequence 5880 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAGAGCTCGGTG 

GACAAATCAAAGCCCTGGAGTAGGTCCATCGAGGACCTGCACAGAGGGAGCAACCTGCCT 

CACCTGTGGGCAACAGTGTCTCCCGCTCTGGAAGACATTCTGCACTGCGATATAATACAT 

TGCCAAGCAGAAGAACTCTGAAAAATTCAAGATTAGTGAGTAAGAAAGATGATGTGCATG 

TCTGTATCATGTGTTTACGTGCCATCATGAATTATCAGTATNGTTTCAACATGGCATGTC 

TCATCACACGCTGCAATGAGATTGCCTAACCTGAACAACAAGAATCCCAGAACA 

Sequence 5881 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I II I II II II I II I I II HI I III I H II GT 

AAAGATAGGGGTATCACTATGTTGCCCAGGCTGGTCTCAAACTCCAGGCCTCANCATCCC 

AMGTGTTAGGATTACAGGCATGAGCCACCATGACTGGCACTMTTTTATTATTACATAC 

CTAGGTATGATTATATTTGTTTATTCTATTTAMGTTCACTGANTTTCTTGGATCTGAAA 

GTTTATGGTTATCATCAAATTTGGAAAATTTATAATCACTGTTTC1 I I I INI I I II IAAN 

GAMTTGCCCAAACTNNTCTTAAACTCCTATACTCAMMATCCTTTNATTTNAACCTNT 

NAAMTNCTGGNATTACMGCATTMGCANAAAAATCNTTTTAACCCAAAAATTCNAATC 

CMCCTMNCAACATNNCAAAAACTNCCATTTTTAAANAAAAGATTAAAAAANAAANACN 

NATTNCCNATAAACCTTNAAAATTTCTTMCTTCATTCMNAATCANAAAAACATTTTAA 

AACAAAATNCTATTTCTNMTATTATACTTNCCAMTNTTTTAAAAATTANTNACCCCCC 

ANNCCTTTTTTAMTNTNAAMAAMNCCTTCTTTACCCTTTNAANAAAA 

Sequence 5882 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGTGAAACCCCGTCTCTACTAAAAAAT 

ACAAAAAATTAGCCAGGCGTGGTGGCGGCCGCCTGTAGTGCAGCTACTCCCGAAGCTGAA 

GGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGTAGTGAGCTGAGATTGCGCCACT 

GCACTCCAACCTGGGCGACAGAGTGAGACTCCGTCCCAAAAAAAAAAAAAAAAAAAAAAA 

ANGTACGCGGGGATGTGTGTAGTCGGGTATGAGAACGATTGCAAGCAAAAGCAGCTGAGG 

GACGCTGTCCAAGGAGTAGGCTCAGTANCACGAACTGCAAATACTTGAGAAGGGAAAAGT 

TCMCCTCGTGCTGGAAAGTGGTTTAACATGCTGGAACTGGNTTTCTGCTTGGTAGCCCT 

ACAACTTTGGCCCAACTACTTGGNCTNTGGGACTTAAATTCCTCCTTT 

Sequence 5883 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGTAGCATTTTACCCCACTTTCCTCTGTC 
CAAAGCGACATACAAGTAACGGGCCTGCTTCGTGCTGCATTAGAACAGGCATAAAAAGCA 
AATCATTTACTTTCCGGAAACAGAGTCCAACTGCACAGAGCATTCGCGGTTATTCCCTTG 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

514/599 



TTCTATCATTTTCTACCACCCAACAACATTCAGCAAAACGAGTTAATAATAGTTACTGGT 

GTTTGAGGMGGGTAAAAAAATAAAATAAAATAAAATAAAACTAAAGAACACACATGGCA 

GAGATCGATATTACTGCAAAAGCAGGTGAATGCGGGAACATCCTTGGCTTGCCAGGCTTT 

ATGTGAAGCTTGCACTGCAAGTTAAAAAACAAAACAAAAAAGTTAGAAATAATAATAAAT 

TAAAAAGAAAGGAAAATTAGGAGCGACAGCACCAGCATTCAAGTGATGGTGAATGCTCAT 

GCAATGATTATGGAATTGACAGAAATTAAAACCAAAAATTTGAGAAGGCTACTCTACATG 

ACAAGCCAAAGCAAAATTT 

Sequence 5884 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGAATAACATTCGGAAATAAACATTCAGAAGAT 

AAGCCCAGTATATGTAAGAATCTAATAAGATAAATATATTTCAAATTAATAGGGAAATTA 

TAGTTATTCTACATTTACAGMGATTTTGGAAGMGGTGCTGGCTATTTGTTATGGGGAA 

AGGATGGATTMTTGCTGCCCCATATTTMGTATGTTCTTTTTTCCTTTTTT 

AGTTTGTCAGTGTGAMTAAAATGTTCTTTTTTAATTAAAATCTAMTTAAAAATTA 

ATGGAGACAMAGGAAAATAGGCTGGCATTTTTACAGTGTCAGGGGTGGGTTAGCCAAAA 

GACATGATATCAGAAGCAGAAAATAAAGTGGATCCCGTTTGGCTAAATAGAAACCAAAAC 

ATATAGCAGAGACTTGTAAATAAA 

Sequence 5885 

CCCTTAGCGTG GTCGCGGCCGAGGTA C T 1 I i I I 1 11 11 M I I 1 I 1 1 1 1 1 1 I I I G 1 1 I i I I 

nTTTTTTTT TTTTTTTI 1 ) 1 I 1 1 1 I I I 1 1 1 1 1 1 1 NTTTTTTTN I I I I I I I 1 I I N 

NNTIsrTT TATTG TGGTANNTNNTNAAAANCTTAAANTATATAAACANGACNATANGTTATA 
NNGANrmTTGACTTMTCANATTNNGGmGATAANAACNTNTANTAAGGCTTT 
Sequence 5886 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAAATATACTGGCCTAGCAGAGGCAAAAAA 
AAAAMTGMTTTTAITTTACTTGTCACACCTGTCTTATAAACTGGAGTTTTGCTACAA^ 
AAAAAAAAAMAAAAMAMGTACGTACGCTGGATGCAGGCNMGGArsrTTTTT 
Sequence 5887 

CCCTTAGCG TGGTC GCGGCCCGAGGTAC I I I I 1 1 I 1 1 1 1 I 1 11 \ I 1 1 1 1 NNGCTCTTGCA 

TTGAMTTGGTTTTACTGTGCTGAGCTCTGTGCAAAGGAGAAAAGTGMGTTTGAAATTC 

ACTMCACCTGCAGAAAATCTCTTACTGCTCTTTAACACACAAGCACCAGGACTTGACTC 

ACATTATTACMCTCAATCCACTTGAACACTMTTGGCCTGCCTGCTTCATGCCAGGTCT 

ATAAATAGGTGATCAAAATGATCATCAAAATGAACAGGGAGTGCCAAGGTCCTGANCAGA 

GAACGGAATGACAGCAAAGGAAATGAGACCTTGGGTGAGGTGAACCCTGGGTGGACGCTC 

AACAAAGGANAAGGGCACCAGGGCTNTGGAGTCCTGAACTACCCAAAGAAAAGCGGAGAA 

CAATGATTAGGCACTGAGGACTCAAANAAAGCCAGAGTCCACAGGGAAAGGGGAACAGCC 

CCAAGGTCATNTCCCGNACCCCTCTTCCAGGGCAAGCAAGTNCTGTCCCCTGAACCCAAC 

TCCAMCCCTGCCAGGTNACAGNACCTTTTTTGTGMCNCTTCCAGTTATGGGGGAAATC 

ACAGGACTGGTCACTTCTATTTNTGACCTTNCCTTAMTTGTTTAAMNGTTTTTATTAA 

AGTNTNTATTTTTNTTTTATTCAAACCCTNGGTTTTAGNTTTTTMTCT^ 

AAAAAACCCGGTTGCGGCCACCTGGAACCAATTTAAAAAAA 

Sequence 5888 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC 1 1 I I I I 1 1 I I I 1 I I I NGTTNTNNNNNNGGG 

GNCATTGATTTCTGTTCTTTTTATTATTTTCTTTATCTGCTTACATT 

TCTTCTCTTTCCAGTTTCTGAAGGTGAAMCTCAGGTCACTGATTTGAGACCTTTCTTTT 

TTGTTATMTATAGGATCTTAGNGCTTAMTTTGCCTCCAAAGCATACATTAGTTGCAAC 

TCCCTGATTCTGATATATCGGGGTTTTCATTTTCAGCTCMTGAACTTTCCAATTTCTCT 

TTTGATTTCTTATTT 

Sequence 5889 

CCCTTAGCG TGGTC GCGGCCGAGGTACCAGCATGGAATTATAGCACCACCTTGTGGTTAA 
CATGC CAGTA TTTTACCTTTTGTTAAMCMGTGATTTCCCATCAMCAGGATMTATTT 
TTTCCCTTTTGAAAAACTCAATTTTAAAMGAMCATTTTTGMGTTT^ 
TAGAMMMGTTAAGTCTCTTTCTACCCTTTCTTTTTTTCTTTATATAGTGCAGATATA 
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CACACAGAGAAGGGACTTMAACATTTCTAATCTCCTAGTTTATATACAGTGTGCAAAAT 

ATMGTMG TATA TATTGAAAATATMAATATTTCATATATGTTATCAGGTGGAAATTTA 

GMTCCAMTTTTCTTAAACTTTAATAACTTGTCTAACAACTCTCTAATAGGGACTAAAA 

ATCMCTCMTATATCATACATTTACACTTACMAGAGTCTTTAGACAACATAATTTTTG 

GMAMTAMGCAAATTCAACTTTATTGGAGTTATTGGACAGATCAGCAMTTGTTATTT 

TAAAAAGT 

Sequence 5890 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAATAAATACAAGTTAGTAGCTCCAAAAAAC 

TACTTTCCCTAAA MGTCAT TTCTGTCGMCMTTTAAGGAGCAAAGCATCCTTAAAATG 

AAMTGCACTAATCTTTTTTACMCCTGCACMTTMGTATTTCAGAAAAACAAAAACTT 

GTGCAAAATGGTAAGAAACGCCCACCTATACAAATTTAATATTAAATCAGATGAGAACAT 

GMT TTATAAGTAAAAAACAATTTAATA7TAATAATATATAGAGAAATTAAATATTGAAA . 

TTTTMCTTTGTATCACTAATMTCTCAGCTTCAGTGAMTMTTTAAAAAAAGCTGTCA 

AACACTMTTTCCTAAATAAACTGAAACCTATGAATTGACAGTAAATACTTCAGAATCTC 

TMCMTGMGACCTGCAAAATCAGCCTMTTATTTTCCAGTGTGTGTGTACCTGCCXGG 

GCGGCCGCTCGAAAGGGC 

Sequence 5891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNANMTTTATTMCNCTTCTTTANTACAGT 

GGAACANTTNTGCCCATGGGTCCCAGAACATTGGGACNATGGAGNCTGGATGNATGGGAA 

AGAATTGNCAGAGATTTNANNANGGCGCNTAACTGAAGGAGCCAAAATGNCATTNNNTGN 

NTTGGTAAAGAGTGGTGTGTTGGANATAGGCACGCGTCTGNGAGCCATTGCTAAANAGAT 

GNTGANGCNGAGGTCATGTGNGGGAGAGGCAAGGNGACTATNNAAAAACTNACTTCACAN 

TCTTNATGTGAGGGACAGCGANCCTACTGGAACTTAAAGAACAAGAAN 

Sequence 5892 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGACATGCCAGCACAGAAGGTGTGTTCAT 

TCAGTATGGGCTGCACCCCTACAGGGCTCTTCGGTGTCTTCTTTTCGGGGACTGTGCTGC 

CTTCATAATGCCTTATGCATTGGTCTTGGTCAGCCACAGGCAGCATGACATACTTCANAT 

GGTCAGTAMTTTAAAATTGGCATTTCNCGCCCANCCANAAACATAACCCACACCCCCTA 

CTTCTGCATMTCCTTTGAAAGTAGGCAAATGGGCATCACTCTCTCATTAACAAACACCT 

TCTGTTTGMTTTGATNAGC TCAATA TCTACCTGGGANTATTTAGGGTGTAAAAACAACC 

TTCTCMTCTCTA CAAAC TNCTTTTTCCCCACATAAAAATGTTAAAATAAGGGCAATGTC 

TTTCACTTNTrTACATTTTCTNMTNGTTCAANAAAAAAATTm 

CATTNTT CATTAATCAACNTTNCACCTTTNGTTNAAATTATTGTTNG NAA ACCATCTTTA 
ACCTTCCAAAAAAAAACTTCCTTTAACATTCAAANATNCCACCCAAAAATCCCCTNCACT 
TNATTTCCCAAATTC 
Sequence 5893 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGCTGTGATACAtGTGGCGATNGATCTTC 

TTAGATTCACGGCATNNTCTGATCATCCGGCGCATAATCCCATCNGCTCATCCATGNGAC 

CTTCTCTGGCATTCGGGCATTGGCTGTACAATGGGGACGCCTCANACCCTTGCCACTCTC 

TTCAGAMTCATCTCTGTTACAGACTGTTCCTGANGNNCCNACATTAAANAACTTTGTGG 

MTNCNTTTGCTATGGCGACGGCCACCTGGTCTTCTATTACAGCCTTCTGAGTTCAAAGT 

AAAACCAAAGGAAGGCAGGACTCTGCGTGGCTGATCTCNGTTAACTGTCACTCTGATCTT 

TGGATAGTCACTTATTCCATTAGGAGATTTATTACCCAGTTTCAGCATGTNGNTCCAGGA 

TCCAGAACCTGTCAGTTCACANGATGAAGAGTTCCAAAATACCTNTCCTGGAAGGGGCCN 

CATTCNGNGTTTCATTACMGCAAMTTTCCATNGGCTTTGTGGGCAGCTGGAATGGGAA 

Sequence 5894 

CCCTTTCGAGCGGCCG CCCGGGCAGGTACTTTA I I I I I M I I I I II II I I I II CM I I I I 

inn i in in 1 1 ii 1 1 u 1 1 nun mm mi m a m nun h inn i mum 

u 1 1 i i n M M I I I I I NTTNGAAAAAANMMATTTTTTNNNNNGNAAAAAAAAAAAAA 
NTTTTn NNAAAAAACNNNTTTNAAAAAANTTNNNNNAMNNTTTTNCANTTCTNCCTNG 
GNNNGMNNNCNTTNNGGGGAANTTCCNNCNNNCTGGGGGGNNTTTTTNTNNGANNCAAA 




WO 01/070979 



PCMJS01/09126 



TABLE 1A 
516/599 



NTNNGCNNMATTTGGGNAAAAAMGGGAAAAANTNTTTCCTNGNGAAAAATNTTTTCCC 

CNAAAAATTNCAAAAAAAAATAAAGCCGNAAAANAAAANNTTAAAACCNNGGGGCCCTNA 

NGN GGGGG CCCNNCCCNANTTANTTGGGGGNGGNCCNNATTCCCCCTTTTTAAAAAAAAA 

MNCTTTTTNGCNNNTTTTTTT^ 

TTNT^^^TTGGGGNCNTTT^TTCCT^ 

TNGGGNNGGGGGNAGNGGGTTTTTATTTTCNTAAMNGGGGGTTTCTGTTT^ 
MTATGGGGGGTTTCCCCAGNAAMAAATTTNTTNAAAAAANGCCCCANAAAAAGGCNNA 
AACCCTNAAAAANGCCC I I I I I I i IG 
Sequence 5895 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAATTTAAAATAACTAA 

AAGAATATAACTGGATTGTTTGTAACACAAATGATAAACGCTTGAGGTAATGGATCGATA 

TTTACCCTGATGTAATTATTCACATTGCACCGTCTGTATTCAAAATACCCCATCTAACTC 

ATAMTATTTATAT CTACTA TCTACACAAAAMTTAMMTTAAAAMATTTTTGCATGA 

TGATCTTMCTGAATTTTTCMTMTAAAACATTGTCTGTTTTCAT^ 

CMTTTCMTTATGTTTAATTATTTTGCATCCTGMTAAAAAATCTTCTTATAGTGCAAG 

ATTTTGAAGGCAATCTAGACTTACTTCTAGAATTGGTATGTTCTACCTGTATAATCAGGC 

TACM TTCAT GTCCAATTMTTTTCATATGTAAAGGTGAGTTATATTTTTCATGAAGTGG 

TTCAGTTTTTCAGCCCCACTTAMAAMTGTAGAAATGGTTCTTGCTCANGTTAAACCGG 

ACCTGCI 1 1 I 1 1 I IAA 

Sequence 5896 

GCCGTGNGNNGGGGTTTTNNNCNAAATTCGCCNTTTCGAGCGGCCGCCCGGGCAGGTNCT 

TTANAGCCACAAAGTCTAANACGATGCCTTAAATNCAAGAAGGCTGAGGGACTCCTNAGG 

TGANCTGATGCCAGAATAGGCAGAATGAAAAAAAATGAACTCGAAGACATGAAGAACAAC - 

ACACAACAGCCACGGTTTGGCAAGAGACCAACCTCAGNTCANACTTTCCATCTGAGCACA 

GCCGTTTGGWATGAGCTTTTTACTGAATTTTATAGCMCTCTGATTTCT^ 

GATTGGAGGCTTTTTAAAGATCTTATGGGGCTCAAATACTMCTTCATAAATGGCCTTTT 

GMTACAGCAGCAAATAATCTCTCAGCTGATATTTCAATTTACTAAGGGAAGCACAAATT 

AAAACATTCCTGCTACACAGTCATGGTCTGGCCACACACTGGGGTGAATACTGGCCCTGG 

TGMCAACTGTAGTGCCACAAGTTAGMGTNCTATGTNMCACATTCAGCAAACCTTTTG 

GGAGCAGCMCATTATGAATCTTTTCTTTTTTTGAGMCNGAGTNCTGCTTTGTCANCCA 

AGCTGGAGTGCAATNGTGCAATNTNAATTACTGGAGCCTTCACCTCCANGGTCAAGCTTT 

T TTCTG GC TTAANC CTCCAAGTAGGTTGGGCTTCANGGACACCCCCNCACCCCCGGGGTA 

CTTTTTGNISITTTTTAGGNGAGACACTTCCTCNAAMCCAAAAANCCNAANNCA 

GGACCCTTAANTTAAACTACTTNTTTNACCTTA A 1 1 H II I I I I A 

Sequence 5897 

CCCTTAGCGTGGTCGCGGNCGAGGTACGTATGTATAAAAACCGTGCCCTTGTTCACTGCC 

AACACAACATCTGGGTGGACATGAACTCATTACAACAAATCTTATGTGGATGTTGTAAGA 

AGTCACTCAATGTCTGTGGATTTMTAAGTCACTTCACACCACAGAAAATATTTAATAAA 

TCCAAAAAAAGGAAAGAAGAATATNACCGACAGAAGAGCTTCTGTCTCAGTTCTCTGAAA 

CTGAGTCCCCCATAGGAAACTGGTCCCAAAGTTCTCGAGGGGTCATTGAAGAAACTTCGG 

TTTGCTAATTTTT 

Sequence 5898 

CC CTTTC GAGCGGCCGCCCGGGCAGGTACTTGTTCTCAAGGGAATCTTCAGCTTAGGTGG 

CTCTT7TAATMCAAAAAAATCCTTTCCTTCGAAAGTAACATCCTCTCAAGGCCAGGAAT 

TCCATTAGTAGAAAGCCTTCCTAAAAAACAAAATTCCTGGCCAGGCATGGGTTCACGTCT 

GTAATCTCAGCACTCTGGGAGGCCGAGGCGGGAAGATCACTTGATGTCAGGAGTCGAGGC 

GGGMGATCACTTGACATCAGGAGTTCGAGACTGGCCCGGCCAACATGGTGAAACCCCAT 

CTCCACTAAAAATACAAAAATTAGCCTGGTGTGGTGGTGGGCACCTATAATCCCAGCGAC 

TTGGGAGGCTAAGGCAGGAGAATTTCTTGAACCCAGGAGGCAGAGGTTGCAAGTGACCAG 

CAAGGTTGCGCCATTGCACCCCACCTGGGCGATAAGAGTGAAAACTCCATCTCAAAAAAA 

MAMMAAATTNCTTTGGGAAGGCCTTCTACATAAAAATCTTTAACATGAAACTGGGAA 
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AAAA 

Sequence 5899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTAATGGAATACTMGTCCCTCTG 

TAGTTTATGAACCMGCTATTCCTAGGCCTGAGTTTTATTTTGTTGACACAGAAATAAAT 

TNNAAGGCCCAANNCNTGGTGGCATTGTGCCTTGTAGTCCTAGTTGCTGAGGTAAGAGGA 

TTGCTTGAGCCCAGGAGTTCAAGGCTGCAGCAAGCTTTGATTGCGCCACTGCACTCCAGC 

CTTGGCGACAGACTAAGACGCTGTCCCAAAAAAAAAAAAACGACTATANAAAAAACAAAN 

ACAGAAAAAATAAACTAAGGCAATGACAGTCCCTGGCAAATG 

Sequence 5900 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTAAAATTTTATTAGAAATCGCTCAGCTTAC 

ACACTCCMTCAGGMGTTATTTAAATCACCTCAGATAAAACCTTTGTGACCTAACCTAA 

TACANTCCTTATTGCCGGNATCATGGAATTAC7TTTCAGGAAAAAAGGAAMTCCATTTT 

TCCAAATTATGGTTCAAANGGGACCAATAAGTTAATCCTTAATTGNTGGAAAATAAAAAA 

MTGGTGGGTGGCCTTTTANANNTGGGTTCTTCAACCTTGGTTAAANGGGNAAATAAAAA 

AAAAATAAATTT CCANGT NNCMGGGGGCCTTTTCTA7TAATTTCAAAANTNTTAAGGNA 

ACCMTNCCNTNTTTTTTAACCCTTAAAAAANTGGNAAGNAAAAAAANACCCTTANCNAA 

I 1 1 1 I I I I AAAAAAAAACCCGGTTGGNCCTTTTTTTAAANAAAAACCCANAANANAACCG 

GGGGNAAMTTTTMTGNAAAAAAAAAAAMAAGGNAACCCATTMTTNGNCCATTTTCT 

TTTTAAAAAGGNAAAACCTT 

Sequence 5901 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTAAATTCAATACAGATGCTGCTGMTTCATTCCTCAGGAGAAAAAAAATTCTGGTCT 

AAATTGTGGGACTCAAAGGAGACTAGACTCTAATAGGATTGGTAGAAGAAATTACAGTTC 

ACCACCTCCCTGTCACCTTTCCAGGCAGGTCCCTTATGATGAAATCTCTGCTGTTCATCA 

GCATAGTTATCATCCGTCAGGAAGCAAACCTAAGAGTCAGCAGACGTCTTTCCAGTCCTC 

TCCTTGTAATAAATCGCCCAAGAGCCATGGCCTTCAGAATCAACCTTGGCAGAAATTGAG 

GAATGAGAAGCACCATATCAGAGTCAAGAAAGCACAGAGTCTTGCTGAGCAGACCTCAGA 

TACAGCTGGATTAGAGAGCTCGACCAGATCAGAGAGTGGGACAGACCTCAGAGAGCATAG 

TCCTTCTGAGAGTGAGAAGGAAGTTGTGGGGTGCAGATCCCAGGGGAGCAAAACCCAAAA 

AAGCAACACAGGTTGTATACAGCTATNGGTAGAGGACCAAAAGTTCAAGGGGAAACTCAA 

AATGTGAATGGGAGTAACCCGAACAACTTCCAA 

Sequence 5902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I II M I I I I I I I I I I I IC I I I I I I I I I 
) M ) I I I I I ) I I I I H I I I ) ) 1 1 I M ) I I I I ) I N N I NT ANN 1 1 1 N I I I I I N I 1 1 1 1 
TTTTTNCCCNNNNNNNMNNTNCNTTTTTTTNGGNNNTNNNNANCCCNTT^ 
TNTNTAANNGGGMNGTNTNNMNNTTNNTTAAAAAGGGGGGNAAAAAAATTTTTTTAAA 
AAAAAAATGGGGGGGGNANGGNTTTTNAAAAAAGGGNAAAAAAAAAAAACCTTNAANTCN 
AAAAANI I 1 1 I I I I I I I I 

Sequence 5903 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACTGAAGCCTTAAGCACTGTTGCGCCT 

CCATGTGCTTTGGATCAGCAACCCCAGTGGTGTTCTACCAGAGCATTGTGGGAAAGCAGA 

TGTATAGTCAGGTCCCAACAGCAAATTGTTGGGTGTGAGAGTTCTAAAGTATAGGGGTGA 

GGGMGAGAAGGATATGMCTCCTCTGACCTTMGCCAGCATTCATTCAACTTTTATGTC 

TACT TAACMGAGAACCTGNAGAAAACTACCGTATTCAANAGATTAATCAAAATCAAGTG 

TTTTAGCCAGGCGATGACAGAGMGCACCATTCCTCACCCTTNCATTCTTGNAATNTCTG 

TAATAAATTTCAAGTGCGTCAAGGATGGATGAACCCAAGATCCAGTGAATGATTCANCTG 

TTCCMGCCTTTACATTTTTCMTCATTCATCATCCMTTCTTAATTCAGTGTTAACCTT 

NTTG C ACTT ATTG G N G GTTAAATTTTATGT AAA ACC AAGTTT AATG I 1 1 1 1 I I I I I I I AA 

ANATGGT GCCC TA TGGTA MTAMNGTTTNNMCACCTGGGCTNTTTTNTTNTAANAGGG 

GGAGGGNTTTTGGTTTTTMGTTNG^^^ 

TNAAAANTGGAATTATTTAATTAAAAAA 
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Sequence 5904 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATATGTTTTGACATACATATATATTGTGAAA 

TGATTGCCACAATCCAGCTAATTAACATATCCATCCCTTATATAGGTATTGAAAAATTAA 

ACAAMTTMTTAATCTTTAGTCAGACTAAAAAAACATGAGTGAAGATCTAAATAAAATT 

GGAAATGACAAGTTAATAGAACTGATACTGCAGAAATTTAAAGGACATTAGTGGCTACTA 

TGAGGAACTATTAATATATGCTAACAAACTGGAAAATCTAGAATAAATGGAAACATTCTG 

AGATACTTACAACCTACCAAAATTGAACCGAGAAGAAATTCAAATACTGAATAGACCAAT 

AACAAGTNACAAGATCAAAGCCGTAAAAAAAAANGCTTCCAGTTAAAAAATNAAAATTAA 

MTTAAAAAATTAAAGCCTGGGCCTGATGGCTTCCTGNTGAGTTCTCCCAACATTAAACC 

AGGAAATTATTCCNAGTTTACTCMCCATTTCCAAAAATAAANGAGAANGGGATACCTTN 

AAACTTATNTATGANGGCCATTTTGGCCTTATTCCCAAACCCAAGGCCCCTTNAAAAAAN 

Sequence 5905 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 I I I I I I I I I I M I I 1 1 I I I I 1 1 CCTATTTA 

ATAGTTATTTNAT TNATA TTCTAATCTTTATTATTNACTTCATTATGCTAACTTTGGGTT 

TAGTT AGTTTCT CTTTTTCTMTTGTTNATTTGNAMGTTAGGTTGTTCGAGTTANATCT 

TTCTTATTTTTTAAT GTAG GTATTTATCACTGTMCATTTCCCTNTTAGCACTTNT^ 

TTGMTCCT GTAA GTTTTGTT GAGTT GTATGTTCATTTTTGTTTGNCTCMNATAT^ 

AAMTTCCCTTTTGATTTCTTCTTTTACCCAATGGTTGTTTAAGCATG^ 

TCTGCATTTTTGAAMTGTTCCTGTTTTCTTTGNTATNGACTTTNAATTT 

Sequence 5906 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCAGAGTATGCACGGCGCTTTGGTGTT 

CCGGTCATTGCTGATGGAGGMTCCMMTGTGGGTCATATTGCGAAAGCCTTGGCCCTT 

GGGGC CTCC ACAGTCATGATGGGCTCTCTCCTGGCTGCCACCACTGAGGCCCCTGGTGAA 

TACTTCTTTTCCGATGGGATCCGGCTAAAGAAATATCGCGGTATGGGTTCTCTCGATGCC 

ATGGACAAGCACCTCAGCAGCCAGAACAGATATTTCAGTGAAGCTGACAAAATCAAAGTG 

GCCCAGGGAGTGTCTGGTGCTGTGCAGGACAAAGGGTCAATCCACAAATTTGTCCCTTAC 

CTGATTGCTGGCATGCAACACTCATGCCAGGACATTGGTGCCAAGAGCTTGACCCAAGTC 

CGAGCCATGATGTACACATTTCACTTTAMCAGMMTCTTTCTTCAAAGAAATGACTTT 

ACTTTCTCTTTGCACTGCCAGCACCGTGAGATACTMCTrTTTTAACTAGGTGGTCTTCT 

TCTMGTCTCTACCG TTMTT AGAMTTTTTTGCTTTTCATAATGTGNMCCTTTAAGCA 

GGMGAAGAAAAATGTTTTTCAGATAGTTTCAMATACACCNAAAAATGTTTGNAACACA 

AAMTTCTTGGGAATCAMCCATAATNCACTTANTGMTATATAAGTTGGGATANNATTT 

GTTCTGAAAMTAAATTATTTGAMTTTMCTTTTAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5907 

CCCTTTCGA GCGGC CGCCCGGGCAGGTAC I 1 I 1 I I I 1 1 1 1 I i 1 1 1 I I I 1 1 I CTTTCATTG 
ATTTCTGNCCTTTTTATTATTTTCTTTATCT^ 

TTTCCAGTTTCTGAAGGGGAMACTCAGGTCACTGATTTGAGACCTTT CI MM 1 G TTAT 
AANATAGGATCTTAGNGCTTAAATTTGCCTCCAAGCATACATTAACTGCAACTCCGTGAT 
TCTGATATATCGGGTTTTCATTTTCAGCTCMTGMCTTTCCAATTT 
Sequence 5908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACAATGGTAATGAGACAAATTATCA 

AGAAATT GGAGCTGGGA TTCCTTAAAGAAAACAGAGAAGATGCCAGACTCCTTNTGGGGG 

CAAAANCTTTTGTTTTTTTNCTTATTGGMC^ 

NTCMATCTTAAMCCTCCNTTGGCTTNCTATMTTTTTGGTTTTCCTGGA I M M M M 
TAAA NCTTNGMMTMGGTTNATTTATTTACNAGGGGGGCCTTACCTCIsnTTGGGGGAG 
TT TTMNAM NTTAANNAAAAAAGGGGTTGCTTTTAANTAACCACCTTCANAGCCAAAAC 
NATTTTTTTTGGTTMNCCMNAGN^ 

NGGGCCCCTAAGGTNCCCCCAATGGGMTTTTCCTCCTTCTTTCCT 
Sequence 5909 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 
GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCGCGTCCTGCTGTGTCCAGAGTTGGTTCC 
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TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACMGCTGTTAMGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTTGGAGT 

TTCTCCCTTCTGGTGGGTTTGGNGGTGTCGCTTGACTTTCAAAGAATTGAAGCCCGCAAG 

ACTGTCCGTGGGTTGAATCCNTTGGTANCCTC 

Sequence 5910 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAACAGACACCAGAGGGTGCAAGAGACTGT 

ANACTCCTGAAAAAGAAACCAGAAAACTTTGTCTGGTTGTGAAATTACACACATAGGCTC 

AGAAAAAATTC ATCTC TGTAAAAGGTTTGAGAGACCGCCAGAATCTCTAGCTGGGCTGAT 

TGGTGAAGATCTTTTTCCATCCAAAACCAGTCTGTAAAGACTGGAAGAGGTGACCGTTTA 

TTCAAATACAAAAATTACAACAAAATATAAGGCACACAAACAGGGAAAATATGGTCCAAT 

CAGAAGAACAAAATAACTGTCCGTAAACTGACCCAAAAGAAATGGAGATCTATGAATTAC 

CTGACAMTAGTTTAAAAGGAACATTTTAAATTAGTGCACTACAAGAAAAACATATACAA 

TGAAACTGTGAATAAAATGAGAATATCAATTAAGAGATGGGAAACTGTAAAGATCCAAAC 

AGGAATTCTAAATAACTAAACAGGAATTCTGAAGCTGAAGAATCAGTNACTGATTTGAGA 

AAAAAAATTATAGGGGATCACCAGCNGACTTTATTTAGCCAGANGAAAGAAATCAGCAAA 

CTTAAMGCAGGTCANTTTGAAATTATTGGGTTAGTGGACNAAAAAAAAAA 

Sequence 591 1 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGCCTGCATTAGTGMTTCTTTATAACTCA 

AAAAAAGATAACTCCCTCATTAAATGATCGAAAGCATGGAATGGGGGGAAGAGGAGCTAT 

AT MTTTA TTTCATGATTTMTGGAATTTTGGCCCTAAAACATAAAAGATAATACAGCTT 

AAA I 1 1 I I AAAAAAGAAAAGAAAAAGG AAACAAAACTGTAAGTTTCCCTTACATATG AAA 

CCCAACTAAACAATATTTAGATCAAATACACTGACCTGCCTCCTATGTAGATCAGCTAGC 

CTCTGAGGGGGCAAAACCACACTGGCTTCCCCATTCCATGTCCCCACAGAAGAATAACAG 

CTCTCTGTATTTGMCCCTGCTTTGTGCTCTACCAGAAGTTCCCATTTCATTAGCTGCTC 

CCAGCAGCCCTGTGAGGTGGGGTCATTGGGGTATCCTAATGTCTACTTTAGGGATGAAGA 

AAAATGAAA 

Sequence 5912 

GTG GTCCG CGGCCCGAGGTCAAAATATTGGGGAATCACTAAAATGGATTAAGCCTAATTA 

CAMTTTTGATCATTTCTAAATAACTCACACTGCAGAAGTCTTTTCACAAGAATGAGTCA 

CATAGTTT CTCTCT ATCTTGGTGCAGGGATTTTAMTCTTATTCAAAACAGTTCCTCTTC 

ATTTCTAGATTTTTGTMGTATAAMTATTTTAAAACAAAGGTATGTCCGTCCTTAGCTA 

GAGMCTATTCTTCCACTGACTCCTGGAAGAGAAAAAAMAGATTCCCATTTCTTCCTCT 

ACCTCAAAAACACAAAGCAAACCCAAACAATCCAATTCCTAATGTAAGTGTCACATAGAA 

CCCAGGGCCTGAAACMTATTTCATGCTAGTTTTCCTGCTATATGCAGAGAACAATTTAA 

GTTATTTACATTATTGAGAAAATCTATTTAACAGCCTAAAATCATNCTAAGGGCTTNCAT 

CAGCAGAAGGNTT GNTT AAAANGGCGTGAGCCAGCGGCGTCTGCGAATGGGAACATNAAA 

GACTCTCCTCGGCTmCCTNTTNATCATCTTCATCTGGATCATCCATATCTGNTGGAAT 

CATCAATCCTNGCTTCCTCCTN 

Sequence 5913 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGG 

GCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAGATAAGTTTTTTTCTCTTTG 

AAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGC 

TTAGCCGTTAMGTTTTTMCCGTMTTTTAATAGCTTAAGATTTTAAGAGAAAATATGA 

AGACTTANAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGGTTCTAAAACATTGACCGAA 

GGTTGMGATGAAGCTTCTCATGGAGTAAAAAAATTGTATTTAAAAGAAAATTGAGAAGA 

MGGACTANCAGAGCCCCCCGMTTMTACCCMTAGMGGGCMTGCTTTTAGATTAAA 

MTGMGGTGACTTMMCAGCTTMAGTTTAAGTTTAAMGTTGTAGGTGATTAAAAAT 

MTTTGMGGCGAATCTTTTAAAAAAGAGAATTAAACCCGAAGGTGAATTAAAAAGACCC 

TTNGAAAATNCATTGACCCCAGGGGAGAAATTGCNGTCATTTAAAGCCTAATTAACCCCA 

TTTACTTAAACCCAGACCAAAAATGGAAAGATT 

Sequence 5914 
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CCCTTTCGAGCGGCCGCCCGGGCA GGTA C I I 1 1 I I I I I I I I II I 1 I I M II I I I 1 CTTTT 

I M 1 1 1 I I I I I M C I I I i I I M M I M I I I I M 1 1 I 1 1 M I M I I I I I I M I I I I I i M A 

ANGNAAAAAAAAANGNTNTNTTTNNTNAANTGGNGNANAACCGGGGNAAAAAAAANAAAC 

ANTTGACNCCNCCAAATTTTTNTTNNNTTMAAAMAAA 

AANNNTCNNANCAAANTTTNCCNTNANTTAAAAAAAAAA 

Sequence 5915 

GCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACTACTCAGGTGACCGGTGC 

AGTAAAATCTCAGACTTCACTACTGTAGAATTCATCTATATGACCAAAAGCCATTTGTCC 

AAACCAGGATTCNCCCCCAGCACCAGCACCAAAGAAGTATCCGTCCAATTAAGAGGGAAG 

GCTCAATAGCAGTNTCCAGATGAAGAGAGATGAGGAGGAAAATATGATTATNTTTCCGAG 

GAGAAATCTAANGTAAAACCAACACTTGGATGAATAAAGAAGGAACCTGNGAGGATGAAA 

GGMCTTMTNTGAMGGCCTTCGAACTGACATGTTTCANCTT7TCTGAGAGCNGTGACT 

CAGAAAATTCAAATTAGGAGAATTANTNGATTANTTCCTCAGAACCAGAAGCCCGGAGAA 

NTGAAATTGGAAAATAAAAAATNCTTCCAAAAAATAAATGGGAGNAAGAANGGAAAA 

Sequence 5916 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGAGGCCGAGGCGGGCAGATCATGAGG 

TCAGGAGGTCAGCAGATCTAGACTATCCTGGCTAACACAGTGAACCCCATATCTACTAAA 

AATAAAAAAATTACCCGGGCATGGTAGCACACACCTGTAGTCCAGTCCCAGCTACTCAGG 

AGGCTGAGGCAGGATAATAGCTTGAATCCAGGAGGCGGAGGTTGTAGTGAGCCAAGATCA 

CACCACTGCACTCCAGCTTGAGTGACAGAGCGAGACTCCATCTCAAAAAAAAAAAAAAAA 

AANAAAGGANTTACATTTACAACAGCATTAAAAAAATTAGAAATAAGCTTAACCAAGAGG 

GCMCAGATTTGAACACAGAAAACTACAAAACACTGTTGAAAGAAATTAAATNCAAATAA 

GTGAAAAGAAAAGCTGGGTTTGCAGATTAGATGATTTCATCTTGGAATGATGTCAACACT 

ACTCGMGTGACCTAANATTCMTACAATCCTTATACAGATTCCMTGGACATTTTTGAT 

AAAACAGAAAAACCTATCTTAAAATTCATANTGGAATCTCCAGGGCCCATTGAATAGGGC 

AMTTAATTNTTGGAAACANAAAAAAAATTTAAGGGTNTNAAAACAATTTNCAAACCTGC 

AATTGGCCAAAAAAA 

Sequence 5917 

CCCTTAGC GTGG TCGCGGCCGAGGTAC I I U I I I I I I I I I I I I II I I I I I I GGATTTGAT 

TTGCTAAMTTTTMGGCTCTTTGCTTCTCTATTCGTGAGMTATTGCTCTGTAATTT^ 

TTTCAGGMGAAAGATTTCTTTATGAGGTTTCNGTTTTTMGTATTTTG 

TAAAMTAMGTTCAGCCCGTATTTCCCTTCCCCTCTATTTTTTTGAGGAAGTTCACCGT 

AAGATTAGNGTTACTCTGTCCTTGAAGGNGTAATANAATTCACTAGTGAAACTATCTGAN 

CCTAGGGGTTTCTTCTGGANAAAGCTT 

Sequence 5918 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTACACATATTGATTGATGTCTCATGTC 

TCTCTAAAATGTATAAACCAAGCCATGCCCCGACCACCTTGGGCACATGTCACCAGGGCC 

TCCTGAGGCTATGTTACAGGCACATGTCCTTMCTTTGGGAAAATAAACTTTCTAAATTG 

ACTGGGATCTTTCTCAGATATTTGGAACTCACTCTACACAGACACACAGACACACACACA 

AACACACT CACAAA CATGCACACACAAATACACATATATGTATATTTGTGTTATAAACCG 

TATTAGTCCTTTTTCTGTMTACAGATTTTMGTAMCTCCAGNGCTTCATTTGGCTT^ 

TACTTTGCTTATCGNTCTTTTTTTCTTTTMGTTTTAAMCACT^ 

Sequence 5919 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTGATGAGAGACTTCTTCCTGCATCCTTACAT 

GGTGGAAGACAAAAGAGTGGCAGAGAATGAATATACTCCCAGTCCTTCGAGAGGGAAGAG 

CCCTCACCTCATCACTTCCCTGAGGCCTCACCTTCTAATACTATCACCTTGGTGATAAGA 

TTTCAACATAGGAATTAGAGGGGAATACATACATCCAGACTATTGCAGATGGGATTATGT 

MTACTTTGTTCCTGT TTGGC TTATTTCTTAGCACMTATCTTTCTGGTATGTGCATGTT 

TCTGCA MTGG CMGATTTTCTTCCTTTTTMGGCTGAGTMTMTTCATTGCATGTATA 

GA CCACA TTTTCTTTATGCATTCATTATTAGTGAGAGTTCTTATTACAAATGGCGAAGTG 

GGTTTTTMTATTGATTTMTTTTTGTTATTAAAMCATTTTTA 
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TTTAGMTAMTATACTTCATTAGTTAAGGCAGTTTTAACTTCACAGCAGAATTAAGAAG 

TCCTGCCCG 

Sequence 5920 

CCC7TAGCGTGGTCGCGGCCGAGGTACAGAACTCAGAGGAAAAAAGAAATTAAATTTTAG 

CTTTCTGGAGAGCAGCCCCTNTCTGGCACCATCAAACACTTCTTTGTTTCCCTTCAACTT 

GGMCTNTTNAAACANCAAGGGGTTGGGNAGGGTTTGGGCCATTTCTTTTTATCTTGGGG 

TCCATGTGAGTGGACAGAAATGGTGCNGGCCTGGGAAAGATCTCCCTCCTTTACACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5921 

CCCTT AGCG TGGTCGCGGCCCGAGGTACACAGCTTGAAATATTACCTATGCCCNTAAATT 
ACTTTATTTTGCAGAGTATATGNTTTAAANTGGAAGACAGTGAACAAGCAGTAGATAAAC 
TAGTAAAGGATGTAAACAGATTAAAACGAGAAATTGAGAAAAGGAGAGGAGCACAGATTC 
AGGC AGCM GTAAGTAAACAACACATCTCTACTTTCTGTGCTAAMATTTTTATTTATTT 
ATTTATTTTTGAGACGGAGTCTCGCTCTGTCGCCTAGGTTGGAGTGCAAAGGTGTGATCT 
CAAGTTTACTGCAACCTCTGCCTNCTGGGGTCAAGCGATTCTCCTGCCTCAACCTCCTGA 
AACGCTGGGATTCCAGGTGCCTGCCACCATGCCTGGCTAA'I I 1 1 1 I I I GNAT 
Sequence 5922 

C GCCAGTGTGATGGGAT ATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CI I 1 1 1 1 1 II I I 1 1 I I 1 1 ING A I I I I 1 1 1 1 I I I 1 1 1 1 1 1 I I I I 1 1 1 | I 1 1 1 1 1 1 1 1 1 | 1 1 

u 1 1 1 1 i i i i i I NAANTTTTTTA I II II I I I I I I I I I I I I I NTAAANTCTTTTATANTTT 

1 1 1 I I NNTTTCTTNNAA GAGAAAAAAGN GNNGNAAAAATTTTTNTTTTTNANAAAAANNG 

G GGGGGG NTNANAAAA I I I I I I II I I I ANTTTTNATAAAAAANTNNGTAAAANANNTAAA 

AAl I I n iNNGNNCCTTTNAAATTTNIVfTTGNAANAAAANNANN I I 1 1 I I I 1 1 I A TNACCC 

CCNNNGNANAANAAAAAA AAAATTTT TTATMTTTTTTCAAANNNNNNGGGGNNTTTNAA 

AAAAAMNTMCACCCT TCTTT TTTTCmNNGGGNTGNTTTNAAMNCAN 

NTAAAAAANAGGGNNTNTTTTNC 1 1 1 1 1 I 1 1 I TGTTAAAAAAAAAAN AI 1 1 1 I I I 1 1 1 1 A 

ATNTAANANCNGGGTNGGNNAAAAANAAANTT7T 

Sequence 5923 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTNGTGCATATGAAAT 
GCTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAG 
GAAAGATTATATTAATGCTCATAGCCATACCATGNCTGAATATGGGAG 
Sequence 5924 

CCCTTAGCGTG GTCGC GGCCGAGGTACACGCTCATGTGCTTCTGAAACAACGTGGTAAGA 

CCAMGACTAGATTTTAATGCAACTTAATTACAAAAGAGAAAGAGACAAAAGATNAGAGA 

CTTTTCTCCTCTATCTATCCCACACCCNTAAMGAGCTTTGGGTTTTAAAAATACAGAAA 

AGCACTCACTCAATGAMTTATATCACTCAAGTGATATTTTCAGGGCATGGCTACACAAA 

MTAGATACCACTAAAMCTGGGCTATTTAGAGAAAGAGGCATATTTGTTTCATAACTCC 

CTGACAT TGTCTCATCTTACATTNCACTATATNTATTANTAAAANGGCAACATCATNACT 

CI 1 1 1 1 IGAAGAAGGCAAGAAGGAATTCATCTGATTAGATTAAATCAAGTATTCANGAAT 

ACCATGTCTMGGGGGTTCAAGTAAAAATAATGNATCTAAAATTATTTTGAAAANGACAC 

AANATNTTTTAGAGGGCTG 

Sequence 5925 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGATAGGCACTCCCAGCAACCGCTGCCCA 

GTCAGCCCAATGGCCAGTGGCACAGACTGGATTTCACAGAATTCCGTAGGCAATGCCCTT 

AGAACGACGTGAGTTCCGATCTGAAATGATACGTACTCGAGGTTCCTGAAGCTAAGGCAG 

CTGTTTCAGAGGAGGGGGAGGAGGTAGCAGATGTCAAGGGATTTCCATTTCTCTTTCGAT 

GCCGACATACTTCAGGGCATCAGCCTGGCTGTATCTGTAATCAAAAAACAGCTCTTCGCC 

AGTCTGGATGGCTCTCTTGGCAAAAATACCTATCCTGTGATCACCGTTAACCATCATAAC 

TGCAAAGAGACACACTGGTGTCAGTGAGCATGAAGACGGGCCACGGGGGGTTAACTGACT 

TGTTCACATAACAAACAACTATCCCAGAAGTATTCAAGTCCATCATCACAGGACTGAAAA 
GG 
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Sequence 5926 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMGTGACGAGGAAGATTCTGTTTTGGGTATAG 

CCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGCT 

TGAAGGCTACAAGTGATGAGAAAGATTCTGTTTTGAATATAACCAGAGGAAAAAAGGATG 

GAGAAAAAACTAGGACAGTGTCTTCTCGGAAAAAACCAGCCTTGAAGTGTCTTCTCAGAA 

ACAACCAGCATTGAAGGCTATCTGTGACAAGGAAGATTCTGTTCCGAATATGGCCACGGA 

AAAAAAGGATGAACAAATATCTGGGACAATGTCTTCTCAGAAACAACCAGCCTTGAAGGC 

TACAAGTGACAAGAAAGATTCTGTTTCGAATATACCCACAGAAATAAAGGATGGACAACA 

ATCTGGAACAGTGTCTTCTCAGAAACAACCCGGCCTGGAAGGCTACAAGTGTCAAGAAAG 

ATTCTGTTTCGAATATAGCCCACAGAAATAAAGGGATGGACAAATACGTGGGACAGTGTC 

TTCCTCAGAAACAATCGGCCCAGAAGGGTATATTTAAAAA 

Sequence 5927 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGATGTCACTAACCAAGTTGTAGAAGGAGCC 

TGTTATAATTCTGCAAGATCTGTGAATAGCATTATAAATCTGGGGCAGGTGCCTGTAATC 

CCAGCACTTTGGGAAGCCAAGGCAGGTGGATTGCTTGAGCCCAGGAGTTCGACACCAACC 

TGAGCAACATGGCGAAACCCCGTCTGTAATAAAAATACAAAAAAATTAGCTGGGCATGGT 

GGCATGTGCCTGTAATCCCAGTTACTGGGGAGGCTGAGGCAGGAGAATCACTTGAACCTG 

GGAGATGGAGATTGCAGTGAGCGGAGATTGTGCCACTGCACTCCAGCCAGAGTGACAGAA 

CMG G ACTTC ATCTTAAAAAATAAT AATAAAA ATAAACAAATCTGTTTAAATTACTG N CG 

CCTTtCA ACATTAGA CTTTG AGTTTAATAACTACCAATTGAGACTGCTCACAATATTAAC 

mmi l iGGGAGGTTATTTTGGGTGGTTAANATMCTTGCCTTCCTTAGANGAGCATTTC 

MGGAAGMTNAAAGACCTTANCTTCCATNTAATGATATGAACCATTTCAAAAAAATGTC 

CMGAAAGCCAAAATTCATTATTTGGAACTCTNAATTTCTGGGGNTT 

Sequence 5928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAAGGACCAACTGGCCCTGGGCCTAGGAAA 

AGTCCTTAGGCCMCTTGGCCTAGTGATCCMTCTTTTCTGTGCCTCAGTTTCTTCATCTG 

TAGCATGCAGCTAATAATAATAAATACATAAATCTCTACCTTATAGGGAGGCTGTGAATA 

GCMATGGATACACACGTAATTMTTTATATGTTATATATGAATATATAAAATGTATATT 

ATATACACCTATAGTTAATATATGCAGATGTGTGTATTTAAATATGGACACACATCTTTT 

MGATGACTTGCACCAAGGACATGTMGTGCTMGTTGGTATCTGCTATCATTATTTGTT 

CACTATTTGTGGCTGCCAATGAGCTTATGATACAGACAGGGGAGAGATAGAGAACATATT 

GCATCGTGATTACATGTGTAGMTCTGMGTTAGATGGCCTTGGGAMTTTATTTGACCT 

TTTAAAAAGACTATTTGTCACAAGTACCTTGCCCCGGGCCGGGCCGTTCGAAAAGGG 

Sequence 5929 

CCCTTAGCGNGGTCGCGGCCGAGGTACATGGTTGGACAAGCTTTCTTGTCCTTGCTGGAA 

AGAAMTGACTACTTACTMTATATTTTGGGAAMATATTTGTAAGANTATTAATAAGCT 

TGNTTTCCNGGACCTATTTMGAAMATACCACGTTTTAATGCAGATTCTGGCTATTCCA 

TC CATT CTGATTCAGAMGTCAGGTMGATTGMTAGATACNATACACACTATTTTAATT 

AGTTTTCAAATAGTAGCTAAAAAGTAGGAATAAAATGCAAAGNATTAATTGCTCTAAGGA 

AGTATGMGTCTGTTGCTTTAAMCATCTTTTCTCCMNTAATAGTTTGTNAATAAACAA 

A 

Sequence 5930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTAMTAMCATAATATTTGAATTTACTACA 

ATTATCTGG ATATG CATTTTCAAGTATAAGCAAGCATCTAGATATAAGTTACAGTGAAAA 

TCTTATATTCTTTTGTCTCCCTGTTTCTTTGCACCCCTGTMTCTTTTTCTGTAACAGCA 

ACTA GMTMTCCTTTTAACAAGAAATCAAGTCATATCACTCCTCTCTGCTTAAAATGGT 

TTTTGCCTCATTTAGAGTAAAAGCCAAAGCCCTTCCAATAGGTCCATATGGGCCCTCCAC 

MNTGGCCTCATTACCTCTTTGATCTCACCTTCTACCACTTTGCCCCCTTTGCTCATTCT 

GTTCTMCCATACTAGCCTCCTTACTGTTCTTAAAACACTTCAAACACATTGCCTCCTAG 

AGCCTTTACACTAGTTGGTTCCCCTTGCCTGGACTACTGCTACCCTA 

Sequence 5931 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTAACCGCTAACATTACTGCAGGCCACCT 

ACTCATGCACCTAATTGGAAGCGCCACCCTAGCAATATCAACCATTAACCTTCCCTCTAC 

ACTTATTAATCTTTNACAATTNTTAATTCTACTGACTATCCTAGAAATCGCTGTCGCCTT 

AATCCAAGCCTACGTTTTCACACTTCTAGTAAGCCTCTACCTGCACGACAACACATAAAA 

AAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAANGTACTGGGAACACTTGCTAGCTCANA 

ATGCMTATTGGTAGMTTTGCTAANAATTCAACCAAGGGATTGCCCGAAGGCATTCGCC 

AAGCTGGAGGCTCGTTTTTNTG 

Sequence 5932 

GGCGAATTGGCCCCTCTAGATGCCTGCCTCGAGCCGCCCGCCAGTGTGATGGGATATCTG 
CAGAATT CGCC CTTAGCGTGGTCG CGGCCCGAGGTACI M I I I I I U 1 I I I N I I 1 1 I I I 
n < I I l 1 NCTTT AI 1 I I I 1 I I I I 1 1 II 1 I 1 1 1 I I IN I 11 I I I I 1 I I I 1 1 1 1 I I I I H AA 
NNCNGNTTTTTGGGNATNATNT^^^^TTTANTNATANAAMNTCTT^ 
AATTNNTTNGGNNG TAANTTTTNT TT^ 
TATTTNT TTMGTNTTTTTT TTTTNGAANTATTTTTGGNAC 

AAN NCACTTTTTTNTTTTTNTCAN NG I I I I I I 1 1 MTMNCTCCCMTTTTTTTACTGNG 
TG2]££][^[^^"'~'~'~ NT AAAX AAX AA A fvl T* GXC A NTTTTCTHT AHTTTT* N AXTTTTT N ATXTT^J 
N 1 1 II I I I I NACAATATCTTGTTAGGN7TTTTTNANNTCCACTTN I I 1 1 I I 1 1 1 
Sequence 5933 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCCCTTGTTCACTAGAAGCAAGGA 

GTCCCCTGACCCCCTTCTTCAAAACATACTCTTCAGTCTTTGTCTTTATTCCCGCCTTGG 

TCCTCCTTTGTTCAGTCCAGCAAGGTCCACAGCAAAGTGCTGCCCGAAAACAGGGTCTTG 

AGGACATGAACAAAGAAGGTCTGCTGGAGCAGAGGAAGTGAAATTGACCAGATGAACAGG 

GACCCTGGGATGAATCTGCTGGCAGTGGATATAAGGTCAGTGCTCTAAAGAAGTACCTCG 

GCCCGCGACCACGCTAAGGGCCAAATTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnMGCTGTNTCCTGTGTGAAATTGTTT 

CCCCTCACAATTCCACACAACATTACNAGC 

Sequence 5934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I 1 1 I 1 I I I N I M I I 1 I 1 1 I GTGAATT 
GTCTGTTCA TATCTA TTGCTMTTTTT^ 

TAGGAGCTCTTTTTATGTTGTAGGTGTTMTTA7TTAATATGTATTAGGAAMTATTTTC 

TG CCAGGT TGNCATTTGTCTTTAGCTTTGTTTAAAATATGCTTGATCATACAGAGATTTT 

AMTTTTrATCTATTCAAATTTGISTTACTTTTCCTTTTGACTGC^ 

CTGAMGAGCCTTCTCTACCCCAAGATTATTTTTAAAAAGCCCATATTTTCTCCCTATGT 

GGATTTMGTGTTACCCTTTCCACCTACCTNCTTAACCTMCAGGMTTTATTCACTTTG 

TGGAACTAAANAAATACCATGTGGCTTAAACCANGGGAAAANTGGTNANAACTTAGCTNG 

AAAAGGTGGGACAAGGNGGCATGCCAAGGGAGGNGAAGTNTNAANCATNAAAACCATNAT 

ANTNACAAAAGGCTTATNAGGGNCMACAANAANTTTTACTANANNNCNAAAAACNGNNN 

NMNNTTNNACAAAATTAAAAMNAAAACTTNNNANAAAAMNGGMTTTTAAAAANCTT 

ATNA ^NAAA AANACNNNNANAMGGGGMAGGGCCGNANCNANTTTTTTANCNTTCCCA 

MTTANTTTTAAAMANNNNANKTTNNTTTTTTTAAAAAA 

Sequence 5935 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC I 1 M I I I I N 1 I I I I 

TTTTGMGTGTGGACGGMTATTTMTCCATTCCATCCAGGCATTTGCATCTTGATATCC 

TGTTTMTTGCTAMGmGTTTTAGGTCATTTACTTCTACAATATCTA 

TCTTTGGGTGGAGGAAGAACAGAACATTGGGGGATAATGTAGAAGGAATGTAGGAGGTGA 

AGGAGTAATAAAACATATCTCAAAATATCCAATAAGATGTGCCCCTGCTATTTCGGCTCC 

C ATG CC AT AT AAG C AACTTAAAGT AG GTTT AAG G GTCAGT AG AAGTTGG AATG AG AAT AG 

AAAATTGCACTGGGATTACATTGGGTTATACCTGGCAATTATGGGGGG 

Sequence 5936 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I I 1 1 1 I NTTNGN I I 1 I 1 1 NAGTTCAC 
AAGTMATCTTGATTNATTGGTTTAAAAATGGTTGAAAAAATAAAATTAGAAATATCTTC 
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MAAGTGTCAACATACATTCTCACTTGAGT7TACTGGTCACACAGTTTTATATATGCCTC 

TGCTAGATCTTTTAATGTAATAAGGTGATAAAGCCTAAAACAACATAATCTTTAACCCTT 

TGATMGATTAATTTAATATTGTTGCTTTMTAMATCAGCCATGTCTCCTGACTTATTG 

ACAGGATTTATACAATAGGACTTATTGACCTATGTATTTMCCTTAAAGTTCTTACTTAG 

GTAAATTCCTGATATTAACAGGCAATAAAATTCGTTAATAAAAACCTAATAACTAGGTAT 

GTCTAGTATCTCAATTTTCATAGGTAATCAANGNATAATTGGTAAAAAATAAATAAATTA 

GGNMTTGCAACAGAGTMGCNTTTACCMTMATTTTCATGTNATTTAAAAACNTNAAA 

GGTATGGTAAAATTAAAAATACCCATTNAATGNCTGGAGCCCCTNTTCCAATTAGAAAAA 

Sequence 5937 

NCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC 
I 1 1 1 1 I I I 1 I H I I 1 I > i 1 I 1 11 I GATCTTCTGTGAAGCCCTGGCTTGACTTTTCCTGGA 
MCTTTTCCTGTGACAGTGCATGTATCACAAGATGGCCATTTAAMTTTAATTGCCCAGA 
TATATAACGA TCTAC CACTACAGCGGTAGCTATTAGTGCATTGGGGTAATTCCATGGTTG 
ATTCATTTTACTTTTGCAGCTGAAAAMCCTCATGCTGAGCAGAGAGGCATCTAATTTGC 
TCATCATCCA TGCT GGAAGC 1 I I I 1 1 1 GTCTATTAGCTTTGACCTTTATGACCCATTGGA 
CATTTATGCCTTTTAMTGAATGGTACTTTTNNNTNTNNTNNNNNNNNNNNNNNTNAAGG 
GGGCATTTGGTTTTTATTAGAAMCCCCTTAGW 

ACTGGGTATCCTCCAANAGGTCCCAAAGCTTTCATTTCATNTTCCACCCTNTTNTGAAAA 

GGGGGAGGCA 

Sequence 5938 

CCCTTTCG AGCGGCCGCCCGGGCAGGTA C I I I 1 1 I 1 M 1 1 I I 1 1 I II I I I 1 1 I I NCCTTT 
I I 1 1 1 1 I ICCI I I I I I I I I I I 1 1 I I I I NNNNNNNNNNNGGGGGGANNAAAMNTTTNTTT 
TTTANCAANTTTTNNGGGGGGGTGANTCATCANNTNTAAAATGNNGCCNTNCATCNNGNT 
ANTTTGCNANNTTTTTTTNNGAGGAAAANNTTTTCNNTNTTTGGGGGAANA 
ANTATTCTGTTNTT GCCAGN ACATTTTGTCATNAACTTTTTTNAAAAAAAAANGANNNNT 
GGTGNNA AAAAN TATTTTTTTCCCNNNATGAACTA I MINI I NTTCAANAAGGGGCTNG 
CTTCCTNCTTTTAAANAAANATN I I I I I 1 1 I I I NAAAAAANCTNCCNGNTTNNAAGNCAG 
NTNCI I I I I I I I NATNAAAAAATT 
Sequence 5939 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 I I I I I I I I 1 1 I I I 1 1 I I I I 1 1 NCAGGGTC 

TCACTTTGTCACCTG6CTGGAGTGCAGTGTCGTGATCTTGGTACTGCAGCCTTGACCTCC 

TGGGCTNTAAAAATCCTNTGGCCTCAGCCACCCCCGACCAANTANAGGGGACTACAGGCN 

TGTGCCACCGTGACCAGCTAA I Mill IGTAI I I I I I GTANANACGGGGTTTTGCCATTG 

GCCCAAGCTGGTCTNAAACTCCTGAGCTCAAGGGATCCACCTACCTCAGCCTCCCAAAGT 

GCTAGGATTACAGGCATGAGCTGCCACNCCTGGCCTAAAAGTAAAGCTTAAAGTTGTGAC 

TCMTTACTGTMTCTCATGATAAAACTTTMCAMTAAGGAGTTGCTTTTAATGGATGT 

NCAAAAAAGGTAGGG 

Sequence 5940 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I 1 I I I I I I 11 II 1 11 I I I I I I G 1 1 1 I 1 I I I 11 1 

M I M I 1 I M 1 1 I M I I I I M I II M M I I 1 I I 1 I I I I N H I I I I 11 I I II U I I I I I I 

I I I I I I I I I I AAAAAAAAAAAAAAAAN I I I I I 1 I I I NNNAAAAAAAANTTNNAAAAAAAN 

TNNT TTNN NTTTNGNNG 1 I 1 I I I I I I NGGNCNCCCCCNACNNANTTNGAAAATTTNGCCN 

NNNNTTTTAAAAANGGNCCTTNAATTTTNGAAAAAAANNNNNNANAAAAAAAAAAA 

Sequence 5941 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGGGCAATAAACAACA 

MCAGTTATTTGGTAGAGTGATAAAAGCAAGCATTGCTATTGACAATGGAAGAGCAGCTG 

AGTTCGCCGAAGGCGAMCTACTTTGATAAATCTAAGTGTTATGAATGTGGGGAMGTGG 

ACACTTAAGTTATGCCTGTCCGAAAAATATGCTCGGAGAACGTGAGCCTCCAAAGAAGAA 

AGAAAAAAAGAAAAAAAAGAAAGCTCCTGAACCAGAAGAAGAAATTGAGGAAGTAGAAGA 

AAGTGAAGATGAAGGGGAGGATCCTGCTCTTGACAGCCTCAGTCAGGCCATAGCATTCCA 

GCAAGCCAAAATTGANGAAGAACAAAAAAAATGGAAACCCAGTTCAGGAGTCCCCTCAAC 
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ATCAGATGATTCAAGACGCCCAAGGATAAAGAAAAGCCCATATTTCAGTGATGAGGAAGA 

ACTTAGTGATTAA AATCT TGCCCCAGCCAGTNATAAAAATCCAGAATTGTTAGTAACAAT 

CTTGAAGAGCTTATTTTAATTAAAGTTAGAMAATTNNTNCTATCATGGTTAATACTATT 

ATTGGCCTCCCAGAAAAAAGATNTTTTAMMTTTATTTGAAMGTCATTATTAGGGCTT 

TATTCAATGCCTGGACCTGGTTNCTGGAGGGNCTTCTTGAAATTAATTCTTAAAACCAAC 

TTTCTTGAAMCCCCAAAAGTTGNMGGATTTMTGGGTCCTTATATTNAAAAACTTTTC 

NAAAAAAAAAAA 

Sequence 5942 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCACCATCTTGGCTCACTGCAACTTCC 

GCCTCCTGGGTTCAAACGATT CTTC TGCCTCAGCATCCCAAGTAACTGGGACTACAGGTG 

CCTGCCACCACACCTAGCTAATTTTTTCTATTTTTTAGTAGAGACAGGGTTTCACCGTGT 

TAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCGTGAGCCACCGCGCCTGGCTAGTATATGGTATTTTTCTTTTATGTT 

TATATGATGATGAGAAATTTGAAATTATTGTTTGTTTGTCTTTAG 1 I 1 I I ATTCTTGTTA 

ATGGAGAAACCAAACTCCGTGAAATATTTTAAAGAGGCTTCTTCTGAGCCAATATGAGTG 

ACCA CCATCTTTGGGAAAAACAAGTCTTAAGGAGCCCTGAGAAAGTGTAGCTGATTTCTG 

TTT TACATTA ATGGGTGGCCAAGTTGTGCCTAAACTCCGAAAGGGGAAGGGGGTATTATG 

MGTTTTTTCTGATCCCTCTTCCCATCATANCCTGAAACTCAGTTTTTGAGGGTTNTCTG 

GGGGTCCCTTG 

Sequence 5943 

CCCTTTCGA GCGGCCGCCCGGGCAGGTAC I 1 I I I I I I I I i I I 1 1 1 I 1 1 I II 11 1 1 1 II 1 I 
1 1 I I I I M I M I I I II I I I I I 1 1 1 I I I I I 1 1 I I I I I 1 I I I I I I I I I I M I I I I NTT AT AT 
TTTNGGGNNAAAAAAAAAAGGG I 1 1 1 1 I I I 1 1 I NNTTTNTNGNNAAAANNCCCGGGGGNA 
AAAAAAAAAN NTTTCN A TTTCNCCCCCCCNAAAN 1 1 I I 1 I I II I T N NTTTTATAAN AAAA 
MAAAMMNTmTTTNCCCC 

TTTCNCCCNNI I I I I II NAAAAAAAAAA AAAAAAN AAA I 1 I I I 1 1 I GNGNCNNAATAAAA 
ANGGGGGGGNATATTTCCCCCTTTTTTTAAAANGNGGGGGGAAAAAAAAAAAA 
Sequence 5944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACtTTNNN I I I I I 1 I I NNN I I I I I NNAATTCAA 

ACTGTGMCCCAAAAGTATTTGAGGCAGGTTTCMTCAATTAGAAAGTTTATTTTGCCAA 

GG TTMG GATTCACATATGATAMGCCATTCATATGGTTTGGGGACCTTANMTTTTATT 

TTGTTTTMCATTCTCCCTCTTCTGGCCAAGGTTTGCCANANACAGCATCAATGGCCTCC 

AMTGTTTATTTTGTTCCATAACATTGCCAGGGCTAAAGGACTGTCTGCCTNAGGTCCAT 

CCTGTCCCTCGGNGGGACACTCTGTGGCAGAGGGACTTAANAGTCAAGAGACTTATAGCC 

AATTA AATATTCCAGGCCAGACAGGAATGAACATGGACAGGCATTCATTATCCCGTAATT 

TTTTTGGTGGTTTAAAGAGCCAACAAACAAAAAGCCGAAGGCGANGGTACNAAACTGAAT 

TATATTTMCTTCTGNGTGTTGANCTGCTGCMTCTTTGGGTTTMGTTACCAGACATTA 

AMCAATTCCCTNTTTTAAAGCCTTAACATTGGTTCTGNAAAAANAAA 

Sequence 5945 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTGCTCAGCTCCTCCCGCTTCCTCTTGGCGCG 

GATGTGCGTCCCCACCCTTTTCTTGATAMTTTGAGGGCCCGTTTGTCCTTGGAGACCTT 

CAGTAACTCCATGGCGCGCCGCTCGTACTCGGAGCTGGATGAGGATGAGTCGCAGGCTCC 

CTATGACCCCAACGGCAAGCCAGAAAGGTTTTACTACAATGTGGAGTCCTGTGGCTCTCT 

GCGTCCTGAMCCATTGTCCTGTCAGCCCTCCAGGATTGAAGAAGAAACTGAGTGATTTA 

CAAACTCAATTAAGCCACGAGATCCANAGTGATGTGCTAACCATAAATTAACTGCAGCTT 

GCCTGCTTCAGCAAAAACGGAGATTCAGGCCAGCAGCTGGATATGGGGGTCTCTCTTCAA 

NACTCTTCTCGTTTCTGAAGMATCTMGTCTACTGTTGGTTGAGCTTCTTTGGCAAGAC 

ATCAAGTACCT 

Sequence 5946 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACATCAATATGGNCCT 
MCATANAGNGGNCNANTNATATTTTGAMTCMCTCTAGGAAAAGAATGTTTTACTAAA 
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GNNATTCATGAAMATMGTGGTGAATTTAAACCCCAGGGCTATATTATATAGAATTATT 

TTTMATTGAAAAGTTATGTTCACATGTTCCACTCAACAMTAAAATAATTATACCTTTT 

GTGAGCCATGAGGTCTGTMTTTATGAGAGACTCATTAAGTTTTATAGATGTGAAGAATC 

TAGAGGCMATTTGCAMCTGCTTATTTAAAAATATTGTAAAAAACAAAACAAAAAGGAA 

AMCMTMCTTCCCTAACCGTGCTTAGAAAACTTTCTGGTCACTATGTAGCACAGAAAC 

CCAMTACCTTATTAAGCACATGGATATAAGAGGACTTATATTATTTAAAAAAAAAAAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5947 

CCCTTAGCGTGGTC GCGGCCGA GGTACCCAGTAATCACATAAATTCTGCAATCATCTGTT 

TATTTAGCTTAACTGI I I M I I I I ATTTGTTGAAGTTGTGTTGTATTTCMGTCTTTTTC 

TTATTGGGTTGACCAGACTTGGTAAAATCTGTAAGAAAAGTTCCATAATTATGGGGAAGA 

TTTCTCTGAATTGGCTAAATTCCTGTAGCTGAAAAAAAAAAGAAAANAAAAAAACNCCAG 

CAAAAAAAAAAAAAAAAAAAAAG 

Sequence 5948 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTGTTACATAATTATATAAAATAAAGCTTGT 

AAMGTTCTATTCTATCTACTCTATAAAGTTTATACAGATTGAGCATCCCTAATCTGAAA 

ATCCAAMTCCAAAATGCTCCAAGATTTGAAACTTTTGTGGCTCTGATATGACATCAAAA 

GTGGAAAATTCCCACCTGACATGTTGCTTTCTGATGATTCMTGTACCTTTCTGCTTAAT 

AGTTAGAMTGAGATTATAMACACTGACATTGATTTTTCTTGTGACTGATTAAATGAGT 

CACACTAGTTTATATTCATATCATATATGTATAGCATTCCAGAGTAAAACTCTTAGACAT 

GTTTCAMGGGGAGTGGMCATTTGTTAAAATCCTGGTTCCTCACTGGGAAAGTTGGAAA 

GGCCAGAAATTGGAGCTAACAGTGAATCTAAGANGTAGAACTAGACC 

Sequence 5949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTMCTCACACAATCACAAGGTCCCA 

CAACAGGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGAT 

GACAAACTTGGAGTTCAATGTTCAAGGGCAGGAAGCATCCAACACAGGAGATAGATGTAG 

GCTGGGAGGCTAAGCCAGTCAAGACTTTTCACG I I I I I CTGCCTGTTTCATATCCTAGCT 

GCAATGGCAGCTGATTAGATNGTGCCCACCCCAGATTAAGGGTGGGTCTTGCCTTTCCCA 

GCACACNTGCTCMTGTTTATCTTCTTTGGCAACACCCTTACAGACACACTCANGGATTA 

ATATTTTT 

Sequence 5950 

CCCTTAGCGTGGTCGCGGCTCGAGGTACCAACGGCACAAAAGATGGNGCTTGGCCTTGCC 
CANCTCTTTCCCTGCTACTTTCACTGTTGAGCTATATCTTACCTCTACTTNCCNTCANNC 
ATTGTNGGACTCTTTCACCATTCTGGATNTAGGAACAGTTACCTATGTGTGAANCTTA 
Sequence 5951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 

TMCCTCTATCCCTMTGGTGTTTAAATTTTGGTAAAGAAAAATTCA I fi l l ICTTTATT 

TTCCMGAMTGGGTMGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTC 

TGTCTCTGATGTCTTTTGTGTGAGACMGATTTTAGGAAATAAATAAGTGGTGCAGGGAA 

TTGTGAGATTACATTTCACCTNCTTTTCTGGCTCTCTCTCTTTTATATAATCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAGAATTTCTAACATATGTAATGATGAGAGAGAGAAAAA 

CT GNCCC ACAGGATCAAATTTCATTTCTMTCTGGAGAMCAGGAGTCTAGTTTTCCAAA 

CAI 1 1 I I ATTCTAAAAA 

Sequence 5952 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTMCAGGTCCATCTGGTTTTCTCATGTTTTC 

TCCATTCATTAAAAAAGAAAAATTAAGGTCTTTTATATATTTCCAAAGACAAGAAAAAAA 

CTACAGTCTCTATTAGTAAGAATTCATGCTCCATGCATGAGMGTTTGACACTGTTTTAA 
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AGGATCCTGTTCCTGCCACTTGTTGTCCCCCAGGGCCAAGTCCTACTGACACCTGTTGGA 

ATTTCT TGCACT TAGGAGCGGCTCTCTATGGAGAGAGGTCCACATCAAAATTTAGACGTT 

GTCACCTTTTTTGAACTAGATAAAACCAGTAAGGATACAGACAATAATAAAAGGCTTTCC 

AACTCAGCAGAATTAANAACTAGCTCTTGGAGTATATACATTTGCACTCCAATATCAACA 

CTAGCCTATCCACTTTGAGTCAAAATTTGAAAGGTAAGAATGTAATTATGAAAATGTGCA 

CAAAATGTTAAATACTAATGGCAAATAAATATATCTTAATATGTTCTAACAAGCAAACAT 

ATATTCAAGATMTCAGCCCTGCmATTAMGAANGAAAAGATCCAAATTGTmTTGTG 

GGGTGGGGCN 

Sequence 5953 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGTTAAGATCTGTGATACGAAC 

CATAGATATTGTCTGACAMGCAGAAATCACCMGTTTCCCCCTTTTGAATTACCACCAA 

GMGTGTTGAAACACCAAATAGATATCATGTTATTTTGGGCATTTGCAGTTTTCTTCCCT 

GCTGCATGTMTGTCTCAGMTCMCATTCTTTTAAAATCTAGACTATATTTTGAGGCAA 

TGMTTACTTATATTCAACTTAGGCTTGTTTTGACATTCAGTAGMCTTTMGTTCAATC 

TAAAGGCTTCA 

Sequence 5954 

CCCTTACGAGCGGCCGCCGGNCNNGTACCGCANGGGANANATGAAANATTATAACCAAGC 

ATAATATATCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTT 

GTGCAAGGAGAGCCAAAGCTTACACCCCCGAAACCANACGAGCTACCTANGAACAGCTTA 

AAGAGCACACCCCGTCTATGTAGCAAAATAGTGGGANGATTNATAGGTAGAGGCGACAAA 

CCTACCGAGCCTGGTGATAGCTGGNTGCCAAMTAGAATCTTANTTCAACTTTAAATTTG 

CCACA GANCCCTTTAAATCCCTTGGAAATNTNAACTGTTNGTNCCAAAGAGGAAACNGTT 

TTTTTGGNCACTATGGANAAAAACCTTGNNATANAAGAAGTMTAAATTTACCNCCCATG 

GTNGGCCTTAANAAGCANGCCACCMTTTTNGAANAGCGNTTAAGGCNNAACACCCACTN 

CCTTAMAAATNCCCANNACTTTTAACTNNAACTCCTCAACACCCNAANTGGAACCATTC 

TATNACCCTATATGAAGAAACTAATGNTAGTNTTATTTNACATTGAAAAAC 

Sequence 5955 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTGC I I 1 1 1 I I i 1 1 I I I II I 1 11 I I I N GGAG 

ACGGAGTCTTGCACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCCTCTNAAAAAAAAA 

AAATCCAAAT AAAG TCTTCTGTAAAGTATGGACACCTATGCCAAGTAATGACATAGGAAA 

AMCTACAGGTTTTATAGTTTTAAGAGATGACAGGATTATAAAAAGCAGGTAAGAATTAG 

TAMTTTGGGCCCTTCCTTTGAGATATTATGATTAAGAATCTTTA 

Sequence 5956 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACI 1 I I I I 1 1 M I 1 1 

I I 1 1 I I I I I I I I I INTTTCCI I I I I I I I I I n I I I II I I I I I I 1 1 NCCNATTTATCGTTN 

TTTATTATNAAANTNATGACCNGGGNGTAAACNTACTTGNGAAAATNTACANCAANTNGG 

GGNTTATMCACNTGACCMANATGACATTAACACNTNCNCTGTTCANATTTTGGGGTTT 

ANAGGTCMNAACAAAGATNNCANACMNACTTTTTCTAAACGGGNCCCCTTGCANTNGG 

TCCCGMTTNCAAAAATNTCCANTTCNANCTTGGGNCAGNNCGGGMTTTTTANCAAAAA 

ANGAMCCNNAGCAMNTNhrrTTTTTNMCCNNTTNAGNAMCMGNTTTTTATNACNCN 

TTTrGNNNAGGCCCNCNCCCCNNAAATAACCTTTTAN 

GTTNA MNMGGTTTNTAANNGGTGGGCNTATAAAACCNTGGGGNCNAGNACCCCTTTGG 
TTTTTGC MAN CCCCCCNAAAAMMAANNGGGTTTNCCCCCCCTTTTTTTNTTMAAAA 
MAAATNTTTTAGGGNCCNTAAAAANNGGCCCAAAAAAAA - 
Sequence 5957 

CCCTTAGCGT GGTC GCGGCCCGAGGTAC 1 II INI MUM II III) II 1 1 GAGCAGTTA 
ACATTCCTTTATTTTAGTTTCAAGGGCGGNGGANGGGAGAGAGGGANAAAAGATACACGG 
AA ACTT AC AG C AA 
Sequence 5958 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGAAAAAAACAGTATACCCTATTCCTTTAA 
AAGCCAAGGTAAATTTGAAACCTATAATTGATAATTAAAGGTATTCTTCGTAACCCTGTA 
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GCACTGAGGCCTTCCTATCAAAAATCCTTAACCCAGTAACCCGCAAGATGGCCCANATGC 

ATTTCAATCTGNANTrGGCMGCTGCTTTGCTAATGAAAAAAAAAAAAAAAAGCCTTCTAT 

ACCAATTCTMGNTMTTTTANACTAAANCAAGGGTCTTATTAATAGCCAAAGGGATAAT 

TGGAAAATCC 

Sequence 5959 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGATTTTGAAGAAAACGAATGTGGAGATTAG 

GCCACTGGACTCAGAAATAAAATCCAGAATAATGTAAACCACATTCTGAAGCTGTCACTC 

ATATCTGAGTCTCACCTTGTGTTGCAGATAGTCGCCATGTCCTCAGCACAGGAACAGGTG 

GCTGTCTTAATGTCATTGATGTGCAGACAGGAATGCTCATCTCCTCCATGACATCAGATG 

AGCCCCAGAGGTATAGTTTGTGAGTTACTGGGGGCGAAGACATTTACAGACATGTTCATG 

ATCACTTCATTTGGGGCTTACATTGGCCAGTTCAACATATCCTTCCTTCATGATGAAAGA 

AAGGACTATTTCTAMTCATTCTTGCAGGTGCTTTGTCTGGGATGGAMTTCCCGTTTTA 

TCTGGCAGTCAGTCTGGTGAACTGCTCGTTTGGGACCTCCTTGGAGCAAAAAATCAGTGA 

GAGAATACAGGGCCACACAGGTAAGCAGCTACTGCAGTTGCCTTGATCTTTGCTCTCAAG 

ATMTGAACTC MGCCT GCCTTTTNCATCAGGGGMCMTACCTCTTTTTTGGNCCAAAA 

MCACCCCATGGTTTTTCATTNTCGTAAMCATGTTCCTGGAGCCTTTTGATTGGCCAAG 

TGANTCTGCATTTTGTAGGTACCTCMGGANTTAMNrTTANTTTTAACC 

CCTCCAMMGGAAGTCTTTACTTTTATNTTGGNNAATTNAAAACCATNNTNAAGCTATT 

ATTTTNTTAA 

Sequence 5960 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I 1 I I I I I I I I I I I I I 11 11 1 1 1 1 1GGAG 

ATGGAGTCTCACTCTGTTGCCAGGCTGGAGTGCAGCGGTGTGATCTTGGCTCACTGCAAC 

TTCCGCCCCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCCTCCAAGTAGCTGGGATTACA 

GGCATGCACCACCACACCTGGCTMTTTTTGTATCTTTAGTANAGACGGGGTTTCACCAT 

GTTGGCCAGGATGGTCTTGAATCTCCTGACCTGGTGATCTTCCTGCCTNAAGCCTTCCAA 

AGNGCTGGGAAACAGGGTGTGAACCCACCCGGCCCTGGGCCCTANTGA AI 1 I II I I I I 1 1 

TAAACCCACNCCATAAATCTAAAGCAAAGGGTATTGCCAAAGATTTNAGCTTGGGGCCAG 

GGTCTTGACCCCNACCCTGAGCATCTTATTAGCTTTCCCATCAAGGGGAAT 

Sequence 5961 

CCC TTAGCGTGGTCGCGG CCCGAGGTA C 'I I I II I I I I 1 1 II I 1 1 1 1 1 I I I ATTNCTTTTT 
TTTAI I I I 1 1 1 1 1 I I I I I I IAI I I I I I 1 1 II I 1 1 I I I I I GGNAAAAACCCCCAAANTTTT 

ANNGTTTMTMTGMTNNCNCMCTNNCCAAGGTNCAAMATNTGAAAANNCCNTTTTT 
AAAAAA 

Sequence 5962 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTTGGCAAAGATTGGGCAGCAAGCCTT 

GTGGACCAAACTGGGGTTACTCTCCAGGAAAGAGCAAATTAGTGGTCACAACATTCAGAT 

CTTAGAGCCAGAAGAACAGGACTACAGCAGAGCCTCACTTCAAGACAACTCGGAGGCGCT 

GGCTCCTCTGAAACCCAGACGCTGTCAACTCCCTGGGCCCAGGAGTCACAACCGCTTTCG 

TGCTCTGGGTTCTTCACTTCTTGTGATCAGCTCCACATATTTTTCTGATGATGTCACCCA 

TTCTGACTTCCTACATTTTGAAAGTTGATCTACMGTAAMTCTTTCGTGAGGCTTAAAA 

AAAAGAAGAAAAGAAATAAAAGGTGTGCTATAGGGAGATGGAGAGGAAGAGAAAGGCCCG 
TT 

Sequence 5963 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGNCTCAAGGCAAANNTATGACTGANTTCA 

TCCTNACCTCTGGNGGCCNGNAAAAGNGGGTTATAGAANAACAAGAGGCNTCTAGATCTT 

TCACTGGGTTATTTGGAGAGAAACATCTCCTACACGANNGCCAGTTTAACAAGACTGGNC 

AAGGAGGGTATCTTATCTANTTCACAGNNNTNAACACATTGNGTCNCNNNANNTGANACA 

CNNAAACACTNTANNTGANNNAANATATGTCTTNTGAANCCANCCCTAATGAAATGAANA 

TGTGTGATTAACCTGACAGGAACATTAGNGAGAGCAACCGTNTANAGTCTCTGGGAGCAA 

CNCATGMCAMCTGAGMTTTTCATNTTANAANATAACAGATANCMTNTGTTTTTAAN 
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TTGGAAGAAATACATTAACTGNACTCAANAATNTAATGTGTCCANCANANNAATTNGTTG 

MGCAGAAGANAGGGGCTNTCAMACTTTGGNGAATAGGCCATTGGGAAATCNTGGTNAT 

GGGGNGGGGGAAAMNANNAAMNGGATTGGAANATTTTTTAAAGNGGACTTTTGGAGAC 

CTTCCTCAMGGAGGGNTAAATTTTTNNNNTTNCCGGAATGGGGGAAGATTNGAGGGNAA 

MGGGACAGAAAAACTTTTTTNGANGAAATTNTGNTCANNAAAACCTCAI lll l ll IGGC 

MGGGGAATAANAAAATTTTGATCTTAGAAATCCCCCANCATCAGGGGTTNGGANAAAAC 

CCAGGG 

Sequence 5964 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTTAGGCAGCTCACAGAGCTGATCTCAACTTTG 

AGCACCATGGGAGGTAAAGACCTCAGGGCAGTTGNCTCTNGTGCAGCTAAAGTGTTTAGA 

AAGCCAGAACGAAGTGAAAGGAAGACCCTAGAGTGGGTCAGCTTTCTGCCAAAGATAGAG 

AATATAGCTATAGAATGCTCCCANCCTACAGTATAGAGCTGTTGTTGGGAAGTGGCTGCT 

CAACCAGTGCCTGTATGCCCTANCCTNTCACACAGTTGGACTACATGACTAGTTCTT 

Sequence 5965 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAGCACCTTGGCGCGCGGAGCTGGCA ' 
CCTTGGCGCTGTTGGTGGCGGCGGAGACAGCTGTGAAGTGTGANGTTCTTTGTNTGCTGG 
CAGCTANGGGCGACGAGGCGGGACGTCATGGAAGTGAAGG 
Sequence 5966 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATACTAACCAGTTTGGGGCACATAAATGT 

TACAAGGGAGAAAAAMGATTTAGACTAGCATGTGAATTTCATCAAGCAGAGACACCTTG 

GTTAAAAAGCAAAACTTGTGGGGTGGAGAGGAAGGAAAAAAGGAAAACGTAAGAAAAAGG 

ACCGGAGTGCTCACTGTTTATCATTATCAGCCC I llllll I GAGACGGAGTCTCGCTCTG 

TCACCCAGGCTGGAGTGCAGAGGCACTATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGT 

TCACACCATTCTCCTG 

Sequence 5967 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACTGTTAAATTTGTCAATAAGTGACAAAAGA 

ATTCCACAAAATCATGGAACTCTCAAACTCAAGTAAACCAAAAAATAGTTAACCAAATAA 

TGATCTCCGTCAGACAGTGATTTGAATGAGAGATCATATCGTAAGTTTAAAAAGTAAAAT 

TCAMTGTMTGTGATTGAAATACCTCTGAGTTTTACATTACTCCTCATCTGTATAATAA 

MGAGAGGATGAGTGTGAAAMGTTAAGAGACATTTAAAAGGTCATACTGGAAATTTATC 

TTTGGA 

Sequence 5968 

CCCTTCGTGGTCGCGGCCGAGGTACGCGGGTATTGGGAGAATCTGCTGCCAGCTTCAGGC 

AGACCTTTCTGTCCTTCGCTGTCAAAGCCAGACTTATAANGAGTANGTGAANGCAAAACC 

CTNNAAAATTATTCGAACANNGAAAMAAMGTTTTGCCTCTTCNAGCCCTGGACCCTTG 

NNNMCTCNGTTTCCCTCACCCTTTNCAATTCACTTNNACCCAATNGTCCCNCTTNGCNT 

TATTCCTTCCACMGCCTTGGCNTAGATGACANNTCTTGGNAGNGNTTGNCCTTGGCNAA 

NACCTCNCACTATTANNCACTTTTTCCCMNGACCCNCNNANCCAAAATNTTGTTAGGTT 

GGNCCMTTMTTTTGGMGANCCTTCCCCTTGGCNTTAGTAGGGGGTATTAAAANAC 

Sequence 5969 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTMTCATACCAGGCTTCTGATTTTACAATC 

CGGGTTTMGCTGTTTACATTTCCAMGTMTCMCTTTTGCTCTCCTAAATCCCTCGTA 

ATATTCAMGTAAAACTGATGGMTTTTTTGATMGTTACTACAAGTTTAGCATCACTGA 

TTACCTTCAATGCACTTGCAAGTGAACCACAGCTAATCTGTAAATTAAGAATTCATCTAC 

AAATGGMGCMGAAAGAAAAAAAGTTGTTTTTCTTAAGCAAAGTTGGAAATAAACAGAA 

AATCTTTTTCTTTAMGGATGGTGGA 

Sequence 5970 

CCCTTTCTAGCGGCCGCCCGGGCAGGTAC I I I I I I CTTATGATGATTGGTGTAGAAATGT 
GTGATTTGGGTGGGCTTTTACATCTTGCCTACCATTGCATGAAACATTGGGGTTTCTTCA 
AMTGNGTGTNGTTCATAACTTCTTTTGGGGAGGGGGGTTGTTTTCATTCTGTNTATTTT 
CTGAGGACTCCTACAGGAGCCAAATTTGTMTTTMGAGACACTTMTTTTGTTAATCCT 
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GTCTGGGACACTTM6TMCATCTMAGCATTATTGCTTTAGAATGTTCAMTAAAATTT 
CCTGACCMATTGTTTTGTGGAAMTMGATGTGTTTTGCAATTTGAAGATAATCCTATC 
CTGTTCCCAGGAAAGGCNCANAAAGGTANGCGGANATGGCCCCATT 
Sequence 5971 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

ACATTCCATGCTGGGTCATACCTGAGTGCCAGTGGGAATATAATTTGGAAGGAATACGTT 

GTTGAAAAACATCCTCTTCAGACAAATATGACCAATGCCTTAGTCATCTATTGGTTATGA 

CMTATCCTCTTGAACAAMTTGGTTTCGGGTCTGGGTTCTGGGGTACCAGGATTTTATT 

TTCACTGGAAGGGGCTTTGTGTGGTGGGCCAAGAAAACNCCTTACCGCTTCAAATGGATN 

CCATGGGACCTGAGAAAATGTCAACATCNAACCCANATGAATGAGAAGCCACCAGTGGAA 

GAMGGGCTTCNANATAGCTTNNTTCGGGATTNGGAAATTCANAAAANGGCAGCCATTGA 

NNANTCAATTTTCTTATGMGACCCCTGAMAGTCAGAAMTTNCTTGACAAATTGGATT 

TTT GGGG GAAAAA AGAA ACTGGCAGATTANTGCTTGATGAACACCATTCCCGGAACCNCC 

TTCTTTTGGAATGNT7TTC7TTAACCTGAGTAATGCCATCATGGGCAGGGGGGATNCTGG 

GCTTGGNCTATGCCCTGGCCACCCCAGGGGACCATNI I I I I I ATAATCAATGCTGCTTGC 

TTGGGGCMTATTATTCCTTGMTTCAGTCACCTTTTANTAAAAACAGCCAAGGAAGGAG 

GGGTCTTTGATTATTAAAAATTAGGAGAAAAGGNTTTTGGATGGC 

Sequence 5972 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTNI I II I I II I I INI I I I I NTNNNCTTAT 
ATAAAATTATTT TTCTTCM GCTTTTTTTACCT CANAAAAATCCTCTTTATTTTTACAAC 
TTTCTTTACATATTTrTTTATTTCCTGGTTC 

MTMGCTTTGAATTANACATAAATTTTTCACTTTTCTTTTTAAAAGGACACACT^ 
GTTTTTG I I I i 1 I I 
Sequence 5973 

CTCTAGTATGCATAGCTCGAGCGGCCAGCCAGTGTAGATAGGATATCTTGCANAATTCGC 
CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCANGATGATGGAAGAAAAATTACTNC 
ATGCTGA 
Sequence 5974 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATAATACACGTAACAT 

AAAAMTATGTATTMCTGTTTATGTTATCAGTAAGGTTTCTGGTCAACAGGTTACTAGA 

GTTATGTTTTGGAGGAGTCAAMGTTCTATGCAGATTTTCAACTGCACAGAGTCGATACT 

GCTMTCCCCAAGTTGTTTTAGGGTCAAGTCTGTATTCAAATGCATTCGCAGGAGTTGCC 

TTTMCATCTACTTAGACTGATTTAACCACCCCTATTTACTTTGCCAAGAATGTAGAGGT 

ATA TTAA MTCAACCACCAACACTGTTTCTACCMTGTCTTTCTGTTATTCAAATGATTA 

TAGTTTTGTCGACTTTTAGTATTTGGCACATGTGTTATCTAGCTTGCATAAAATAATCTT 

CACTGCCTTGTTTTAATCA I I I I I I ATTCTGNATTCGTGTNTTGTTTAACAATAATACTT 

TTCTTCTCACCTCTTCTGGGCTMGGMTMCACATACATATTTGCTMTCTGTTACTTT 

CMGCTTTCTATCCTGCTGTCTTAAGAAACTTCATATGTACCTGCCCGGGCGGCCGGTC 

Sequence 5975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATCATTATTGTGAAGATATGCTATAGCTGA 
TGCGAGACTTTGAATGATCCACCTTGNCTATTNTCTTGAGAAATGCCCTAATNTNTNNAN 
MTATNTNTGAGTTCTNCANCCTCACAMGCTNCATCACAAGATACATTTTCTTTG 
Sequence 5976 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGTCTTCATGAGAGCACTGTTGTC ' 

TGCGCCGGGAAATCATCCTCTGACCTGTTCACAAGTCTTCTAGATGAAGATTTTCAGCGG 

G TTTGG ATCTATTTAAAAAGCGGTAACTGCAAAGAGGCACCTAATCCACTTGATTTGCCT 

GTTTTTGAGATTCTGATTATCCTGTTACATGTACCTGCCCNGNCGGCCGCTCAAAAGGGC 

Tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnAANCCCNNAACCNTAAAATATAAAACCTNAANTNCCTAATAAATTAACTAACTCACA 

TTAATTACNTTTCCCCTCACTACCCNCTTTTCAATCCA 
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Sequence 5977 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCGAAAATGTGGTGAAGGTCTCAGT 

TGTTATTTCAGAAATGAAACCAAAAGAAACACAATAGCCGAATAAGAACAATAGAGAATC 

CCTTAAAAGACTAGAAGGTTAAAAGGAGGAAAATTATTAAATTAAAAAGAAAGGAAGAAT 

GATCAAAAGCAGCAACCACTGAAGATATGCAGAGCAGATCTAGCATACGGATAATAGGAG 

TCACTGAAGAAGGAAACCAAAGCAAGAAAGCAAGCCAACACTTAAAATTATAACTCCAAA 

AAA 

Sequence 5978 

CCCTTT CGAGCGGCCCGCCCGGGCAGGTAC I 1 I I I I I I I I I I I I 1 1 I I I I I GATAAAAGT 

ATTmGGMTCTAATTTMTGTTCAGGGATCCATTMGCAmCAAGGAAGACACTGAC 

ATTACTAMTTGTTCAGCMTGCACAGAATTTGAAMTACACTTGAAAMTAGAACTTTG 

ATATAAACTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCA 

TTCCCCTATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAG 

AMGTTMGGMGMCATAGAGAAMGGATTGTTTTGCGCAGACATCTGGCTTTGCTTCC 

CCAMGCTACTGAGTACAAMTTTATTGCNGTAMGAGATTAAAACTATTTCTTATGTM 

ACCAAAATCA 

Sequence 5979 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTATTAAAGAAAAGTCTTTACTGTTGAGGGC 

ACT GGGTC TCTGGAGTAGATTTAGAAGACACATATAGAATAGGGTGTGATTTCTTACAAG 

TnCTTTTTCCMTTTGCTTC 

ATTCAGCAGCTAACCTGGGAGAGTTAGGGGTGTTTCCACTTCTTTCACTTAAGGCCTCAG 
CGTCAGCGGGAGCTCCTATGAGTTTCACACATTTCTTTTCCTTCTTCAGCTGCATATCCA 
CGGGCAGA 
Sequence 5980 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAACAATTTGTTTCTG 1 MM 1 1 CTTATT 

TGGATATGGCTCAGACATTTAATGAGTATTATTTAATTTMCATAACTTTMGATTTTAA 

ATTACATGAAAATTTATTTGTAAATGCTTACTCTGTT^ 

TTT TAACM TTATACCTTGATTACCTATGAAMTTGAGATACTAGACATAGCTAGTTATT 

AGGTTTTTATTMCGMTTTTATTGCCTGTTMTATCAGGMTTTACCTAAGTAAGAACT 

TTAAGGTTAAATACATAGGTCAATAAGTCCTATTGTATAAATCCTGTCAATAAGTCAGGA 

GACATGGCTGATTTTATTAAAGCMCAATATTAAATTAATCTTATCAAAGGGGTTAAAGA 

TTATGTTGNTTTAGGCTTTATCACCTTATTACATTAAAAGATCTAGCAGAGGCATATATA 

AMCTGTGTGACCAGTAMCTCAAGTGAGMTGTATGTTGACACTTTTGMGNATATTTC 

TAATTTTATTTTTCAACCA I I I II IM 

Sequence 5981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCGCCGCGCTAGCCAGGATGGTC 

TCGATCTCCTGATCTCGTGATCTGCCCACCTCGACCTCCCAAAGCGCTGGGATGACAGGC 

GTGAGCCACCATGCCTGGCCCGTATCTGGATAATTTTAAAAAAI I I 1 1 1 1 GTAGAGACAA 

GGTCTCACTATGTTGCCCAGGCTGGTATTAAACTCCTGGGCTCAAGCAATCCGCCCGCCT 

CTCAMGTGCTGGGATTATAGGCGTGAGCCACCATGCCAMGCCAAMGAGTMTTTTTA 

ATATATAAAAAGCTCAGGATAAAAAAAGGCAGGAAGGATACCAAGCAGAAAAATAGGCAA 

AAGTTGAGCTGGGCTCANCAGCACATGCCTGTAATCCCTGCTACTTGTGAAGATTGAGGT 

GGGGAGGAAATGCTTGACCCAANGAGCTTCAAGACCAGCCTGGGGCCGACACCAGNACCG 

ACCCCCATCTTAAAAATTAAAAGAAAAAATAGGGCCAAAAATTACAAGCNAGATGCCGTT 

CACAAACAGGAAATACCAATGGCTTCATATAAAATCTGGNGTCCAACCTTACTAAATAAT 

CCAMGATGTCAAAAATTGMTACTTATTCTTTCATGGTTTNGGAAAACATGTAAATTAA 

AAAA 

Sequence 5982 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTMTTTATTTGTCGTTAGTGTTAAAGATT 
AAGCATAGTAACTG ACTCTTAAGTGTTAAATAATGTAG AAGTAAAAAAA I II I I 1 1 1 AAA 
AGGCTTAATTTTGGGANGGGGGGGGACTTTATTTTTCTGTTTACAGNGTMTTACCCTTC 
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CTTCCCTCCTCTTCTCCCCCCACACCCAACAAAATACAGTTTGGAATTCACTGAAACAGT 
ACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 
nnnnnnnnnnnnnnnnnnnnnnnnGCGTAATCATGGGGTCATAGCTGTTTCCCTGTGTGN 
AMTTGTTAfSlTNCGAGTCACAATTTTCCCACCACAACCANTANCGAAGCCGGGG 
Sequence 5983 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAACTGTCAGGTTGCCGTCTAGGTAGCG 

GTTGTGCTTGCTGAGGCTGCACTTGCTGACACTGCAGCTGCGACGCGGCTAAGAGGCGCA 

GAGCGAGGAGTCGGGAT7TGGTCGCGAGCGGCGACGAGCATTTGTGCAGAATGTCATCAG 

ATGAGGAGAAATACTCACTTCCAGTTGTGCAAAATGACTCCAGTCGAGGCAGTTCTGTCT 

CTTCGAATCTTCAGGAAGAATATGAAGAACTGCTTCATTATGCTATAGTGACTCCAAATA 

TTGAACCCTGTGCTTCACAGTCATCTCATNCTAAGGGGAGAATTGGTGCCAGATGTCAGA 

ATTTCTACAATTCATGATATTC7TCATAGTCAANGAAATNACTCTGAAGTAAGAAGAAAC 

TGCMTATGAMNTTGGAAAAGGATGTGATTTNCATATTTCAAGTCATTCAAAGACAGAT 

GAGTCATCCCCAGTGGTATTCGNCMGGAAGCCTTNTTACCCAGTCATGGATTTTTTTCA 

GTTCACATNTTTAGCTGACTNTTTCTTACCAGCAACAAAATCTAGTCATCCAGAAGCCCA 

TGAMTACTTGGGGAGCGMTTTCTTGTTTTTGATGAAAACCTTCGAAAAAGGNAAATGN 

GCTTGATCTTTGGGNGTCANGGCTTAAACAMCCTTTTATTTTTACTAATAAATGGAGAC 

TTAATTTNTTTACTTGCNCCCCAATGGGAATGAGAAAAAAAAAAAAA 

Sequence 5984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTACGAATGCCACGATTGTGGGAGAACCTTC 

AGGAGGAGGTCGAATCTGACACAGCGCATAAGAACTCATACTGGAGAAAAACCCTACACA 

TGTMTGAGGTGNGGGGGAAAATCCTTAACCAATNAGCTTTTTCTTCTTACAATTCACAG 

GGAGAAATACATAATGNGAGAAGAAATCCTATGAGTGCAGTGGATTNGTGGGAAAATCCT 

TTAATGTTCTCTCGTCCGTTAAGAAACACATGAGAACTTCACACCTGGAAAAAAAACCCT 

ATGAATTGTMTTTATTTGCCGGGGAAAMTCCTTCACMGGTMCTCCTACCTTTTCTG 
T 

Sequence 5985 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACACATTCTTTTCTTCAGCATGTGGATCATTCT 

CAMGATAGATCACATTTTAGGCCACAAAACAAGTCTTAAAACTTCCAAAAAGAGAAGGA 

AATTATATCAAGCATGTCCTCTGACCAAAATTGAATAAAACTAGAAATCAATAACAAAAG 

GMCTTTGGAAACTATACAAACACATGGAAATTAATCAATATGCTCCTGAATGACTAGTT 

GGTCAATAAMAAATTTAAMATTAMATTTTTTGAAACAAATGAAAATAGTAATAAAAC 

ATATCAAAATTTATGGAATACAGCAAACCATCACTAAGAAAAGGTTTACAGCAGTAAGTA 

ACTGCATTAAAAAGGTAGAAAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGA 

AAGCACCTACTAAGCAAACCAAAAGTTAGTAGAAGAAAAGAAATAATAAAGATCAGAGCA 

GAAGTAGTGAAATTAAAACTAAAATCAATTACAAAATATTAATGA 

Sequence 5986 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCCGGCAGCACAACGAGNNCAGNCACAACTTT 

GAGAGCATGTCACCTGCCAAGCCAGTCCAGCCTNACAGAGAACGGAAAAGAGCCNNCAAA 

TNCAGCNAGCACAGNATGAGTTAGAACTCANACTCCCATNAACTTAGACTTACTAGNACC 

ATCCTGCTTTACAGATTTGATTGCTTTGGAMGACTTCMGCCTTGNCACTTGCTGTTTT 

TCTCACNNGMAAGTATATGGCTTTCTGCTTTTGATCCAAACCCCANCAAAGCCTNNCTT 

AAGNNTCCNGACCTTNCTTTGGGNMNNAGGTTTTNNCTTTTTCMGGTTTTTCNAAGAT 

GTMGGNTNTTCNTTGAATGCAATTTTGGCATTTNAMTTCCACGNATTCCNGNMNTTT 

AM TNCNTM TTGGTTCCTAAAMGANTGTTGGTTCTTTTAACCTNCNNNGGANTCCATN 

TTTATTTTTAMCCANTAAANGGGCTTTCTTAAMNGGCNCTNCATTTTANCTGGGNC 

ANNCCCTNTTCNTAAACAAAACTTCCNTNAAAANCCGGTTAAAAAAAATNTTGTTGGCAT 

GMTCTTTANCAGTACNCTTTTAAAAAGGNGCT7TTTTTGNNCCCTTNCCCGG 

Sequence 5987 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGCAGTCATGGCTCACTGGAGCCTTGAC 
CTCCTGGGCTCAGGCAGTCTTCTCACCTTAGCCTTCTCAGTAGCTGGGACTACAGGCATG 
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CACCACCACACCTGGCTMTTTTTAMTTTTTTATAAANACAGGG 

TGGGCTGGTCTCAAATTCCTGGGCTCAAGGNATCATCCCACTTCANCCTCTCAAAAACTC 

TANMTTATAAATTTNAACCACCATACCCACCCCCATCATCTTCTTATAAAGACACTAAT 

TATTGMTTCMNACACACACTAAATCCAATTTAATTNCATCTCAAAATCCTTAACTAAT 

TATMCTCCAAAAACTCTCTTTCCAAATAAAATAACATTCTTAAATTCTAAATAANCCCT 

TTAMTTTTAMAAMTTCTTCACMNTTANAAACCACAAAMAACANTTMTTTATAAC 

AAATACTCATTAAAAATTTCATAAAAAAAAAAACATTTCCACTTAAACTTAAAAAAAAAT 

CAMATTNTTTCNACCCAGAAAAANTTTTNCCCAAANNAANTCTAAATNCCI I I I I 1 1 I I 

MI I IUIHIMI 

Sequence 5988 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACNCGGGGGAACAACGGAGGCAGAGGAGCTGA 

AGACTCCAGTATGCAACTGACTACAAGGAGGTTTGTGAGGCTTCAGTTGATCGTGAGTGT 

AAGTGCTTCAGTGCGATCAAAGTTCTACGTGCGAGAGCCGCCGAATGCCAAACCTGACTG 

GCTGAAAGTTGGGTTCACCTTGGGCACCACTGTCTTCTTGTGGATCTATCTCATCAAACA 

ACACAATGAAGATATTTTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAACAAAAGGAACTTTGGAAACTATACAA 

ACACATGG AAATTAA TCAATATGCTCCTGAATGACTAGTTGGTCAATNAAAAAAATTTAA 

AMTTAAAATTTTTTGAMCMATGAAAATAGTMTAAAACATATCAAMTTTATGGAAT 

ACAACAAACCATCACTAAGAAAAGGTTTACAGCAGTAAGTAACTACATTAAAAAGGTAGA 

AAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGAAAGCACCTACTAAGCAAAC 

CAAAAGTTAGTNGAAAGAAAAAGAAATAATAAAGATCAGAGCAGAAGTAGTGAAATTAAA 

ACTAAAATCAATTACAAAATATTAATGAAAGGAAAGGTTGGTGTTCATAAAAGATAAAGT 

CAACAAACTTANGGCAAACTAAAAAACCAAGGAGATATTAAAATAAGTTAATAAAATCCA 

GAAMTCAMAGAGATTTTCAACTGATCCTGCGAAATTCAAAGGTTATTAGTNACTNCTN 

GAGNCAGGTTTATGCCATTAAATTGGGAATAAGGAAACCAAACCCTTACCACCAGATCCA 

AGGCCTTATTAAAAAGTCTCCTNTCGAGAAAAGTCCCNGATTCATGGACTTCCCAGGTTG 

AATTTACTAMCCTTTTTAAAAGAACTAATTCCATTCTTCCTCAAA I Nil 

Sequence 5990 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTTTTTTCAACCAGTTTATGAGAGAATGAA 

MGMTGMAGTGAAAATTTTACTTMCTTAGGGTTATGTAGCTCTAGGTAATCTCTTCA 

GMCTCCCTTGCTTCACCTTCTCAAGTTAATCAACAGTGGCTAGTTTATAACTAGAAACC 

ACTTACCAMTTGCCTAMCAAGAAAACTTTTTAAAATAACAATTTGCTGATCTGTCCAA 

TAACTCCAATAAAGTTGMTTTGCT1TATTTTTCCAAAAATTATGTTGTCTAGATAAAGA 

CTCTTTGTAAGTGTAMTGTATGATATATTGAGTTGATTTTTAGTCCCTATTAGAGAGTT 

GTTAGACMGTTATTMAGTTTMGAAAATTTGGATTCTAAATTTCCACCTGATAACATA 

TATGAMTATTTTATATTTTCAATATATACTTACTTATATTTTGCACACTGTATATAAAC 

TAGGGAGATTAAGAAATGGTTTAAGGCCCTTCTCTGGGGGGATATCTGCCCTATATAAAG 

GAAMAAAGMAGGGTAGAMGAGACTTMCTTTTfTTCTATCTTCCATAAMAACTTCN 

AAAATGTTCTTTTTAAAATGGAATTTTTCAA 

Sequence 5991 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTACAGTGGCAACAGCCTGCAGGATACCAAG 

GCTCCCATGATGCCTCTGAGCTGTTTCCTGGGCAATGTCTATGCTGAGAGTGTAGATGTT 

CTTCGAGATGGAACTGGACCTGCAGGTTTACGACTTCGCCTACTTGCTGCAGGTTGTGGA 

CCTGGCCTATTAGCAGATGCCAAGATGCGGGTATTTGMCGTTCAGTGTATTTTGGTGAT 

TCCTGCCAAGATGTTCTTAGCATGCTTGGCTCTCCACACAAAGTCTTCTATAAATCAGAA 

GA CAAGATG AAAATTCATTCTCCTTCCCCTCATAAACAAGTTCCATCGAAGTGTAATGAC 

TACTnTTTMCTACTTCACTCTTGGAGTGGACATCCTCTTTGATGCGAATACACACAAA 

GTGMGMGTTTGTTCTACACACCAATTACCCTGGGCATTATAATTTCAA 

Sequence 5992 

CCCTTGCGTGGTCGCGGCCGAGGTACAGTTACCTCCAGTCTCTTGTGTATCTGGAATGCA 
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CTTACTTCCTNTTAAGGTTCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATC 

CATGGGGACTGAGACAGANCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACA 

CTGATCCATGGTCACAGTTTGGAATGTGCTGAGAAGCTTCATCTACAATCAAGTTTCTCA 

GTAAGAAGTCCCCGCAGAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAA 

AGGGCGAATT 

Sequence 5993 

CCCTTTCGAGCGG CCGCCCGGGCAGGTACTTTN I I I II I I I I I I I I I I t I I I U 1 1 1 1 I I 

h i <i ) ) 1 1 1 1 1 m i n i n 1 1 1 1 N 1 1 y n n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 n 1 1 1 1 

I I I 1 1 M I I 1 1 1 1 1 I I I N AAAAAAAA AA AAAAA AAANTTTTTN N N N NN AAAA AAAAAAN N 
TT N N AAAAA AAN NTTTCN N NTNTT A AAAAA A AA NTTTTTN G G AA AAAA AA 1 I I I I 1 1 I I I 
TTTTAAANGGGNAAAAAAN 1 1 1 1 I) I > NTTTTNAAAAAAAA T I MUM I GAAAAAAAAA 
AAAAANTTTTAAAAACCNGGGGGGGTNNTTN I Mil II A AAA AAAAAAAAAAAAAAAAAN 
CCCTAAA I 1 I 1 1 1 1 I I I AAANGGGGTTTTTNTTTNGNCCCCNAAANTNA A \ I I 1 I 1 1 1 I A 
AAC ANM I ) 1 1 1 H I ) I CAAANNNAAAAAAAAACNCTTTCNANCNAAATTATGNAAAAAA 
AAAA I I 1 I 1NTTNI Mill I ANTTN AGAAAAAAAAAAA I I II 1 1 i 1 I I N NAN N AAAAA AA 
AANGGGANAATTTTN rTTTTTTTI CNTNAAANAAANANTCTAAAAAAAG I I I I I 1 1 1 1 1 I 
TTTTTGAAAAMCNNANTTTNGGGGTTTTTT 
Sequence 5994 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTAAAAGAAAATAGTTCCCAAG 

AAATGAAACTGGCTCCAGAAAGCTGACAGCTCATCCTGTCCATGACACTTACCCACTTCC 

AGGGTCACCTGCAAACACCAACTTCCTAGCCTTACAGTATGTGATCTTCTTTGCCTGGAA 

CCCGAGGGCGCATCCAGCTGCTGCTATTTTTGTCCCTGGCT7TGGGCTGAACTAATAATG 

TTATGAGAAATTTTAAGAATTTGT 

Sequence 5995 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I 1 1 I I I 11 II I I I I I I I I I I I I GGGAAATG 

AATGTTTATAGCAGCATTAGTCACAACAGCCAACAAGCAGAAAAAACCTAAATGCCCATC 

AATTGAATGGACAAACAATATGNGGTATATTCATACAATGGAATATTATGCAGTCATAAA 

AAGGAAAGAAATACTAATACATCAACAAGGATGAGCCTTGAAAGCATTATGCTAAGTGAA 

AGMGCTGGGCATAAMGACCACATATTGNATGATTCTATTTAAATGAAATGTCCAGAAT 

AAGCAAATCCATAGAGACAGAAAGTAGACGAGTAGTTGTCGGGGGCTGGTAGGAGGGGAT 

AATAGGGAGTGATAGCTAGGGATNTGGGGTTTCTTTACGGGAGGGAGCTTAAAAACGTTC 

TGCMTTAGTGATGATNGCTGCCACAACTTTGTGAAAATGAMAAGGGAAATTTTATGGG 

GGGGTAMTTTTTATCTCAATTTTMMTCCTTTNATGAAGACCTGCTATTAGCACAAAC 

AGACTTTCCTMGCCCTGAANTMTATTGGCCCTTGTTGACTGCCTAACCCAATNGGTTT 

TTTACAMTGTTTTCCTTCTCCTTTAAMCATTMGGGGATTTTTT^ 

Sequence 5996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGAGGAATATTTGCTCTGTGCCATCAGC 

CGNGTAGAAACTANAATAACCAGCTGCCATATTGTGAGCTGATTATGAAGAGGACCATGT 

GGCAAGACACTGAGGGAGATCTCCAGCCAACAACAACTCATAAGCAACTAAATCTTGTGA 

TGAACCACTGGAGTCATCTGGAAAGAGGATCCTCTCACCTTCAATCTTTGAAATGGCTAG 

AGCTCTGATGACAGTTGGATTACAGCCTTAGGAGAAACAGAGAGCCGGGGAAATTTGTGC 

CCAGGTTCCTTTCCCACAGACATTGTCAGATAATAAATATCTNTGCG 

Sequence 5997 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGAAGGTGATATTAAAGGTGAACGTGTAT 

TATAATGGGGCTGTGTTGATTTCTATAAGTGGTTCATA I I I I 1 1 CCTGCGAATTTCTTAG 

GATGTAACCATTACTAACGATGGTGCAACCATCCTGAAGTTACTGGAGGTAGAACATCCT 

GCAGCTAAAGTTCTTTGTGAGCTGGCTGATCTGCAAGACAAAGAAGCTGGAGATGGAACT 

ACTTCAGTGGTAGGTAGACTGGCTAMGMTGATCATTTTTCTAAAAACGACCCGACTTT 

CAGAAAGTTGAAGCCATAAGTGGGTCATTTGTGCTGTGTCAGAAATAAGTTACATATTCT 

GAATGC 

Sequence 5998 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTCAGACCACAGCTGCAGAGGGGATCGTG 

GTGAATTTCMTGAAMTCCATTTGAATCTTGAGGTTCAGATCTTAAAAAGCAAAGGACA 

TGAGAGMGTAATATTGTTGCTTGMATTTCATTGCTTATATCTAAAAGAAACTCCTATT 

TTTMGAGAAATGTTGAATCTTTGCAACGTGGTGGACGCTCCCACAAAACTTTCTCCTGA 

AATAGGAGATAAATGTTGGAAAGAGGCAATGTATTGAGTATGCTGATAGAGGTGGAGTTC 

AGAGACAGGCMGCATACATMGAGTCAGGATGTTTTTCAAGTATTATCTTTACAAATGA 

GTTTCTTACAGTGGTCAATGACAAACCMTTTCATTCAAAGCTTGCTTCAATAGGCAATG 

GGTTTGATGCCAATATGTTAGCTATTTACTTTGACCACCGTATGCATTAAAAAGAAAGAA 

AMTTAMGMTACTCAAGCAGAACCTCAACTTAMTAGCCTTTTCACAAAAAGTAATGG 

AGGGATAGACTGAAANTTAATGGGATCAGGTNTGTGATGAGGATCTCAANAAGTGGTTTG 

CACMTMTGCAAMTCCTCATTTTAAACAGAGTCTTAAGGATTGGGGACCTAATTAAAA 

TT ATTTG N ATTN AAAAAAAA AAAAAAAAAA AA 

Sequence 5999 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCTGATTGTTGCTAACTGTCCTCCGGGGGAACT 

TCMTTTAGTGGTCAGCCTCAGGTGTGTGCCATTGTAACAAATAGCAGTTAAGCTTCATA 

TTGGGTGGACAAAAGTTTCCACCCACTTTCAGACANGTTACAAAGATATGTAGCTACACT 

GAGCATAAAAGGAGGAAAATTGATGAACACTATGGACAGAAAGCAGGTGAATTGCTAGAA 

GTTTGGCTGGTTTGCTTGGGTTGGTTGCTTAAAGATTAAGGAAGAATGGAAATAGCTGAG 

CCATCTTACTACTTAGTCCCTCCTATAGTCTGTCATGCCAACCTTAGATCCCTTTGGAGA 

TGACACTAAAAGTAA 

Sequence 6000 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAAATTAGCTGGGCGTGGTGGTGGGCGCCTG 

TAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGTAGGTGGAGGT 

TGCAGTGAGCTGAGGCCGTGCCATTGCACTCCCAGCCTGGGCAACAAGAGTGAAACTCCA 

TTTCAAAAGAAAGGANGAAAAAACAAAAGCAAAAACAAGAAAAACAGAACANTTTATTGC 

CCCATAAGGCTACCTTTGATGTATCATAGTAAAAGAAAGCANGACAAAAATCAGTTATGC 

TAGAAAAGAGATMCTTACGGMGTTCACTTMGGGAAATACAACAAMTGCTCTTTGTT 

TTTANTAGAAATATTAAAAGTATGGGGTGTGGATTTT 

Sequence 6001 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I I I I i I I II I I I I I I I » I AGNTTTGC 

TTANAATTAGTMTATGTATCTTTGGTAMTTGGTATCTATATTTTMTT7TAAATACAG 

TATATATGCATTTAAGAAAAATTCATAACAAGGCAGTTGTGCTGTGTCATTATAAAATAA 

TTATTTACTGATTTCAGTATGTCACTCTGGGCTAAAAACTCCAACAACCAGAACTTGAAC 

ACCGTAACCCTTCTTTGGCCTCGCTGGACTCTTCTACTTGAATAGACTAAAAACTCTAAA 

GGCATAAAMTTAGGAAGACCMTTAGCTAATCTTACTCTTTTTGAMTTCAGAAATTAA 

CI I 1 1 I ICATATTAAA GAAG ATATCTTGGGCTATCGCATATAAGAAAGAGTTCTCCTGAT 

GGGCAACAGCATGTCTTTTCTTTGATGTCCAACACAACCACTTGGGTCTGATCATTGCAA 

TTTAT 

Sequence 6002 

CCC TTTCGAGCGGCCGCCCGGGCA GGNACTTTN I I I I I I I I I I I M I I 1 1 I II I I I NCCC 
TTTNI I I 1 1 I I I I 1 1 I I I I I I I I I I i I I i I I NTTNNNNNN 1 1 I I I Nl I I 1 1 I II I I 1 1 AA 
AAMAANAMNTTTGNAAAMTTNATNATNTNATTTTTAAAANAAAAANANCATTAAAAT 
NGGI I I I I I IAAMNTTNANCNTCCAATCAAAAACNCAAGGNCCNNGGNNCCNCCCCATT 
TCNANG GGTNAMGGGCANTTNCCANCNGGGNGNTNTTTTCCAAMNTTTNNMNTTTTT 
I I I 1 1 IN AMTTT TGANAACCGAGGNAAAATGNTTNCCCAAANCCTGGTGTTACTTNGAT 
CCCGNANTTTTTGGGAAAMAMANTTTNTTNATTNAAAAAATTCAN I I I I I I I I I 1 1 I I 
TTTCAAMTNAAMTTTNAAGAAAATTTTCTNAACCCNTTTAA I II I I I I I AAACAGCGN 
NCTTTNATTTTANAAAANATTNGGCCCCANGNAMANCCCNTTATNGNCGNNAANTTGGG 
NTGGTGGTTNTNAAAAAAACCCCAAAAATGGGGGGGTN I I I I I I I 1 1 I I NAAGGGAGGTT 
NTCCCTTGGGGGGGAAACACCCNTTANGGGNGAAATTTNAANAAAATGGGGGGNGTTAAT 
TNTGGGANACCMNNTGGGAACAAAANTTNGGGGG 
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Sequence 6003 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMACTCAAATAGATGMCTTTTAAGACAAAGT 
CTCAGTTMCTTGTGAAMTTGAATTCCCATCAAACTGAATGTAAGCATTTAATATCTAA 
ACATTTMTGTGGACTTCCAATAMTTCTTTTATAGMTTAGAAAGTGGGATTTACTGTA 
G AGTGTAAAAA I I I I I I I AMATTGTTTTACACTATGTAGTAATATTTACAGTTAAATTA 
TTTTGTGCAATATTTGAACTTTA 1 1 1 1 I GAAACTATTCTTTAAAG ATTTA I 1 1 I I I AAAG 
CATTCAI I I 1 1 I I I CCTTGAATAGCACA 
Sequence 6004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGAGTGTCTGCAAAGAGTCCTGTGATGTGA 
TCTGTCTCCAGGTCTCTCAGGCGTGGATACCAGCACTTACTCTGGTGGAGGTAACAGGGG 
TGTGAAGTAGATTCTGTGAAGGTCCTTGGTTGTA I I I I I GTTAAGTGCGCTGGTTTTGTA 
TTGGCTGGCCTCCAGCCAGGAGTTGGCACTTACAAGAGCACATCAAGCTACAGTTGTATA 
AAACTGGAI 1 1 I II I I AACTGMG ATCCGTGCATATCATTACATGTTAATTTTATTTCAA 
TMMATAAMAGCATCTTATTACTCATAGACTGATCTCATCTCATTATTTAAACTATAT 
CTCATATACACATTATGTTG 
Sequence 6005 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGAAAATGGAATGGAATCTCCAGGAGTGAG 

GGTTTCCATGGAAGCCAGCACTATCCTTGGGGACACCACTGACCATTAACAGATTAGGAA 

GATGTGCCCATTTTTACACACCAGAGAMNCAGCCCAGAGTTTCAGTTGCCCTTGCTTCA 

GGGCANGAGACCAAGTTGGGGAGTCAGGAACTGAAAGCTGTCTTAAGCCAGTTTGGGGGC 

AGGGTGGGGTCTCAGGCCTTTGGCCCCTGTGACTCCAGGTTTAAGGCATATATGAAGGCT 

AGTGAGCTGGGGTTGGGATGGGATGGCAGGGTTGAAAGGTCAGCATATTTCCTGCCTGCA 

AACCCCCTCCCC 

Sequence 6006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCTGTTCCGCAGGACCTCCACCTTCG 

CCCTCACCATCATCGTGGGCGTCATGTTCTTCGAGCGCGCCTTCGATCAAGGCGCGGACG 

CTATCTACGACCACATCAACGAGGGGGTGAGGGCCTGTGCCATCCCTGACCTTGGACCCG 

CCTGAGGGGTGACAGTGGAGTAGAGAAGCTGTGGAAACACATCAAGCACAAGTATGAGAA 

CAAGTAGTTCCTTGGAGGCCCCCATCCAGGCCAGAAGGACCAGGTCCACCCANCANCTGT 

TTGCCCAGAGCTGGAGCCTCAGCTTGAAGATGATGCTCAAGGTACGCGGGGGTGAGATCT 

AAAGCTGTCTGAACCGTTTATCCATGCCAAATCACTTACTCAACCAGGAAGGCCCACCCT 

TGGCATTTTTGGMGMGACTTTTATTTCAGGTTTATTTTGTTCTCTCTTAM 

TTCATTGGCCCCAGCTTCAAAGTGAGAAAACAAACAAAAAACAGTGAGACAGAAAAAAAA 

AACTGAATCCTAC 

Sequence 6007 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAMCAGACACCAGAGGGTGCAAGAGACTGT 
AGACTCCTGAAAAAGAAACCAGAAAACTTTGTCTGGTTAGTGAAATTACACACATAGGC 
Sequence 6008 

CeCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I I I I I I I I I I I I I I I 1 1 I I I GGGAGA 

GACAGGGTTTCTCCATGTTAGCCAGGCTGGTCTAAAACTCCTGGCCTAAGTGATCCTCTC 

TCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAACAACCACACCTGGCTTGCCCCC 

T7TTATTATCATAMTGCCCCTCTTCATCTCCCAAMCATTTGGGATGCCATTTTATTCA 

TTCATTTCTAGATGCTGACATATACATTATGTGTACTAAATAGGTGGGTTAAATGTGGTA 

ATTCTAGTTCMGTGTCTTACCCTGAAAMGMAGTTGTAGGTTGGCTGTTGAAATTCAT 

TCCTTAAATATGATCAGTTTGA'ITGCCCGGCTTTATTGCCTTTACAGGAATGTGATACTC 

ANGGCTTACTCTATACACCAATGAGTCTTCTTTGATCCTAAAACCACCACTGAAGTTGGT 

TAGGTTCTTTTGGACAAACATGATAAACTTTTTCANANAC I I I I I I I I I I CC7TTGGCAA 

NAMGGGTTTTGCTTCAGGTAACTMTGAAAAAAGTNGGCAACCACAMGTNTTTNAANA 

AAANAAAAAATTCTTGACC I II I I I I I I 1 1 I I I I 1 1 1 1 I I I I I I GGGGNTTNGGAAAAAA 

NAATGGGNTGGTTNTTCCCCTNGGCCCCANTTTTTGNGAGCTGNTACTTTTNGAGGACCC 

Tl I I II I INNATANGGGGMNAMAAAATTTGGTGGNTTTTTTTNNAACAANNGNNNGGN 
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NTNCCCTTNANTTNCACNNGGGGNNNNMMCTTTTTNNNAATNGGGNCCAAAANNNATT 
Mill IAAAAA 
Sequence 6009 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGATGCCAGCACCCATAGATAACTGAGGG 

CCAATGCATCCTAATTAGGAAGGGATAAAAATAAATATATCCATAAAATATAAATATCCC 

CCAATATGCCTGGGACCTGCTGTTGGATGTTTACAGATTGACTCACAGGCCTGGTTGGCA 

GTAGTCCCCMAAAAATTAAATCATGGGCTGCTTTGCATATGATTTCGGGGCATAGTTTA 

AAATATAATCATTCCCATCCCAAAACCCTGCAGTTCCATCTGAATAAGTTCAAATATAAA 

CMMTAGAGTTTAAAGGTGTGGATTCTTGAACTTGGGAAGATTGTATGGCAAGTAAGGC 

TGAGGTGCTACAAAATAATTCCTATGGAGTCATCATTAATTAGCCTCCTAATGGGATCTT 

TTAAAAAAAATTGCACCAGAAGGCCTTCTTGTAGAACAAATATAATAAACCCGATGTAAC 

CACTG 

Sequence 6010 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAACAAGGGCCAATGGAAAGATCACAGGGG 

CCATGTGTTCAACGTGAAAGTGAGGAGCCGGAGAGAGAGATGGCCTGTGGGCCAAGGCCT 

TTACAGGGATCCGGGGTGTTACCCAAGGAACTTTCCTGTGGAGAGTTCTAATTCATGGGT 

TTAAAACGAGCATTCAGTGGGGCCATACTGTGACTAAGAGGTGATCATTAAGACATATCT 

ATGCAGTCCATGTGGAGTGTGGGAGTCTGTGGGGCAAGTCAAGTAGATTGTATCTCTAAA 

TCCCACAGGGAGGTGATCACCAGATGTATAAGGCAGATATCTGTCTTTTATAATGAAAAA 

CTGGGAGGAAGCAGAAAAGTGTAAATTGTGTTAAGAATAACTAAGCCTTGCTTCTGGTAT 

GAGAAAGTTAAACATATTTTCAAAATGGATACCAAGGTGACATAAAATTACAAGAATTCA 

CTACAGCCTACATAAAAAGCAGGCGAGATCTACAGAGAGTTCCACCTGAATCTTCCACTG 

AGTAATGGCTGTGCATGAGTGTGATGAATTAATCAAGACCAAGGAAAGAAACCCCCCAAA 

GAGGCCAGANGAAAAGCTGTGANGCTCACAAATGGNCAGAAACAGTTTGTGTTNCCACTA 

AACANGGTGAAAAATGTCNTCNTATTCATGAACCTTNNGGTNGAGGCCTCAGGANGCTTT 

CCCTG AATAGGG NGG 

Sequence 601 1 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTAAAAAGTAAG 

CATTGTAGTAAATAGTGGATTCTCTGGTGTGTA I I I I 1 1 ATCTCAGTGTTGAAAATTGGA 

AMGMTGGACTGAAGTCTAAAMCTGGMTMTGAAGGACACTAAATGCCTTTATTGTA 

GATACTATGTTTGTAAGTCTATAGCTAAGCMCTTAAGCCAAAAAGGTCTTTCAACTGAA 

GCTTTAATCAACTTATTTTGGAGATGTTCTCTTCCCTTATCTCATGCGTCATCCCTAAAA 

TMTMGATACATGGGATCAMTAGCCCTTGCCTTTTCAACACAAATCAAGTTGGAAAAT 

TATGGTTTGAGTCCTGTTGCTGCCATGGCTTCTGTTTCTCAGAAATGAGTGTGTATGAAC 

ATACCAATCTATGTAATAGGCTACC 1 1 I I I 1 1 GTCTTCTTTGGAACTTTGTACCTCGGCC 

GCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6012 

CGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTATGTTGACCAGGCTGGTCTTGAACTCCTGACCTTGTGATCCCCTGCCTCGGCCTCGCA 

MGTGACTGGGATTACAGGCGTGAGCCACTGTGCCAGCCCACTTATATTATTTCAATTGT 

ATTAM7TCATTTTTGGCCCAGGATATTGTTTCTATTGGTAMTGTTCTGTGTGCACTTG 

AAMGMTGTGTCTTCTGCTCTTGCAGGGTTGAGTGTTCTATAAGGGTCAATTAGACCAA 

GTTGATTGACAGTG I I I I I I CTACTGNATCCTTCCTGATTTTCTGTCTTAATCTACCAAG 

TTCTTGAGAGTGGTCTTGAMTCTCTGATTGTCMTTTGMGTTTTTCTCCTTGAAAGTT 

TTATCAATTTTTGCTTCAT 

Sequence 6013 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAGCCCACCCCACTAGGAACTATGTTAAA 

MNAMTTCMGAAAGMTTTAAGGGAGATTACAGTGTTACTGTGACACCAGGAAAACTT 

AGMCTTTTNNTNGTNAAATNNACTNGGCCAGCATTAGAAGGTGGGGTTTGGCCATCANA 

AAGGAAGCCTGGACAGGTCCCTTGTTTCAAAGGTATTGACACAANGTAACCCGTAAAGCC 

MGGCACCCANACCANTTTCCATACATAGAMGTTACAGCTGCTTTTATACCCCCTTGGC 
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CCCGCCCAACCGTATGTTTNANAAGAACAGGCATCAATAANNCCGGGCNTNGGCATNAAG 
GNCNNNANGGGAAMTGMCCNATGTTTNGAAGGAAAANANAAMNAAGGGCCCCATTTT 
TTATTACCCCAAATTTCTTTAAAGGTTTAAAAATTT 
Sequence 6014 

CCCTT AGCGTGGTCGCGGCCGAGGTACATTTTGCTGGGGGGTTCAGACAAGCAAGTATCT 

CTTTTCACCAAGGATGGAGTGCGGCTTGGGACTGTTGGGGAGCAGAACTCCTGGGTGTGG 

ACGTGTCAAGCGAAACCGGATTCCAACTATGTGGTGGTCGGCTGCCAGGACGGCACCATT 

TCCTTCTACCAGCTTATTTTCAGCACAATCCATGGGCTTTACAAGGACCGCTATGCCTAC 

AGGGATAGCATGACTGACGTCATTGTGCAGCACCTGATCACTGAGCAGAAAGTTCGGATT 

AAATGCA 

Sequence 601 5 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGGTMTTCTTTGGGGCTTTGG 1 1 1 1 1 1 1 1 

TCACTCAGCATMTTATTTTGAGATTCATCCATGTTGTTTTTCTGTGTATCATAGTTCCT 

TTTTAAAATTGCTGAGTAGTATTCAATTGTATGGATATACTAMGTATATTTGTTCCTCA 

ATTAMGG ACATT TGGGTTTCCATTTTGGCAATTATGAATAAAGCTGCTATAMCATTTA 

CATACAGATTTTTGTAGGTTTTTATTTCACTTGGATAAATMCTAGGAGTGGGATTGCT 

GATCTTATG GTMG CATATGTTTMCTTTATMGAAACTGCCAAACTATTTTCTAGAATA 

GCCACACCATTTTGCATTTCCACCAGCAATGTATGAGACTCTCAGTTACTCCTCATTCTC 

GTCAGCACTNGCCATTGTCAGTTTCTTTTTTAAAMTTTTMGCTATTTGMCAGGATGT 

GGTGGNATCTAMTTGGGGGGCTTTTTAAATACCACATTTTTTAATTAAAAAAAM 

AAATNGGCTGGATGCAATGGCTCACATCTGTNATCCCCAGCACTTTTAAAAGTCTTGAGC 

ANGGTGGATCAATTGCACTCAGGAAATTTGAAACCACCCTGGGCCAACATGGGAAAACTC 

TGTCTTTCCAAAATAA 

Sequence 6016 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGCAGTTTCAGTTGTCTGATGAGAGTTGCTC 

TTTGCTTCCCAGATCACACTTTTTGTTGCATCCTGCAGGGGAAACCAATGCTGTGTCCTC 

ACATAGCAGAAGGCAGAAMGTMCAGAGCCCAGTGTTGCCTGMGCCTTTTTATGAAGA 

ACTTAATCTC ATTAA TGAGGGAGGAGCCCTCATGGCTTGATCATCTCTTAAAGGCTCACC 

MCA TCTGMT TTTAGAGGGAGCACATTCAAACCATAGAAAACCTAATTGAAAAAAAAAT 

TGTCTTTTTTTGTAMGCAGTGCMGMTTCCTTGGAAAGAGGGAAGAAAGCAGCCTTTG 

TTAAGAAAACGCTATGACAACCCGGCTGTAAGGTGGAGGGTAGTGACTAGGACTGAGTGT 

CAGACTGGCAACCAGAAGCTCTTGAAGAAGAAGGCATTTGCTCTCCCTGAAAAGGGAGA 

Sequence 6017 

CCCTTAG CGT GGTCGCGGC CCGAGGTAC I I I I 1 1 1 I I I I 11 I I I 1 I I GGAGGTACTTTGA 
I 1 I I I I I 1NNAI 1 11 1 I I I I I NTTTTNTNCTTTTNCTGCTGNTTAATNCTACCCNNTTTT 
TNAAAGCANAANNGGGACTTGG 
Sequence 6018 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGGAACAAAATACAGAGCTCAAGCTTTCAGNG 

GTGCTATTTTATTACTGCCATCMNAMTCATACACCATTCTTTTTTCCTAAAGCAGCAG 

GGGAMAAAAAAMCCTTTNTTTATGCGTTTTTMCTTAGMTTATTCMGCM 

GAAATATGTNTATGCTAATACCAAGTAGCAGTTTGACCCATGCCTGGAGAGAAGAGCTTT 

CTTTGCTCTNTGACTACAGTGATATATAAAANCATNTCATTAATGAAAAAGTACCTGCCC 

GGGCGGCCCGCTCNAAAGGGCNAATTCCAGCACACTGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnTGGTAAATAGNTGGTTCCTGGGGNGAAAATGG 

TTATCCGNTCACMTTTCCCACACAACATTACNGAGCCGGTAAGCATTAAAAGTGGTA 

Sequence 6019 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATGGAAGTTTTATTTCAAATGTAATAATACT 
CTTCMTAGATGGGGTAAMTAMGATTGTTTTCCTCCCCACTCCCCAACCCCCCAGCCA 
MTGMATGGCTTTGGTTATGTTTCTTTAC l I I I I I I M I M I I I I 1 1 ( AATAC AAAC AA 
CTTGGGGAAGGTAGATAAGTGCAATGGGAGGGAGGATTGAATTGAATAGTAAAACGTAAG 
CGTATGTGATTTCTTACTTTGGAANANAGGCCCTTTGTTATAATAAAAAAAAAATCGAGA 
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AAGAGAAAACAAATAAAAACAACAACAATAAACCA 
Sequence 6020 

CCCTTAGCGTGGTCGCGGCCCGAGGTCCMGTTATTAAGTAACATAATTTTTAAAATTTA 
MGAATGTGTCTTCMCTAAAMCTTTATTCTTTAGCATTTTATTTATATTTCTCTGGAG 
GGTGNTCCCTGTGACMTGGGCTCTTTAGTTTGCTCTTTCAAGAGATACTTTACAGANGT 
TTGAGATGGCTGC CCTG CATTTCCAGCTMTCTCTTTCTGCTCTAAATATTTAAAAACAG 
GTTC TTCTCAM CATTTTCATTCNGAAANGCTTTCTGAMGGTTCCCTATCCCTCTTTAC 
CATAAi MM) IAAATGNTAGCCACATTGNNATAGTAAAACTTCATATATAATGGAGGGC 
TTCATAI I I I I IGGTTATGG 
Sequence 6021 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACATTATCAGTMTAATTCTAATTGTTATGTTA 

MTTATTTTG TGCC ACAGAGGTAACAACTTTTCTTGTCMTTGTGTCTTTGACAGTGGCT 

TCCCTAAAACTTTTGTCATCCATGAACMTTGTCTTATTTTGATCCTCTTTAGAAGGTGG 

TTTCATAATCAGATATAAMTTCTAACAGATGCTTTGAATGCAGGTTTCTGATMCTTTG 

GMGTTGTGACATCAGMTACAGGAAAAATTTTCAAGACTCATGGAGATCTGAAATGTTC 

ATG AATAT CA AGCAG AACAAGAATTAGCTGCATTAACTAAACTCATAGAAGTCTGAAGTA 

ATCi I I I I MCTTTTT GCTTAAMCCGTCGCTGATCCTTTGGTTTGTTTTTTAGAGTTAC 

AAAMCTTTTCTTTTAMGCTATTTACAGCTGTTAACAACTGAGTGGAAGTATATGAACA 

GAATTTGGAGCTTACTTMTCTCTACCTTGATTTCTACAGAAATTTGG 

Sequence 6022 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTCATAGTGTAAAGTTTGTGTGGTGTT 

TCTGCTTTTTGTMTGTTTGGAACTTGCCTCTGCAGGTAAAATCCCAGAGGAATCCAAAG 

CCCTCTCTTTATTGGCTCCTGCTCCAACCATGACAAGTCTGATGCCTGGTGCAGGATTGC 

TTCCAATACCGACCCCMATCCTTTGACTACTCTTGGTGTTTCACTTAGCAGTTTGGGAG 

CTATACCAGCAGCAGCACTAGACCCCAACATTGCAACACTTGGAGAGATACCACAGCCAC 

CACTTATGGGAMCGTGGATCCTTCCAAMTAGATGAMTTAGGAGAACGGTTTATGTTG 

GAMTCTGMTTCCCAGACAACGACAGCTGATCAACTACTTGMTTTTTTAAACAAGTTG 

GAGAAGTGAAGTTTGNGCCGATGGCAAGTGATGAGACTCANCCAACTCNGGTTTG 

Sequence 6023 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTNNAAAAAAAAA 

CTTANTGANTGGACTCAACAGCAGAATGGAGATAAAGGAAAGAAATAGTGACTGGTGATN 

GAACAATAGTANCTNCTTAGTCTAAACTGCAGAGAGAAANTTGAGGAAACAANTGAACAC 

TACCTCAGGGACTTATAGGACTGTAACAAAAGCTGCGTTATATGATGCATCATAAGTCCT 

AGAAGGAGAGGAAAAAGGAATGGNTCTGAAAAATACTCAAAGAAATAATGGCTGAAAACT 

TCTTAAATGTGGCAAAAAGTATATAAACCTACAGATTGAAGACAGCCCCAAAGANGGTTA 

AACCCAGACAAATCCACATGATGACGAACCTCTGTATGGTCAAATTTCTGAACGTGAAAG 

ACAGAAAAAAAAAATCTTGAAAGCAGCAAAAAATAGCACCCTACATATAGGGGAAAAACA 

GTTCTAATGATAGCAGATTTCTCAGCAAACCACCATGGCCATGTATACCTATGTMCAAA 

CCTGCACTTTCTGCCATGTTTCCTAGAACTTAAAATTTAAAAAATAAATAAT7T 

Sequence 6024 

CCCTTAGGTGGTCGCGGCCGAGGTACGCGGGCTGGGCTGTAGTGCGCTATGCTGATCAGG 

TGTCCACACTAAATTCAGCATCAATATGGCGACCTGCCATGAACAAAGGACCATCAGGTT 

ACCAAAGGAGGAGTGAACTGGCCCAGGTTAGAAATGGAGCAGGTCAAAACTCCTGTGCTC 

ATCAGTAGTGGGATCACGCCCGTCCCAATGTTTTGGGAGGCCAAGACGGGAGGATCACTT 

GAGGCCAGAGGTTCAAAACCAGCCTGAGAAACANAGACAGACCCCCATCTCCACAAAAAA 

AAAGAAAAACTTTAAAATTTGGCAGGTGTG 

Sequence 6025 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTCTTAGTTNTTTTCAACCAGTTCTA 
TGTGGAAAGAMGGTATTTTATTTGACAGTGATACTMCATTGAAGGAGTGTTTCCTAGG 
GCCTGGCTCCCGCCAAGCATCTNTTGGGCAGCAAATGCCCTGTTTGTCCCTCACATCAGC 
CCTGGGCAGATGTATTTTCCCTTTTCCTGTTTTACTGATGAGGGAGCTTAAMTTTAGGG 
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AGATTAAGGACCTCCCCMGATCATAGAGTTTATCACCAATATTTTACTGACTCTCCATA 

ATATAGAGAGCTCTTATCTTAAATGAAT 

Sequence 6026 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTAAACCAAMTGTATCTGTGACAGGTATTMTCMTTGAGMGAGTTTTTTA 

TTTTTATTTATTTATTTATTITTTTG^^ 

AAAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGG 

AGGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCAGGTACTTGTTC 

TCTTACAGAT GTCTCAA TTMTTNTAACCTCTATCCCTMTGGTGTTTAMTTTTGGTAA 

ANAAAAATTCAI MM I CTTTATTTTCCAAGAAATGGTAAGCTATCTTTGGCCCCTATGG 

GAGATGTNGACNAGAGAAAACTTT 

Sequence 6027 

CCCTTAGCGTGG TCGCGGC CGAGGTACAAGAAAGGAANTAATGAAGAGCAANGCCGAAGA 

TATTAAAAAAACM M M M I NTTGATGAACCCNNG AGTNGGTTTTTTTGAAAAGATAAG 

CAGAATTGACAAACCTTAGCTAGATTAAGAAATGAAAAAAGACCCAAATATATAACATCA 

GAAATGAAAAAGGAGACATTACAGCTGATACCACAGAAATATAATGGATCATAAGAGACT 

ATTATGCANCATCTCTATGCCAACAAATTGGATAACCTAAAAATGTATAAATTCCTAGAC 

ACATAGAATCTAACATGAATCATGAAGAAATAGAAAATTGGAACTAACCAATAGCAAGTA 

AAGAGATTAAAACAGTAATAAAGTCCCCCATCAAAGGAAAGCCCAGCACCTGATGACTTC 

ACTGTCCTGCCCGGGCGGCCGCTCNAAAGGGCGANTTCCAGCACACTGGCGGGCCGTTAA 

CTAGTGGATNCCGAGCTCGGNACCAAGCTTGGC 

Sequence 6028 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGACAGGATCTCGGCTCACTGCAAGCTCT 

GCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCA 

CCCACCACCTCACCCAGCTAATTTTTGTATTrrCAGTAGAGACGGGGTTTCACCATGTTG 

GCCAGGCTACTCTCAAACTCCTGACCTCAGGTGATCTGCCCACCTCGGCTTCCCAAAGTG 

CTGGMTTACAGGCCTGAGCCACCCCACCCGGCCTATTTTCTTAAAGGGGAACAAATGAT 

CTTGACMCATATTATTCCATAAMCCAGTTTAGGGGCACANGCCAGTTCCTGATTAAGA 

ACACAGGACCTGTGGGAGGGACTATCAGAGATGCAAAAATTACTTCAAGATGAAGTTTAT 

TGGTTTCATTTGTATTGCAAAAGTTAGMGTCATTTTACAAATTAAAAAAACAI M M M 

CTTGGTAGTTTTTAAAMTTAGGGGATTGAMAGGATCCANGATGGGCTTTGNGNGGGGG 

NCTCAAMTCTCA TTTAT TAATGAGCCCCCTGTGTATTTATATAAATTACAAGGNGATCA 

TTAAGGGGAAACATTTTGCATGGGTNAMGCTTCATGAAANTCTTTTTAAAAAA 

Sequence 6029 

CCCTTAGC GTGG TCGCGGCCGAGGTACATGTGCTGAAGGCTTTCCCACATGCATCACACT 

TATACGGCTTTTCACCAGTGTGTATTTTTTGATGGTTAATGAGATCAGAACGCCGACTAA 

AGCTTTTGCCACACTCATCACATGGATTTGGTTTCTTCCCAGTGTGGATTCTCTGGTGTA 

GGGTAAGAGCTGAGCACTGACTGAAAGCCTTCCTGCACCCGCGTACAGGTTCTTGGTCCC 

CAAAATGAGGCTTCCCATTCACTGCAAAGAGCAAGCCTGGTATATATGAAATTGCAAATA 

CATTTCTTCCAMTGATG MTGC TTMTCTCTCTCACAMTTCTTTGGTGTCMGTTTTA 

AAACACTGGATCCGACCATTTTCCCGGTCTGCCACACATAATTGGCCCAAAAG 

Sequence 6030 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATCTCTGGGATG 

CAGCTAAAGAAGTGTTAAGACAGAAATTAATAGCACTAAATGCCCACATCAAAAAGCTAG 

AAAGATCTCAAGTTAACAACATCACAACTAAAATAGAGAACCAAAAACAAACCCCAAAGC 

TAGCAGAATACAGGAAATAAGATCAGAGCAGAACTCAAGGAGACAGAGACACAAAAAATC 

TTTCAAAMTTAACAAATCCAGGAGCTGGTTTTTTGAAAAAMTTAATAGACTGCTTACT 

AGACTAATAAAGAAGAAAAGAGAGAAGAATCCACACAATCAGAAATGATAAAGGGGATAT 

CACCACTGACCCCCAGAAATACAAGCCACCATCAGAGAATATTATAAACACCTCTCTGCC 

ATAAACTAGAAAATCTAGAAAAAGAGAATAAATTTCTGGAAACATACACCCTNCTAAGGC 

TGAACCTGGAAGAAATTGAATCCTTGAATAGACCAATAACGCTTCTGAAATTGAGGCAGT 
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CCACCTCCGTGTGTCTNTTTNGTANAATGTCACAGACCCCCCCTGCTAGATGGGCTGGAT 
CATGGGGAAAGCC 
Sequence 6031 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I M I I I I I 1 1 I I NGGNNGTNGTNNATATNGA 
TA AMN CCTTNNTNNTTTNNTATATCTT^ 

AATTTTAGGGTATTAMTAAATTCTTAAAMAAMTGTMTCCCAGCACTTTGGGAGGCT 
GAAGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAAC 
CCCATCTCTACTTAAAATACAAAAATTA 
Sequence 6032 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTTNN I fTTTTTTI 1 NNNNNTNNNTTTCTGCT 

TCCTACTmCAGGmAAATTTATCTTTmCTTCTAMAGTATC 

TTCCCTATCTTCTCTATTCTTTCTTCGCCTTCCCGTACAACTAACGCAACCAAGTGTGCT 

AAMATGAGCTTG ATTAA ATCAACCACCTATTTTTGACATGGAMTGMGCAGGGTTTCT 

TTTCTTCACTCAAATTTTGGCGAATCTeAMATTAGATCCTAAGATGTGTCTTATTTTTA 

TMCATCTTTATTGAMTTCTATTTATMTACAAMTCTTGTTTTGAAMTMCCTMTT 

MTATATTAAAMTTCCAAATTCATGGCATGCTTAAATTTTMCTAMTTTTAA 

Sequence 6033 

CCCTiTCGAGCGGCCGCCCGGGCAGGTAC I M I 1 I U I I I I I I 1 1 I 1 1 I II I II II I ANT 

ANANACGGGGTTTCACCATGTTACCCAGGATGATCTCAGATCTCCTGACCTNGTNATCNT 

GCCCNCACCTTGGGGGCCCTTCCCNAAANAGNNGGNNTGNANAAATTTNNCAAAAANCTG 

TGGAGNCCNCA CCCC NGGTGGCNNTTCGGGGNCCCTTTTTTCTTTTTNTTTTTTMGA 

GAMTNNTATANTTTTCANATTNTTAMGGTNTANGGGTTTTTTSITANTTCNCTTANANA 

TANAAAATTGNTC CNATGN TTTACATANGCACTTATAACANAATTCCATCCANNTNGGGG 

AAAAAAACCNTTNTTTTTTCCAACCNCTTTGNNAAAANGGAACCAAAACNC I I I I I M I I 

TNNTTGGAATATTAGGNGTGCCACTTGGNCNAACAAAAAAACAAGTCCAANA I I 1 1 1 I I I 

CCGNAAAAACNTATTTNCCCNGCNAACCCANCAANCCAAGAAAAAA AI M I 1 1 I M I I I I 

TTTT 

Sequence 6034 

CCCmCGAGCGGCCGCCCGGGCAGGTACGTTMGATATTTTAAAAATAAGAAAATGTAG 

TTTGTATATGTATGCATTCACATATATATATACATACTMTATGAAGGTTTTAACATAAA 

ATAGCAGTTAAAGACCCAATATAGGGTMGTTTTMGAGTTTTTCATGTCAGACCACTAG 

TTATGCTACCAAAAGAATAAGCACCATTCCTCCAGCACAGCAACAATAACAGCAGAAGTT 

CCCCACCCCCAAAAAAGTATTATCTTCAAMTTTGTCCTAAMTMCMTTCTTTTMCT 

TTMGMTGGTTTCAATAGTTTGGTTGCAATMTTTTCCACAGCTATGAAGCAGAAAAAA 

MATATAAAAGTTTATTCTTGGGTTTAGGACTTATTMGAAMTTTCCCCTCCCATTTCT 

ATCAAATTCACCTGATCAACCGCAGGGTGATGCTAATACTCATTTATATTCCATAGTATT 

TCCAAGAAAATATACATGTATGTATTCTTGGNGTCAGGGAACCAAGTCAGGGAAT 

Sequence 6035 

CCCTTTCG AGCGGCCGCCCGG GCAGGTACGCGGGAAGCAGTGGTAACAACGCAGACTACT 

TTACTTTANI 1 1 1 1 J 1 1 ) I I rTTTTTGGATAACTCAGTTTCANATAAACCATCTTGGTTA 

CTGNGCTTNATTTTGGGACCAAMTTTTATTNAGCTTMTATGGACACTGACACATTTTG 

GGGGGTNTACATTAGACATATCANAGCAGTGTATTTNTGGATCATTTTTT/^ 

TTCTAAMCATMCTGTCACTTACCTGAAATGCTGNATCCTAAMTTCCAAAATTNTNTT 

GAGCAATCGCCAAGGCCTAAAGCCAACTGACTTAAAGGTAAATCATTTTAGCTNAAGATT 

AMTTTNMMGGCTNAMGAATGTTATTAGMGCTTAGTTTTTTTAAAAATAAAATN 
Sequence 6036 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCTACTAGCCCGTCCCCCAGGGTCACCAT 
CTTTMTTCTTTTCCTTATTTTCTTCTGGAGAGGCACMGGMGMTTTTMGGGG 
CANGGNATTCAGTCCATTGGCCCCCCTTNGTAAAATNTTAAAAANCNTGNCAAGGAATTC 
GGGAANGGGAAAACCANGGCNCCTTGNAGGAATTAATTGAAGGCTATTGGAAGGCCTCCN 
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MTATTATNTGGGGGGNGNTTNATAGGCCCCATTTTTGGTGATNTCMCCCTTTTTNAAA 
TT 

Sequence 6037 

CCCTTAG CGTGGTCGCGGCCGAGGTAC I 1 I I 1 1 I I I I ) I 1 1 I I I I M ) J NTTTCTTTTTT 
1 1 I I I I I NrnCAGTNACCCTNATTACCTGTNTGNNANMGAGCCTGMGACAGTTTTTGG 
TGTTGAGCCANACTTGACCAGGGAAGGCGGC 
Sequence 6038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCTACATGAAAAGGGATGGTTTCTTG 

GAGCTTCCACAAACTTAAAACCATGAMCATCTATTATTGTCTATTGNGTGTTTTTCTAG 

TTAAGTCCCAAGGTGTCAACCACAAATGAGGAGGGTTTCTTCAGTGNCCGTGGTNATCCG 

ACCCCTTGACAAAGAAGAGAGAAGAGGCTCCCAGNCTTGAGGCCTGCCCCACCGCCCATA 

NGTGGAGGGTGGCTATCGGGCTCGNCCAGCCAAAGCAGCTTGCCACTTAAAAGAAAGTNG 

AAAGAAAAGCC 

Sequence 6039 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTGMTATTCTTGGTTGGTGGATGTAAAAT 

ATGTMTCTCTGATTTATAGTTMCMTAAMATAAAAATTTAGGGTGAGTGGAAAGCAG 

TGATTAAMTTAACAGTGTCCTTTGAAAACCTAATCACAGTTAAGTGATGGCATGGCAAT 

GMTTTAATCATATTAGGGAATAAAATACTAGATTTAGTGTATACCAATTAGATATATGT 

TAATTGAGCCCCTACAAAGCCTGAAAGCNTAACCAAAGTGGGGGCTATAACTAGTAATTT 

Sequence 6040 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC 1 1 I I I HI I ) I I 1 I I I II I I I II CTGTCCC 

CTCTTACTGTGTATTTTCAAATMCCTGTATCCAMCTTACTMTTCATTCTTCTGCTTG 

ACCAGTTCTGCTATTGAGAGACTCTGATGCATTCTTTAGCATGTTAATTGCATCTTTCAG 

CTCTAGAATTTCTACTTCATTTTAAAATTATTTCAATCTCTGTTAAATTTGTCTAATAGG 

ACCCTGAATTCCTTCTCTGTGTTATCCTGMNATCACTGAGTTTCCTCAAGGCAGTTGTT 

TTGAAT TCTCTG TGTGAAAGTTTACATCTCTGTCATTCTGGGATTGATCACTGGTGCCTT 

ATTTAGTTTTTTGTTGAGGGTTGGlSTrnCCTGGA 

TGATGTCTGGGCATNGAAAAATGGGGTGT 

Sequence 6041 

CCCTTAGCGTGGTCGCGGCCGAGGTAC < rTTTTTTTTTTTTTTTTTI NTTTGGCAGACTA 
ATAGGTAGTAMGTMTATCTCATTATTTTTCTGATTTCTMGGAGAGGCAGCATATTTT 
CATGTC ATTTTC CAMTCTGAMGTTTTCTTCTTTGAAMTTTTCCCT A I I I I I I I 1 1 1 I 
TTTACCATTTTTCTATTGANCCTTATTTGTTTTTCCTGNGGATTTGA 
Sequence 6042 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTAGAMTAATCAAATTTGTTTATTTGCCATTG 

AACACTTTGGCATGGTTTTC I I I I I ICTGTTTTTGGTAATCTCTTTCTTCTAGATCAGAG 

CT TGGC AAGCTGTAGTCCACAGGGTGGCTGCCTGI i I I I GTGAACAAAGTTTTGGTGTTT 

TGTTTTGTTTCC I I I I I I I I I I I I I I I I I I AATAAGACAGGGTCTCGCTATGTTGCCCAG 

GCTGGTCTTGAACTGGTAGACTCAAGGGATCCTCTGCCTCAACCTCCTGCATACCTGGGA 

CCATAGGCACATGC TACTG TGCCTGGCTTCMTTTTTGTAMCAAAGTTTTATTAGAACA 

CAGCCATGCTCATTCTTTTACCTATTGNCTGGGACTACTACAAAGGCAACTTGGGCCCCT 

CMGGCCCAMMTATTACTANTCTGGTCCTTTAAMAAMGTTTTGNTGACCGGTTNTT 

CTATATAATTGMGCCTTTTCTNTAGGCTTMTTCTTTAATTGGCACCCACCAACTTTTN 

GGCCCCTT 

Sequence 6043 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

MAGMTGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGATCTTGAAACCTCCAGACACAAGAAAACTTCTAGTAAATTCAGG 
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GGAAGTTTGTCTACACTCAGGCTTGCAGTATTTTCAGCAAACTTGATTGGACAAACGGGC 

CTGTGCCTTATCTTTTGGTGGAGTGAAAAAATTTGAGCTAGTGAAGCCAAATCGTAACTT 

ACAAGCAMGCMGCATGCAGCATACCTGGCTCTTTGCTGATTGCAAATAGGCATTTTAA 

AAATGTGAAATTTGGAATCAGATGTCTNCATTACTTNCANGTTAAAAGNGGCATTATAGG 

TGTTTCCT 

Sequence 6044 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 M I I 1 1 I I I I I M I I I GCAAAATAAAT 

ACTTTATTGTTT TAATA TATATATATTTTAGAMTCAGCCTTTGTGTGATA 

TTTAT AAAGCCCTTTTANAAAATTNTTTCAAANNAAACACTGGNTAACAAACTCAACCAC 

TTTTTGATTAAAAATATCACACACAAAGAMACACCAATAGGAGTTTGAAAAAATTATAA 

ATGCTAGMGAAAAATTCTAATMCATTTGGTGGTTACTTTACACATTTATTTAACACAT 

ATAAAACCCAAATGGGAAACCATTTTCC I Mill 1 1 CATAAAAACAAAGTTTTCACTGGG 

TTAAAAACCTGGAACCTAAAAATC 

Sequence 6045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCAGGGAACCGCTCAGATACCCTT 

CCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCT 

TTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTC 

TTGAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATCTGAAGGA 

ACAAACTCCAGACACAACATCTTTAACAGCTGCAACACACACTGTGGAAGGTCCACGGCT 

TCATTCTTGAAGCCAGCGAGGACCACGAACCCTTCTGGA 

Sequence 6046 

CCCTTTCGAGCGGCCGCCCGGGCAGGNAC 1 11 1 11 I I) I I 1 M I I I 1 1 I I I I II 1 I I I M 
TTAAATNN 1 1 I I I II I I I I I I NTNTNTTTNNNTMTTNTNNNNTNTNNNNNNNNNNNNNNA 
AAAMAAAMNTTTTTTCCCCCCNAAMAAAANTNTNCNNANAAAAATTm 
TTAAAAAAAA 
Sequence 6047 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 I I I I I 1 1 I I 1 1 I I I I I 1 1 II I 1 1 AAA 

MNTGMTGTGNAAMNTGGGTTTATTTATATGAGCCCTTACTTCTTTTTTTAAATAC^ 

ACATTTAMTAATAAATTTCCCTTTATGCACCATTTCACTGCATNCAATACATTTTCGNG 

TGTTGGGCCCTCATTCTACATMTCTTAMGTATTTTCTMTTGACTTTGGAGTTrCTTC 

CTTGNCCCATTATTTATTTAMANTGNGCTGTTTCCTTCTGTTATTTGNMGGTTCTGGA 

TTACCCGCGTACCTGCCCGGGCNG 

Sequence 6048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGTAGCTACACTACACCATTCTAGGGT 

CATTGCTGCCACTACACGTGGCTTCATAGAGCCTGGGATACTGCCAAI I I I I ATCATCTC 

AGAGTCCAGAGTCACCACTGCATGGTGCCTTATCCCCCCAGGATCTAAGTTGTCTCTGAG 

CCCTGTTGGGTCTGGTTCCCAAACTGATGCCTACCCTGCTCCCTAGGTCCAAACTTTCAG 

AGCATTTCTAGGGCAGAAGTGCTCTGAAGGTTTGCACCTGGGGAGCAGGGTAGACTAGAA 

CAGAGTCTCAGCTACAACCAAATTCCCTTGGTCTGAACTGCGAGGGGTGCCTCAAAAGTC 

ATGGGTGCTGCTTCTGTGGGCAATCTATATCCAACACTGTCACAGAGAGTGGATCTGCAC 

CTTANGACCCATATGCCACAAGTAGGTTCATGAGGACCTGAGCCTANGACCTCACTTTAC 

AAGCTGCTCTGAATAACTGCACCCTGGAACCCANCACTAAGTGTGGCTACTTGCANGTCA 

TGTCAGACTGACACAAAAGAAGGATCTNCATGGCTTAANTTTCCCCATTGGTGGGGGAAA 

ATGA 

Sequence 6049 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCAATATTTATGCACMTTTGNTAGTTTAGNAG 

TAGACAGACNGGNAGAGGCTTACTGGGAACATGAAAACGTCGGCTTGGATTAANGCCACA 

NCTATTTNTANGATNNTCAATGAANATNCNATTGATAAAATNNTNNAATTNTAGNGNAGG 

GTAATGGTGGANTTNNTAGGNNNGNCTNTCNATTNGNANCNNNAANCTGTGGCNGCTTNA 

TGNAACCATGANTGTMNNTTGNANTTCNGTCTGAAAANCATAACGAGACCTNTTTTTTG 

ACACATATGTGAAAAGTTTTT 
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Sequence 6050 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 1 M I 1 I I I I I I I I I I 11 I 1 I AAAGTTC 

CTCTTGTGGATAACGCGTGGCCTTTCAGGCTGAGAACTATGAAACAGGCAGGCTACTAGT 

TAGGATTAATAAAAAAATACCTTGATCTGCTGTCTTCGTAGCATGGCAAATTCTCTCATG 

TCTCGGAATGGCTGTAGTAAATACTGATAGAGTTCGGTTGTAGCTTCTGCAAGGCTGCTG 

TAGGCTTCATCCTCCAACTGATACAAGTCCAGAAGCTCCACCATGCTCTCTGTATTCTTG 

NGCTTATCCAANAG 

Sequence 6051 

CCCTTAGCGTGGTCGCGGCCGACGTACGCGGGGAGTGTAGCCGGCCGCTGNNAGNGCGCG 

TGGCTGNCGGAGNTAAAATGTTNISTTTAANCTCTTTCAACTCCTNTNGCTTNTTACGTTTA 

ACGAGAMCGACAATCACTGTTTTATATTGATTAAAGTCCAGTTACACTTTGGCAATGGC 

TGCCATCCGGAAGAAACTGGTGATTGTTGGTGATGGAGCCTGTGGAAAGA 

Sequence 6052 

C CCTTTCGAGCGG CCGCCCGGGCAGGTAC I I I II I I I I I I I I 1 1 I I I I I I NGCTCTTTTT 

Gl 1 1 1 I 1 1 1 1 1 1 I I AATGAACTGCTTGGACTGACAAAATCTAGCCTGGCCAACATGGCAA 

AACCCCATNTTTACTAAAAATACAAAAATTAGCTGGGCGTGGTANCATGCCCCTGTAATC 

CCMCTACTTGGGANACTGAGGCATGAAMTCNTTTGAACCCGGNAGGTGGAGGTTACAG 

TNAGCCNAAATCGTNCCACTGCCCACCANCCTGGGCAACTGATTGAGGCACCNTNTCAAA 

AAACMACAAATTAAAAAAACAAAATTANAATATTTATCAAATCCTTTACTTACCAATNA 

AAMCTTTTTCCAAAAATGTTGGGNAAATCATAATATTCATTATTATAACCCACATTTAA 

AGTAMTAAATTCAAAANCCCATMTATTAATAAATTTCATAACCCTTTAAAAACATATA 

ATACTCNCT NTAA AATTTCCAAAAAATTNNNNTACAAACCCCANCCCAAATNAAAAATNC 

TTCCCAACATTTTAMCTAAAAATTTAATTTCCA 

AAAAATTACCTTTCCCNCN I I I I I I ATAACTTCCCAAAACCTAMTTTNTTTTAAAATTT 

TNTNAACCAAAAATTCTAAAAACNTTTAAAAAAAA 

Sequence 6053 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMTTTAATTACATCATCTTACTGAACACTACT 

GACTTTACTGMTCTATTCCTTGATTTGATGTTACCTTTCATACAAATCACAGTAGAAAA 

ACGTATG AA 1 1 1 I I 1 1 CAATACAGCCAAGATGCTGGCTTCTCACCTGTGAATATAGTTTT 

CACGATTGGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCTGAAACACMTGGCATGTTTTAAAAATTGATTCAAAAAAACTTGACACCTGTCA 

TGTAGGCCACAAAATAGTAGCCGAACTATACTAAGTGGTATAGCCCACTGTGGAGTGTGG 

GTCTTTTTACTCTTCCAAATAGCCCAAGTTGGCAAAGGTTACTTAAAAACCTGCCCCCCA 

AAMGCTMCTTTTTGGTAGATTTTTTAAAMGGCATTANGAGACTTACCAACAAGTCAG 

TAGNTGATCAGAAACACGACTTGACCCTTGACCGGGAA 

Sequence 6054 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACATGAAGAGTGTGAAGCATAGATCC 

AACAAAGACAATCTGAGAGAGGCCTTCAGAATTGCAGAACAAGAATTAAAAATCCCCAGA 

TTGCTGGAACCAGAAGATGTGGATGTTGTTGATCCTGATGAAAAGTCCATCATGACCTAT 

GTGGCACAGTTTCTGCAGTATTCCAAAGATGCCCCTGGGACTGGAGAGGAGGCTCAGGGA 

AAGGTGAAAGATGCTATGGGCTGGTTAACTCTGCAAAAGGAAAAACTACAGAAGTTGCTA 

MGGATTCAGAGMTGATACCTACTTTAAAAAGTATAATAGCCTGCTGTCCTTTATGGAG 

TCATTCMTGMGAAAAMAGTCCTTTTTGGATGTCCTGTCAATAAAACGGGATCTGGAT 

GAGCTGGACAAGGATCATTTACAGTTGAAAAGAAGCCTGGGATGGCCTCGATCACCAGAT 

TAATGCATGGA 

Sequence 6055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCGTGCTCCCAACGTCGCCCCGGTT 

TGACGCACACGGCACCAAACTGTTTGATTTMTTTTGGATGAGATCGTTCTTGCAGCAAG 

ATGTTAATAAAGACAAAATNTTNNACTAAAATGGTGTTAAAATGGGGCTTGCCAACAATA 

TGGATGATTTGAAGATAAACACCCGATATTACTGGTGCTAAAGAAGAACTCCTAGATGAC 

MCAATTTTATCTCAGACAAAGAGGGCCGGAGTTCATAAGCCAAAAGATTGTCAAACATC 
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ATTTCAGAAAAATAATACGTTGACTCTTGCCTGAAGAACTGTCAAAGGACAAATCTGAAA 

ACGCCTTAAGTGGAGGCCAGTCTAGTCTATTTTAT 

Sequence 6056 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTT N I 1 1 I I I I I I 1 1 I I 1 1 I 1 1 1 1 I I I I CTGA 

CAGTCTCACTCTGTTGCCCANACTGGAATACAGTGGTGCGATCTCGGTCACTGCAACCTC 

CAACTCCCTGGTTCAAGTGATTCTCCTGTCTCAGCCGCCCAAGTAACAGGGATTACAGGC 

ACGCACCACCACGCCCAGCTMTTTTTGTATTTTTAGTANAGACAGGGTTTCACCATGTT 

GGCCAGGATGGTCTCAATTTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCAAAGTGCT 

GGGATTACAGGTGTGAGCCACTGCGTNCAACCTGGNGAAAATTACTTTTATGCATTCATT 

TCATATTTCT TAAA CTAGCAAAACTTGTAAATGCACAGTTTTTATCTACCCTGAGAAACA 

AAAATTTACCTTTTGGCATACATGAAAAGACCGAAGCTGCAAGGATAACTNTCAAGTAAA 

CATTGGTGGCTTNATTCCAGGCTTNGTGAACAGTNTAATCAATAGAACCATTGGNACCCA 

TACTNCATAACCCCCACCATGGGGGCTGTAAAAAAAAAAAAAAAACAGGGTTCTTTTAAT 

TAATGATGGNAACCCTNTNTNGAAAAAGGGTGGCAAACATTTTGGCTACTGGGCNAATCA 

NN CCCCC CCCTGTTTGGGGGCCGGCCCTTAGCCAAAAAGGGGATTAACTTTCTNAAGGGG 

NCATTTTAMNNGGGCAGTTGGCCCTTTCATTTGAAGGGTTTGGATCCATNATTAACCAA 

TTGGGMGGGAMTTTGGGGAAAAANCAATTTTTAAAAAACCTTTTCCCCCTTTT 

Sequence 6057 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTTNTCTTCACATTCACTT 

ACTCCTTAGCAAAGATTGCTCTTGAATGGGAGAGGTTGCGGAAAGAGCCAAAGCCAATTT 

GGAGAAGTGAGAAACTTACAGGTTTGAGGAATGGTGAAAGTCAGCGAAGGATCTAGCCTN 

CTTAGATGATGAACANGCAAAGTCAGAGAAAGGAACCACAGGTGAGAGAATTGGCATATG 

CCCCTAATAAAAATCACACAACTTCAAGACACACACACAGACACACAAATATTNATGCGT 

TATACCCATTCAAGTAACTGGATATTTAATTCATTCTATGCAATGAACAGTCAAAATGCT 

TGGAAAGGCCCCATAGTTTTTTGGCCCTTTTGGAMGCAACATATGTCTTTTTCTTGCAG 

GAATGTCTGAGTTGCACAAGTCAAAGATCCGTGCTGNTCAATNGGTCCTTTTTCTCANCT 

CTTNCAAGTTAACTGGTTACTTGACCACCACTTAANTTNAACCTTTACAGANGTGACCAA 

GCCCAGGCCAGAAATNNAAAATGGGATTTNGNNTGCACCTTCANGAAAAGTTATTTATGG 

TGTGCTTCCAAAGANTCACTTACCTAAAAATNGGTTCTTCAATTGGTAATTNGGGACAAA 

ATTTTTAAAT 

Sequence 6058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCC TCAGC CTCCCAAGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTMTTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCG CCTCG GCCTCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCC ATCAA AATGCTTTTTATTTCTGCATATGTTGMTCTTTTTACAATTTAAAAAA 

ATGATCTGTTTTGAAGGCAAAAATTGCAAATCTTGAAGTTAAGAAGGCAAAAAATG 
Sequence 6059 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCACATTCTTTTTTTAMTTTATTTTNTTAGA 

GATGGCCTCTTGCTGTGCTNCCCANGCTGAAGTGCGGCGGTGCAATCACAGNTNACTGNA 

GTCTCAAACTCCTGGGGTTAGGGAATCCTNCCACCTTAGCCTCCTGAGACTGTATCTTTC 

TTA TAGAC NGCATTCATTGAAAATAGTTCTATAAAAGTTTATAACCAACNTAATTACAAA 

GAGTTTTAAAGACTNCTACTGAAAAATCACACCTNCCTAATCCAGTAGGG I 1 1 I 1 1 1 1 I I 

TTCAGATGAAGAAATGCATNGCTTTTGGAGGATCATAACCCA A I I I 1 1 1 1 1 

Sequence 6060 

CCCTTTCGAGCGGCCGCCNGGCNNGNACNNCGCCGCAAAAGCTAAGATGTTGAGGAAGAG 

GANCAGACACCCCGACATGCAATGGTGACACTTAATTNGGTGGAATAATCTCCGTTTGGT 
TTCAATTG 

Sequence 6061 

CGGCCC GCCA GTGT GATGG GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACTMTTTTGCAAATTTTCTGTTTGMGTTATTTCAAGTAAAATGTTATTCAAAGTGA 
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TCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATTGATGTTAATAAGTTATGCGGTCA 
TGCCATCTATACTAGCTTTTCT^ 

CTTATAA AGAG CTCAAGACI I I I I I I I I CTTTTTCTTTACATTTTACTTCTAACTGCATT 

GATGGTCTTTTCTATTGATTATTGGTTCAAMTTAMTGTCTTTTT^ 

TTAAMGTTCCCAGGCCTCATTTCAGATCAGAGCATTTTATGGGCATTGTTATAATTGGT 

AACTCTCCTTGCTTTCTATCTTGIMTCTGAANAAAACTC 

Sequence 6062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCC TCAGC CTCCCMGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTMTT7TAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCGC CTCGG CCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGC 

GCCCAGCCA TCAAM TGCTTTTTATTTCTGCATATGTTGMTACTTTTTACAATTTAAM 

AMTGATCTGTTTTGAAGGCAAAATTGCAMTCTTTGAAATTAAGAAGGCAAAAATGTAA 

AGGAGTCMMCTATAAATCAAGTATTTGGGAAAGTGAAGACTGGAAGCTAATTTGCATT 

AMTTCACAMCTTTTATCTCTTTCTGGATATACATTNTTTTTCTTTA 

Sequence 6063 

CCCTTAGCGTGGTCGCGGCCCGAGGTA C I I 1 1 1 I I I M I i M 1 I I I 1 1 M 1 1 NCAATTGA 

CATCTTAGCTCCAAMTTAAAAGAGCNTATTTTMTGGGAGCTGGTTTAAAACAATTTGA 

CATMGTTAGATAACAGTTTGGCAAATGTGTCTGTGCTCAGTTTTGCTTCCAAATTTGGA 

CTTTTAGACTTATNGTCAGCCTCAGAAAGAAATAAGAAGCTGTGCANATAATTAAACATT 

TGCCTTGGGGG 

Sequence 6064 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 I I 1 1 I N I I I 1 I 1 I I I I I » I I 1 1 GGGTCTGT 

TCCTCTATTGGGGGGGCCACAGTAGGGTGTTTTTTCAGGATGGGGGGAAGAAGGAAGGAG 

TTTTTGT 

Sequence 6065 

CGC CAGTGTGA TGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TTTN1 I HI H INN 1 1 I I I I I AGACNATTNCTNNTTTTN I I I II I I I I 11 I I I I I AT ACT 
TCAAMGCMTTTTCCTTTATTAAAANAATGCTTATAAA 
Sequence 6066 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTTACTCAGCTCA 
GGCTGCTAGAACAAAGCACCCTACACTGGGTGGCTTATAAAGAACAGAAATTCATGTCTC 
ACAGTTCTGGAGGCTGGAAGTCTGAGATCAGGTAC I II I I I II I I I I I I M I M I I GCCG 
ACMTTCTTCAATGTGTCTCAACTTTCTG ACTTATTAC AAACA' 1 I I 1 I I 1 ICTTTAAACA 
CCAGTTAGTlTATTrCAGGACAAGMTTTACCATATMCACTCTTTTTACATAAATTCTG 
TCTCCCCCCACi WW Willi I GAAG ATAACCATTCC I I M I I N M 
Sequence 6067 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACGAGTCCTGACAGGCCTGGACCTCCTACC 

AGANCGCTTGTCAMGGCCCAGTTACATCTCATGGCTTTAGTGTCAAATGGGGTATGTTT 

TGCTGCTNC TTGCT TACTGG I 1 I H I I 1 I I I I I 1 I I I I CCTTTGAGATAGAATTTTTAAA 

AMTGATTCATTTTAGTAGTGACMGCCAAMAAATTGTGGATGGTATTTGCNGMGTTT 

TCTGCATTCGGAATATATGTGTGAGAAACATCCTGAGAATTCTACAAATTGGAATGGACA 

ATTTCATTAAMTGTMTCGTAATGGACAATTAM7TTTTAGNGGAAATT 

Sequence 6068 

CCCTlTCGAGCGGCCGCCCGGGCAGGTACGTGGGTGAGTTATTTATTAGTTGGGTTTm 

TGCMTCAGMTTAMTTGTCATCAGTTTMTATGATCATTTATAAAATGTCGTTTACAA 

GCCTCATGGTAACCTCAAATCAAAAGACCTACAGTAGACATACAAAAAATAAAAAGCATG 

AAATTAAAACACACCATAAGAGAAAAATCACCTTTATACAAATGAAGATAAAGGAAGAAA 

GAAGGGCGATAACACCAAAAAAGTCAGAAAACAAATAACAAAATGTCAGTAAAGTCCTCA 

CATATCAA 

Sequence 6069 
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CCCTTGAGCGGCCGCCCGGGCAGGTACATACAAACAATGAAAACAAATCACATCCTTAGG 

TTCCATGATTACCGAGATGAT1TCCCCTGCCCTMGTGCTTTATTATATTTCTTAAAAAA 

TATAGGAGCAGCAGCTTATCACAAGTCTCCACAAGTGCATTAATGATGGAATCAAAACAA 

CACMCAGATTCATAAGGATGAGAGAACTGCAGAACAACCAGAAGTCAGTTTTATGCTTC 

TTCTTGTTCTGGATAATTCAGAATTTTGCGGTGTGCCTGTCGTAMTATTGCTGCTGTTT 

GMGTAMCTTTAAATGCTCCTTTTATGGCAACAAACGCAATTCCACCCAAGATTGTCCT 

TTGTAMTTAGMGTTAACACTACTGAACATCAATTTACCAACTATTGTAGCAATAGTAG 

GAAAGACAAGGGCTCCACACAAGATTCGAGTAGCGGAGACATGATCTGCTAAAGGATTGG 

CCTCAGCTGGMTTCGAGGMCAGGACMCCTATCCCTGGAMTATACTATTTAAAATTT 

GGTAGTTTAT 

Sequence 6070 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTAGCACTGATATCTCAGGTGAGTGTTCCG 
AAAATMTGTCTMGGAACCACAGGCTACTTGTTTTTGCTTATGAGTCAAGGCTTCATTC 
AGAACI 1 1 I II 1 1 I I I I I I I I I I I 1 1 IGGAMTGTAAMTATTTTTATAGTTTGTTCATA 
CT ATATGA GGTTCTATTTTAAATGACTTTCTGGATTTTT^ 

TCAI I I 1 1 GTMTATTTATTTTATGCTTATGATCTAGATMTTACAGMTATCATTTTAT 

CTGACTC 

Sequence 6071 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I 1 1 » I II M I I I I I I I I M II G I I 1 1 I M I 

1 1 1 I I I 1 1 I I I I I I I I i I I I I I I n I I GCCGATGCTACTATTTTATTGCAGGAGGNGGGG 

GTGTNTGCNCCGCACNCCGGGGCTTTNAAAAACAANAAGGAAGGNGGGAGGGCANAGCCC 

CTTGNTGANCAANAAANGCCGCCTGCTGCCTTNTTTGTCTGTCTCCTGGNGCAGGCNCAT 

GGGGANACCCCGCGTACCTATNAAGCCTTTTTTTATTNTTCATGAATAACTNAAAATCAT 

GCCTCATTTTATT 

Sequence 6072 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGT CATT GTATGACTACTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTTTTCACATTTTAAAAAATGCTTCCTGAGACTTCTTTAAGCTCCTCTMCTTCTTCA 

GTGCATTTGGGATCAMCTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTGC 

MTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGA 

Sequence 6073 

GATATCTGCAG AATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I I I I I I I I I 

I I 1 1 I M I I I I I I I I M A II I II I I I I I I I I 1 1 I I N M 1 1 I I M I I I I I I M I I I I I I I I 

II 1 1 I I I I IGGGGGNANNNNTTTTNAAANTTTTTTTNNNACNGTNCNAGGGNNAAAAAAT 

TTTTTNG AAAAAAAAAAN 1 1 I I I 1 1 I I CTNTGGNCCCCAAAAAAAAAAAAATNNANTTTT 

CNGGGGGNTNTTTTTNANNNGNNTn^^ 

CNNTTAAAAMACCCNCMNTTTNTTTAAAAAAAAAAAAAAGGGGGCCNAATTGGGTNCT 

CCCCCTTTTTTNAAAAANMTTTTNNTTCCCCCAAGNGGTTCCNNNGANGGGGGNGGNNA 

MANNTTTNNMNCCCCNGGNTTNnTTAMNTGMANGGNTTAAAAAAGGTTTTTGGGCC 

CCCCAAAAATTTTTAANNCCCCTTTNAAAAANCNNTCCCAAAG I I II I I I INNGCANTTA 

MMANATnTTTCTTCCCCAANAAAAACCNCGNNNGGGGGTTTNGGGGGNCCNTNAAGG 

GGGAGACCCCNCNACNCCCTTTTTTAAANGGGGNNNNCCCCCCCNCAAAGGGGGGGGNGG 

GGATANAAAATTTTTTAAACCCTTTTTNGGNNAAAAAAAAAAAAAAANGGGGNNAAAAAA 

AAA 

Sequence 6074 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGGATTACAGGCGTGATCCACGATACCAGG 

TCTAACCTCTCATTTTATTTTAAMGAATMTGCTATTTCAAATCCTATTGCTCTAAAAA 

TAMCTTAGTTTCACAAGAACACTANCATTATCMCCAATTCCTGGATTTTCTTTGAGCA 

GCTCTAGMTTMTGTTAATACCMTTTTTCTTCTCTGTTATTTACTGTCATGTGGTATC 

CCAAAATTATTMCAAGTGAAGCMCTATTATTMTTTTAAAAAGATTAGGGTTTTCGAC 
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CTTMTGTTTTCAMCCTTTATAATTGGACACATCTGATTAAAGCTAAAAAAAAAAAAAC 

TTTATTAATCTAGTAGAATGGTTCATT 

Sequence 6075 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAMGAAACTACAGTTGACCCTTGAACAACACAGATTTGAACTGCGCTGGT 

CCACTTATATGTGGA I I I 1 1 I I I CTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAAMTCTGCATATACTAAGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCCGAATTCCCCGAGCATGCTGAGGGGATGACTGTATATGTGAATAAGACTTAAAT 

TAT ATTTC CAAACTTGGGATGGAATCMACATTTTAGTAACAATTCTGTTGATTACACTT 

CTATTTTTMTCTTGTAGGACTGTATTTATTTTTTATTTTTGG 

GTGTATGNGTGGTNGGNTCGGGAMCMTTATAAAAGATTTGNGAATTATTTNGGGATGT 

ATGCCTNTTCCCAAATACTCCNNTTTCCCTTCTTT 

Sequence 6076 

" CCCT TAGC GTGGTCGCGGCCGAGGTAC'I 1 I I I I I I I < 1 1 I I I U 1 1 I I I I I CCCTGAAGG 
MGGTTTTCAACTTGMTGTATGGTGACMGTTTTTNTTGTTGTGGCMCCTACNATCTT 
T TMTA CTTNTANGGNATTCCNNGCCATTTTNAMGGGNTGTNTTGTTANAAACTATTNT 
GTTTTAAAAAAMMTAMTTCGTTTAANGTTNTTTATGGGGTTAAMGGGAAGAAAATN 
CAA ATTTN CATTTCTTTACATAAAAAAAAGAAACCGNGCAAGGAGGGGGACTCAGGNAAA 
AAAATTTTNCAMCCAATTTTANCAACNTTGAAANAGCCCAAGGGMNATTTCAT 
Sequence 6077 

CAGMTT CGCC CTTTCNAGCGGNCGCCCGGGCAGGTACTGGATTTATGCAAATGTCTTTT 

CTGCGTCTTTTGAGATGAGTATCAGG I I I I I I 1 1 1 1 I I CCTTTTATCATCTGATGATGAA 

CTTANTGTTTCCATTTGTATTMTGGGANTACTMGTCCCTCTTGTGATTTCTGAACCAA 

GCTATTCCTAAGGCCTGAGTTTTATTTTGTTGACACAGAAAATNAATTAGAAGGCCAAGC 

CGTGGTGGCATGTGCCTGTAGTCCTAAGTTGCTGAGGTAAGAAGGATTGGCTTGAGCCCC 

AGGMTTCGAAGGCTTGCAGCCAAGCTTTTGATTGCGCCACTTGCACTTCMCCCTTTGG 

CGACAGACTAAAGACGCTTGTCTCAAAAAAAAAACCAAANANCGACCAAAAAAAAACAAN 

ACCAGGAAAAAATAAACCTAAGGCAATGACNAGTCCCTGGCAAATGCTGGGAAGGGAAGG 

CACCANTGGGTCAGGGAAAGGTACCNTGAAACANGGGCTTGTAAAACAAAATAANAATTG 

GGGAGGGCCAAGGNTGGGTGGATCCACGAAGGTNAGGAGTTCGANACCNNCCTGGCCCAA 

CAAAAGTGAAACCCCCGTTTTTTNTTAAAANTCCCAAAAAA 

Sequence 6078 

C CCTTA GCGTGGTCGCGGCCGAGGTACMTACAGTGTTCMTAGTTTTTATTGCAGTGAT 

GTTTTTCCAATMTTTAAGTAATTCTCTTTCTAGTATMTACAGTTTTCATAAATAATGT 

TT ACTTG CTTTCTTT AC ATTTTC A AATAA AATT AAAATG CTCG AG C ACTTCCTTTC AG AA 

AGTTATAAMTTAAAAATMTTATTTTAAATGCTCATTCAAATGTGTCTGTATACTTGCT 

AT GCCCC TTTTTCTATMTTCCAAACTGAGACTGATTTTTCMGAGATTTTTM 

TMTTTTAMTCTAGAATCAAGTGAAACAGATATGTTAMTACTGAGTCTAGTTTTCTTC 

CATCTTATGGAGCTTCATGGAATAAGAAACTMTCTAGTGCAAATGAAGATTAAATATTT 

CTGGGTGATGGAGAGATAGTCAACAAATTTATTTATCCATCCTCTGCACATCAGTCCACT 

GGGGCANGAGTTCTACCATTAAAAATGTAATG 

Sequence 6079 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I 1 1 < I I 1 1 I 1 1 1 1 II 1 1 1 I I 1 1 1 1 I IANTTT 

N I I I I I I I I I I I 1 I IN I I I I I 1 I U I 1 1 I I I I I I I NNNNCCCAACCNANANAATNTTT 

TTTTT NAAAAAAMCAAANCAGGTAAMAAAAAAAAANTTTCCTTTTTCCTNTNGGCNCT 

TTTTTGTMNNTMNGNNTGNNCNNAANCCCNNNGGGNCCNGTNMTNTT1TTTTGTTTG 

MANAAMNAGGANNGNTTTGNTTTTmCCAMNNCAMMTTm 

AAA 

Sequence 6080 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGTCCCTCTGAAAATTGTCAGTGTTCCTTCAG 
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TTCTCTTTGGGTCAACTTCAGTCTAAGAATAGGTCTTATGCCAGTCAAGCTGTACGCGGG 

CAACAACAGCCAGCGGCTCCTCAATGTCATCGACATGGCCATCTTCGACTTCTTGATAGG 

GAATATGGACCGGCACCATTATGANATGNTCACCAAGTTCGGGGATGANGGGTNCCTTAT 

TCACCTTGACAACGCCAGAGGGTTCNGACGACACTCCCATGATGAAATCTCCATCCTCTN 

GCCTCTCTCCCANTGCTGCATGATAAAAAAGAAAACACTTTTGCA 

Sequence 6081 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGAGCTTATTACTAGAAGTTGATGCAACATC 

TMGTATTCTGTTGCTATTTCTACCAGCGAAGTGGCCTGACCATAAGCTACATTTGAAAG 

AAGATCCAMTTTAATTAGCGTGMTAATTTTGMGATTGCAGTTTGTGTCCCAGTGTTC 

CCATTGAACATGGATTTCGTAGACAACAGTCTAAGTCAAATAATGTTGAAGAGACTGAAA 

TACATTGGAAACTGATTCCAATTACAGGAGGGAATGCAAGAAGCCCAGAAGACCAGCTGG 

GGMACATGGTGAGAMCAAACACCAGGTGAGMGGCTTGCTTTGCTTTTCTTCCCAAGT 

GT GCCCTTCT TCAGAGTTGCTACTTGCATTTCTGATACTCCATCAATAGGGCATTGACTT 

MATTTTTTTMTTACAGMMTTTGGACAGTAGCATATTTATTTATA 

Sequence 6082 

TGTGATGGGATATCTGGAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAGCTC 

CACAAACGTGGCCATGGTTGGTGCGGAAATGATTCTGAGTGAGCAGGTANAAGTCTCACG 

TCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAA 

TGAAGCCCGTGGACCTTCACAGTGTGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTT 

TGTTCCTTCAAGATGTGTCTGGAGTTTCTCCCTTCTGGTGGGTTTGTGGTGTCNCTTGAC 
TTC 

Sequence 6083 

CCCTTA GCGT GGTCGCGGCCCGAGGTACTCMGTMCAGAGTTGAACCTTCCTTTTGACA 
GAG CCGTTTTG AAACAG TCTTTTTGTAG AATCTG G AAGTAG ATTTTG G AT ACCTTTG AG G 
ATTTCTTTGGAMCGGGATATCTTCATATAAAATCTAGACAGAAGCATTCTCAGAAACTT 
CTTTGTGCTGTATGTCCTCCCGCGTACTATCACAGAAGACAAGAGGAGCTCAAGAGATTG 
GMG MMT GATGATGATGCCTATTTAAACTCACCATGGGCGGATAACACTGCTTTGAAA 
AGACATTTTCATGGGAGTGAAAGACATAAAGTGGAGACCAAGATGAAGTTCACCAGCTGA 
TGACACNTNCCAAAGAGATTAGCTCACCTTTCTCCTANGCAATTATAATTTAAAAAA 
Sequence 6084 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC 1 1 1 1 M IN I II I 1 1 1 1 I I I I I I A ACAGCA 

TAGCAAGGAGTNTTTACTAGGATGGAGGCAGGGGATGCGAGGCAGGTCCANAGCAAGTAN 

AATGGGCCAAGACCATGCCAT GGCA CGCCACCCTGCGCGACAAGAGCAAAACTGTCAAAA 

AAMAAAAMAAAGAAMTGAGTTTTAAAGTGATGGCAGTAAGCTTATTTGANAGGATAA 

ACCCTNTTCCAACTTGTGGAGATACCCCAAAGCAGTTGATGTGGAAAGTCCTTGGCGTCN 

CCCTCCTCCTNTTGGANMTATTTGTCCAATNTTTNTCCCCGAGGNTGACAACAACNCCA 

AACCCCANATACTCCGGACTCGTCCTNACCCCCCGCCCAGGAGCAGCGAGACCGAGGTGG 

CGGCGGANATCCAGGGCAGGAAAAG 

Sequence 6085 

CCCTTAGCGT GGTC GCGGCCCGAGGTA C I 1 1 I I I I I I I II I I I I 1 1 I I I GAAAGGTGATG 

ATGCAGAGGATTTTATTAGGCAGTGGAAGTAGCTCTCAGCAGAAGGGGAGCTGAAAGGGG 

GGTGCAAGAAGAAGGTGATCTTTCCTTGAAGCCTGGTCGTCTCCATCTGGGCTCCTCTCC 

AAAGTTGTGCCGTCTGAAGTTAAGTCACATCTATCCATAGTCTCAGATGCCCAGTTGCTT 

CTTCACCTCTTGATATTCAGCTGCTTGTGTTGCTCTGCCAGCTGAAGTCTGTTGTGGGGC 

ACAGAATAGGGGCAGACTTATGATGTGATTCAGGTTACAGAACTTGAGGTCAGAGGATTC 

TCCTGAATGATGTAGAGGCTCCCAATCAAATCACAGGAGTCCTTAGAATGGAGAATCTTT 

TTGGCTGCTTCTCTGTGCCACCTAMTCAGAGTAGCTTCATTTT 

Sequence 6086 

CCCTTAGCGTGGTCGCGG CCCGAGGTACTTNN I I I I I I I I I I I M I I I I I I I I I I M I I I 
I I 1 1 I I I I I I I I I I I I I I I 1 INN I I I I I I I I NTTNNNTAANANTNNANAAANATTNCAC 
Nihil NANNGTTGATNNTTGAAAANAANGAAAAAAAANGNTTAANTGGNNTTNAAAAAC 
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TTTTAAAACTTTTAAACA 1 1 I I I I A 
Sequence 6087 

GAATCTNACTTCTTNCCACCACCCNCACTGNTACCACTCTAGNCNAACNAGTAACATCTA 

TCCATGAACTATTCTAATNGNCTTGGGAATTACTCATCTTACCTCAGCTNTTGCCCNTCT 

ACACAGGAGCTAGTGATTATTCTAAAATATAAGTACTCATTATGTTATTCTCTACTCAAA 

ACAATCTTACTTCCTATCTCTGACAGAATGMATTCACTCTTTAACATAACTTACAACAC 

CCTATT 

Sequence 6088 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGCAGTAGCAGTTCATACATATCTGATATG 

CmCACACCAGGATTCAGTAMCMCMTAMTATAATTTCCCCTCTTCAAAACAAAAA 

ATGGATTTATACGGAAAMGGGTTMTTTACTTGGGGTTTATCAGCACACCATTTTTAAT 

GTGCTTT GAAAGAATTAAAAACCATGAAACTGTATTCACTGAATACCGGTCCATAGTTAT 

A I I H I iCTTTTAACGTGGCTTMATACATACATCATGTCTTTCTATTAAAATCCTTAAA 

TCTATGGGGATGTGTGGTAGATAAGACTATATTAAAMTTTTTCCTCATTMCAATTTCA 

TTAAATTAAAAAAAAATCTGACATTTCCCTTAAATG 

Sequence 6089 

CGCCAGTGTGATGGGATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

mm M G I I I I I I I 1 1 1 T I AATTTTGAACAACTGAAGAATACTAAATCAGAGAGT 

AGCTGAAGCCTCTGCCCCGGTGACCATTGGCAAGCCAGGGACAGGCCTTGAACAACTCTT 

TTCCCTGTTAGATGTAAAGTTAAGACTAAGTGCTTAGTAGCTCTGMTAMTACTTTTCT 

CTGTCAGTAMGTGTCTGCATTAATAATAMTATTMTTATATGGGACAGTTTTGACAGG 

TGGMCTGCCTGCTTCATGGAAAMTTCAGAAATTGNTTAAAATTGGGAACA 

Sequence 6090 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I i 1 I 1 M I I 1 I I I I I 1 1 1 1 I I I I C I 1 > 1 1 1 1 
Ml 1 Ml I11 MM I 1 1 Ml I INN I I | I 1 I I I N I I MM 1 I I I I I I MM I I INATT 
N MTATTNTT TAATNAAATTTT ATTAIN N NTN ATAAAGG N AAAAAAAAAAAAAAAG N NTN 
NTTTTATTTTNAAAAAAACNTTGNG AAAAAANAAAAAAAAAANGNGNGGNGNNCAMCm 
TTNNNATAAMAAAAAAAAAMGGGNTISITNNAAAAAAACAGNGATTTTTTT 
Sequence 6091 

CCCmGCGTGGTCGCGGCCGAGGTACTTTNTTmNTT^ 

TTTGCAGACAA I f I I rCMCATGTNTTAACTTTTTG ACTTATTACA 1 1 M I ICTTTAAAC 

AATTMGTTMTTTATTTCAGGACGAGAATTTACTATATMCACTCTTTTTACATAMTT 

TTGCCTCCCCCGCCGCCCTTCTCTTTTTTAAAGCGAACTTTCTTTATGTCTTTGGACTAA 

ACTGNCTAAG GCCAC AAGATTAGMGGTTNCTATMTACATGTTACACTGGTAACTTTTA 

NCAAACTTNACTTTTGGTTGAAAACCTTGGMGGTTGGGGATTCAMTTATNCCTTGNCT 

ATNMNAANMCTTGGT TMGC TTGAAATNAACTTAAAAATNGGTATAANANGGCCCTTT 

TTTNTCTNTGGGGGGGCTTTTCCTTGCCTTTGGCANCCCAATTAATGCTNGGNGGGCCTN 

TNMCCNGCTGTTGGGGGGGGAMGGGGGTNTAAMACTAGCTTGNMCCNGTTTTTGTN 

TGGNAMCCNGGCNTGGGGGCCCTTGGGCTTAAAAGGGTACCCTTGGGCCCAAACCTTTN 

NMAMAGGGGACNTGTNCAAGGCTTTTCTTTNAAMNGGCCAANCCCCCTTTTAATGGG 

NNGCCNNTN TGNTTTCC CCCAMGTTTAANGTTTCCNGGGGGNCNAANANCCCNGGNAAN 

NNCCCTTAAG I llllll INAAAAAAAAI (illllll I CAAAAAAAAAAAANANGTTNANC 

CNAAAAATTTNNAAA 

Sequence 6092 

CCCTT AGCGTGGTCGCGGCCCGAGGTACCTATTATTAmCAMTTTAMMCTTCTTCT 
TTTTTAAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGA 
TGATCCTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCAGCATTTGC 
CAGGGA CTGTCATTGCCTTAGTTT AI I I I I I CTGTTTTG I I I I I I I I 1 1 GTCGTTTTTGT 

I GAGACAGCGTCTTAGTCTGTCGCCAAGGCTGGAGTGCAGTGGCGCAATCAAAG 

CTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTCTTACCTCAAGCAACTAGGACT 
ACAGGCACATGCCACCACGCTTGGCCTTCTAATTTATTTCTGGGGTCAACAAAATAAAAC 
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TCAGGCCTAGGAAATAGCTTGGGTTCAGAAATCACAAGAGGGACTTAAGTATTCCATTAA 
TACAAATGGAAACATTAAGCTCATCATCAGAATGAATAAAAGGGAAAAAAAAAAAAGTAC 
CTGCCCGGGCCGGGCCGTTCGAAAGGG 
Sequence 6093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACCTCAGACATAAAAAGTTATTTACCTAAGT 

CTCTTCTATCTAACAGCATAGAGTTACCCAAACAAGGCCAATAAAGACCCTTTCAATATC 

CTTTTCTTAAATTT G G CTCTAAAATG ACTGTTAATAATGGTAATAAATGTCTTTTTATTA 

MCAGACMTTTTATCTTATGCMTTTAGGGAAATAAACATAAAATCTACCTTTAAATGA 

AGAMATAATAAT TTCCC ACTCTAACTATGGCTGATTCATTCCCTGAGCATGAATCCCAT 

TT TACC CTCATTGTTTTTAACTATAAACTGAGCTGGAAATCTGCTCACAGGTGAAACTAG 

TATTTTAGATGGAGAATGATATTACCMGTMTCATATTTATTACTTTTTGGAGTMTTA 

TTTCNACTCACTGGGGGCATTTMTGGTTTCATCTGTAACTCTCTATCACAATGCCCTCT 

TATNGMGCAGCAATAGTGAAAMCATMCTACACTTTTGGGGGAAAAAAAAAAAAAAAA 

ACCGGGGAAAAAACNNGANTAACTTTTAMGGTGGGATCCTTTTATCCAAATTCCAATAA 

AAAAAGCCA 

Sequence 6094 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCCCAAAGCCCTTGC 

CATGTAMTGCCAACTATGTCTGTGTGAMTMTMCTTGGACCATCTTMGGCTTTTTT 

TCCAMGTCCTTGTGGMTTTGAAATCATTTTTGTGACTGCTGAGAATGACATTTAGAGA 

CTATAACATTTCCTTTTATTCACI II I I 1 1 I I I"! CAGTGTTTGAAAGATGTATGGTGATC 

TTGAAACCTC CAGA CACAAGAAAACTTCTAGCAAATTCAGGGGAAGTTTGTCTACACTCA 

GGCTGCAGTATTTTCAGCAAACTTGATTGGACAMCGGGCCTGTGCCTTATCTTTTGGTG 

GAGGTGAAAA 

Sequence 6095 

CCCTTTCGA GCGGCCGCCGGGCAGGTAC I I I I I I II I I I I I 11 I I I II I I I I II CNTTTT 
iltl M MI MM I II Mi ll I H I M GI IMIMI III Ul l Mll l Ml l ll l 1 1 1 H 
TNGGGGGNNAAAAAANGGNNTTTTTTTNNNNNTNNGGGGNANNCCNGGGGAAAAAAAANN 
ANNNNTNGNCCCCCCCNAAN II 1 1 I I I I N NTTTN AAMAAAMNTTTTTTNCCCCCCN N A 
MNANAN TCTNCN NNNMNTTTNCCC^^^TNTTMAAAAAAAAAAATTNTTGTGNNCCNNA 
MAAN NNTTTTTTNNTTTT^ 

nm CGGGNNAAAAAAANAANNTTTTAAAANCNGGGGGGGGGGGGGC N II I 1 1 1 I H I I 
AMNNGNAAATNNNNCTTNCCCCNNAGTTTTTNNTTTNCAGGGGGGGTNTNTANNGCCCC 
CCACCNNAACCANTTTTANAANCNN I I I I I I I 1 1 NCCNNAACCAAAAANNANCCCTTTCC 
CCAAAAAANCGGGGAAMAANANCCTNTNGNGGCCTTTTNATTTGNGGNAAAAAAAAAT 
Sequence 6096 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGGGTCAGGAAGCATGTGGTTCATCCTTT 

GGAMTGGTAGTAGGAMCCATACAGTCTTTGGCATTTCGAGCTACATAAAGGAAATTGT 

CTGAAGTT CTTG AGGTCTGACTCTTCCATGGGTTCTTTCTGAAGACTGCATCTCATGGTG 

GCTTGTTCTTTTGTGTATTTTGTAATGTGGGATGGTGAGCTCAAGTGGGGATCCTATGGG 

GGTCTGAGTTGCAGCTGTGTCCCTACAGAGCGGACCTGGGAACACTGGCTGNGGGGACCA 

CCTTGNGGMTGTCTCTGCTTGTANTTTCTTCATGTCCTATTTGAAACTGTTNAAGGTGA 

ATGTCCTGCTGAATGTAGAACTTTATGGNTTT 

Sequence 6097 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACTTTTATTACTGATTMTTrCMAGCTTTTT 
ATTGGTCTGTTTAGGGTATCMTTCCTTCCTGTTTMTCTTAGGGGGTCATCCAGTTTGT 
GTGCATAGATGTGCTCATAATAGTCTCTGAGGG 1 I I M I I I I 1 1 I I I II I I I I I I GTATT 
T CTGTGGG GTCAGTGGTAATGGCCACTTTGTCATTTCTGGTTGTG I I I I I I CATATATTC 
TCI I M I IATC TT GATTA GTCTATCTAGCAGTCTACCAATCTTATTCATTCCTTCAAAGA 
GCTAMTTTTAAGTTTTGGTGATCTTCTGNATGGNTTTTTCACATCTCMTTTCACTCA^ 
TTTAAAA CCCANN T TGGNTAT TTCTTTTGGNATGGNACATTGGGGANTGGGNNAATGCCT 
GGNNTTCTTTTTTCTTTTTTTTGGNACNTTGGNNCNTTTNNCCTTTMTA 
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ANTTTAAGGGGACCCTGCCCG 
Sequence 6098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTATTACTTTTCTATTGCTTCTTTACCAAA 

TAMTACMGCTTTGCAGTTTAAMCAACAGAAATTTAATTTTTTATAGTTCTGAGGGTC 

AGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAG 

GGCTGGTTTNTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCTAG 

GGAGCCTGCATTCCCTGCCTCCTAGTGGGCTTNCTCCCATCACTCGAACCTNTGTTTCCA 

GCCTCAGGATTCCTAATGTGACTCTGATGTTTCATCTCCCGTTTATGAGGACGCTTCTGA 

TTGCTAAGATACATACGGNGACACTATGGAAGTTAACTTGAANATTAAAACCCTGAAAAA 

TAGAAAGAATCTTCTATGGNATATCACAAGAGATTACAAGGGCCTGAATTAGAGTGGTGA 

CATTTT 

Sequence 6099 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACTTGCTNCI I 1 1 I I AATG N 1 I I I > NTATGGTA 
GAMTATCCCAGAAATTTATTTGATGTTNGCTTGMTACATTTTAT^AAAMGATTGGG 
ATTGTTTGCCTTGGATGCC 
Sequence 6100 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTGCAATACACATCTGCAGTGAAAAAGAA 

GAAAGATCTCAAGTAAATAGTCTAACTTCGTGCCTCAAGGAGAGGAGAAGAAGATGAAGA 

AGAAGAGGAACTAAGCCTAAAATTAGTGAAGGAAATAACAAAGATTAGAGTAGGAACCAA 

GAAMTACAGMTAGAAMGCAATAGAAAAAAAATCAACAAATTTTTTGAAAAGAATAAC 

AAAAGAATTGG I 1 1 1 1 I GAAAAGATAAACAAAATCAACAAATCCTTAGTTAGGCTAAGTA 

AGAAAGAGAGAAGACTCAAATAAACAATATCAGAAATAAAAGAGGAGACATTACAACTGA 

TGCCACAGAAATAAAAACATGAGGCTATAATGAACAATTCTATTCCAACAAACTGGATAA 

TCTAGAAGAAATGAATAAATTCACAAAACCTTCCAATCTACGATGACTGAATCATGAAGA 

AATACAAAGTCTGAACAGACTTATAACTAATGTGGAGGTTTAGTCAATAATCAAAAATGT 

TCCCCAAACGAAGAAGTNCAGGACCAGATGGCTTCACAGGTGAATCTTTCCAACATCTCA 

AGMGMTTMTGCCCGTTCTTCTTAMCTATTTTTAAAAATTGAAGAAGANGGCCCACT 

TTCAAATTTATTTATGTGGNCACATTTTNCCGANCCAAGCCNACCAAGCCCCCCCAGAAA 

TGAMCTGCNGGCAATTTCTTGGTGMTTTCCTTTTAA 

Sequence 6101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGCMCATCMCCMGATTTTTCCACTAACT 

CAGAAGGAAAAGCAGAATGAGTCAACTAATGGTAATTCAGAAGTCACACCTAATGTCAAT 

CAAGGAAGGCATAACAAATTAGAGTCAGCTATCCATTCTCCTATGAACGATCAGCAAATC 

TCACAGGAGTCAAGGAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCANCCAGCGCAGGG 
GCTTCTGCTGAGGGGGCAAGGCAGGAGCTTGAGGAAACCGCAGATAAG I I I I I I I I CTCT 
TTGAAMNMTANGNAAGAIsrrTAMTTACCMCCTANCTTTTAAAAA 
Sequence 6103 

CCCHTCGAGCGGCCGCCCGGGCAGGTA C I i I I I M M 1 I I I U I 1 I 1 1 1 ATTGGCTGTC 

MTCTGGTTGATCANATTACTAATTTCTACTCTACTGGAAGTGATCTTTANAAAAACAGG 

TCTGCCATGTTTGCATTACAGAGATATTMCMTMTAATGATTTTTAAAAAGTAAACCA 

AACATAAATAAACAGGAMAGAAACCACCATATTTGAGTCCAGTCTTTGTCCTGCCTAGT 

GAMCATCTGTCTTATACCTTTTTGACAGGCANAAATAAGGTCCTTCACATCGCCCCATC 

TCTCTGATAAATC 

Sequence 6104 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I I I 1 1 I I I I H I I I I I U 1 I I 1 CANC 

AAGGCAATTTACTTCTGCAGAAGGGTGCTGCCTGCATCAATCATGAATCACAGGAGCNCC 

CCTGAACAMGGAAGGMAAGGTTTTTATCCNTAACACAGTCCCTACCTNTGTGTCACTC 

CCCCAGGGGCTGGGGTTGGACCCGCTCATTCTAAAGTTGACCCGATTGGCTATTTGTGAA 

TCTTTNCCAAATAAGGAAGGGAAG 
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Sequence 6105 

AGAAATCGCCCCTCGAGCGGCCGCCCCGGCNNGNCCCGGGGGGGGAAANNNNGGGGCNNC 

CNNGGGGGGNANANANANACNNTNCTNNNNAACTTCCGGGNGGGAAAANNAAGACCNTNN 

NGCATTMCCACCACANCNNNNNCNAACACCAAAACAATTCTCTCTTTCTCCACNCCCCC 

ACCACCCNCNGGGNCCNCNTTNCANCACNCCCGACCCNCCCCCCTGGCAAAGCCCCCCTC 

CCNGGGGCNNCATCCCGGGGCGNCCCNCNCCAACNNAAGNNNCNCCNGGNNCNNCNCCCG 

GCACCCMCCCCCCCCCCNNTCTCMTCTTGCCACCTMTTTCTCCCGCCCAAANAACCN 

GGGGNAGCCCCCNCTCGNNNCCCTAAAAAAAAAAAAAAACACAACNCAACCCCANTGGGG 

GATCNCTGCCCNNNCACCGGCNCCAACCCCNNCCTTNAACAACCAANAAAACCCCCNCNA 

NTAAANGGAAAGAANNAAAAANCCGGAANCGGCAAACCCAAGGGGGTNGGGNCCCCCACC 

GGGGGGCANCTNCCCAAANCCCCCCGGGGGNCCCTTCCANTTNTAAAAGGNNCCCNNCCT 

CCACGGACCACNTAATAAACAACCGGGANCCCNNTCCNACCCCTTTGGACAAAANGGNNN 

GGNCCCTTNGGGGGAGGGNNNCTTCCTTGGGAGAGCCNCNCCAANTTTCCCAAACCCAGN 

NNNAANGNNAAGNNACNGNAAAACCCNACCNAAAGGGNNCCAACCCCCNCCC 

Sequence 61 06 

CCCTTAGCGTGGTCGCGGCCCGANGTA C I I M 1 1 I I I I I I 1 1 I I I H I I I I 1 1 GGGACGG 

AATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCTC 

CGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCAC 

CCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAAGACGGGGTTTCACTATGT^ 

GGCCAGGCTGGTCTCGAACTCCTGACCCCGTGATCCACCCACCTTGGCCTCCAATCTTAT 

TTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCtGACCACTGCTGCCTNCCTCCCACAT 

TGCCAGGGACTGTCATTGCCTTAGTTTATTTTTTCTGTTTNGN^ 

Sequence 6107 

CATGCTCGAGCGGGCNNNANNGNGANGGATATCTGCACGAAGCGGCCCNTNCGNGCNGGN 

ACGCGGGGCTTGGCCTGTTGCTTCAGCCTGAGCTCGGTTAGGGCCTCACTTCCCTGCTTC 

CACACCTCAGGGAGGCCTCGGTGATTTTGCCAGAGCCTCAGCCTCCATCGCTCTGTAACC 

TGCGGGTATTGGATGATTCNTANCTAANACTTCNCGACACCCTNGAAGNTNANAAATGNA 

ACCCTTAACATTCATGGATNTGGCCATAGAATTCTCTCCAGAAGAGTGGAAATGCCTGGA 
CC 

Sequence 6108 

CCCTTAGCGTGGTCGCGGCCG AGGTA C I M I I I I I I I 1 1 I I I I I I I 1 1 I I I I A PI I I I I I 

I i i i 1 1 1 1 I I I I I I I I n 1 1 I II I WrTNNTTTTTTANNNNNGGGNGGGCCCAAAAANNAA 

NmNmGGGNMTNNTGACGGCAAANNTTNTCCAMANMACMGATGGGAMGTTNC 

TNAAANAAAAAACCCTAGGNAAANTTTAGGNTAAATANAAAATTCANACAGGGAAAGGCN 

CNGCTTTNGGGAAANTGGNAAGGTNCTNMCCATTNMCNCCNTGNGGANNAGCTTTTTN 

NNGTT NAAAN AACNNTTGTTNTCNTTATGCCCTGCCANNAAMTTTNNACTTNrrTNCTTG 

GGMNTTTTTC ACCCAGTGNGANMAAMCATGCCGGNTTTTACCCCCCATGANGGGGCC 

NTTTTTTT Tl »NGAAAANACCCANANTNCTTTAAAANAANCCNCATAGGGNCCCTGGNCC 

T I n m M GG CCMTNTTTTTCMNATTGGGNAAMAGTNNTTAMGTCCACNCCTTTAA 

MTTMTTTTAAAAACTTmGGGGGTCCCCCANGACCTT^ 

ANGGNTTTTGGCCCCMNGCCCTTTTNAAATNCCCAAACTTGGGTTGAACCTTCCCCGGG 

NGGGCCCT 

Sequence 61 09 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCACGCCTGCTGGACTCAATTCAGCTGCTT 

CCTCAGCAAGCTGCCATGGCTTCTATTTTGCCCACAGCTATTGTCAATAGTAAGTGCTCA 

NTGCTNTGTMNCCCACCTTTTANAGGTGATGGGGAATTTATGGGAGAAAAAAATGTCTA 

CTGACMGAMCCAGGMCAGACCTTTTTCCTTCAGTGTTGTGG 

TTCl 1 1 I I AAATATTTAATTTGAGAAAATGATGTTAC I I 1 1 I 1 1 [ I ATACTTTAAGTTTT 

AGGATACATGTGCACAATGTGCAGGTTAGTTACATTATGGTATACA 

Sequence 6110 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGATCTCATAT 



# 
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TTAAATTAAAAAATG GACT 1 1 1 i 1 7 CTAGTATCAAAATAGTTATmTAAAATACCTTGA 

MAACmMTACMTTTTTAATATATTAAATATTCACCTGAACTCTCAGCCATTTATCT 

CCCAT CTCTCTTTGCTAGAATCTTGCCTTACCATCACTATCATTCTTTTGI I I 1 1 1 1 1 I C 

TTTTTGGCATCTTTMTGCTTATCCCAGMMGCATTAAMATMAATATTTTTCTTTAA 

GTCCACAATTTAAAAAAAAAAGAAAGAAAAAGGAAAAGCCATTGACAGTATTTGACACGA 

CATTGMGATTCTTATTAAACCAGCCTCATCTTGTTTGCCCACATCCAAAACTCTTTAGT 

AAATATCAGTTCTTGCCCTGAAACTGGTAATACTGACCCAATAGCATCCTCTAGTGGCCA 

AACTGTAGCAAAGCACCCAATGATGCAGGAANGGTTTCGACQTTGGGTTATATGGACCTG 

GGTGGTGGAAGGCTAAGATATGGAGACCCCCCCCCACAAAAAAAAAA 

Sequence 6111 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCCACTCAATACTTGTGTNTCACT 

TGGCMTTGGCATACGTGACTGTTCCTCTATTTTTCCATCTACCTAATTTCAAAGGATTT 

NCAGMGGAAMGMGATTTANATGCTTCATTTCAMTATTTNTGAGTTTTGACAAAGGT 

GCCAAGACCACACATTGGAGAAAATACAGTCmTCAATAAATGGTTCTGGGAAAATAAA 

ATATCCACATGTAGAAGAATGAGATTACACCCCTCCNTCTTGCNNTATACAAAAACCAAC 

TCAAAATGAATTCAAGACTTAAATGTAAGATGCAAAACTATGAAACTACTATGAAGAAAA 

CATMGGGGMTACTTNACCACATTGGGCTTGGCAAAGATTTTTTAAATAACACCTNTTA 

ANATACAGGCAACCAAAAG 

Sequence 6112 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAAGATGTTGCAGTATTTCACAGTTATTA 

TTATTTAAMTTACTTCMCTTTGTGTTmAAATGTTTTGCGATTTCAATACAAGATAA 

AMGGATAGTGAATCATTCTTTACATGCAMCATTTTCCAGTTACTTAACTGATCAGTTT 

ATTATTGATACATCACTC CATTA ATGTAAAGTCATAGGTCATTATTGCATATCAGTAATC 

TCTTGGACTTTGTTAAATAT7TTACTGTGGTAATATAAGAGAAGAATTAAAGCAAGAAAA 

TCTGMGT ATTGTC TTGTTTTTAAAAMTACAGTTCCTAGTGTTTTTAGAAGTCACTTAA 

TTTG TCTCATTTTTCCACCTGGAAATTAGGAATAATGTAGAATGCAAGGCAGTAATTTCC 

TTTTGGAAAGGACTCTGAAGGCAGAAAAGAAGGGAGAGAACCTCATGGGCAGAATATTAT 

AAAAAGAGTGTCATATTC CAGCA TTTGAATTGGAAAGAGAAGAGTGAAGATCCAAGTTGC 

ATTATTAATCTGCCCTGTGTTTTTTCCTTTTAACAATCAATTTGAGCTGCTGGCTGGTAT 

GNAGmCTCATCMGMGAMGCCCTAATATGTTAAAGNCCAAATCCGATTTAAATT 

Sequence 61 13 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACAGTTATAAAAAAANAAAGAAAAAGAAAAGT 

TTGCCAGGCCTAAAGGGAAAAGTAACTGGAGTGTTTTAAATAATGANCATTAGTTACAGG 

ATGAAAAACANGAAATACACAAAGAAAAACATGCCAGAGGTAGGTGCAGGCCCATCTTAT 

ATGAGAAGCAGGGTTCTAGGCCCGGCGCAGTGGCTCAAGCCTGTAATCCCAGAACTTTGG 

GAGGCCCAGGCGGGTGGATCACGAGGTCAGGAGATCCGAGACCATCTTCGCTAATGCCGT 

GAAACCCCGTCTCTCCTAAAAATACAAAAAAAATAAGCCAAGCGTGGTGGTGGGGCACCT 

TGTNNTCCCAACTACTCAAGANGCTGAGGCANGAGAATGGCGTGAACTCAAAAAGNGGGA 

GCTTGCAATGAGCTTAAGATCCTGCCACTTGCCTTCAACCTGGGCCACAGAANCGAAGAC 

TCCGCCTCAAAAAAANAAAAAAAAAGGAGAGANNCAGGG I 1 1 1 1 1 1 1 1 1 1 GGCCTTGGGT 

TGGCCAMCAAMTTGNGNNGGGNGGACTTTCMCCCTTTTTTTCTTTTTTAATGGGTTA 

ACCCAAGAATCCCTCACTAAAGGTTAAAAAAAAAAAAAAAAA 

Sequence 6114 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTAGTGAAGTGAATGTATGGTTTTAA 

GGACATACAACCACCGGTTGACGAGGTCCAGCCTTGATATTCAGTTGCCACACAACATCA 

TTCCAGCTATGGCAGACGTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGG 

GAGCCTTTTATCTTAAAGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTGCTnTGACTT 

TGGAGATCTCCACAGGGTATGACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTT 

GACCTGGTTACATTAATAATGAGGTGGTCAGCCATAGAATGAGGAAAGAAGAAGGAGTAA 

TAGMTAGMTGAAGGAGAAGTTAAACTTTTCTTAGCGTTAGTTTGGTAGGGTTTTCCCC 

TGGGATA 
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Sequence 6115 

CCCTTTCGAGCGGCCGCCC6GG CAGGTACTTTN I I7TTTTTTTTTTT1 1 NCGNTTTTTTT 

m 1 1 1 n n n 1 1 1 m m 1 1 n 1 1 u n 1 1 1 1 1 n 1 1 n 1 1 1 1 M i ii 1 1 1 1 nttttt 

m i i i M l I I I I M I II I I M 1 I I I 1 I I 1 I I I H I NGNAAANANCNCCNCAAAAAAANA 

NMAAMNNTTTTTTTNCNNNAAAAAAAAAAANANCNATTNTAAAAAAAAAAAAGNGGGG 

GCCNANNNANTNAAAAAAA 

Sequence 6116 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAACTTCTTTAAGCCTCCATG7TTCC 

TCATCTGTAAAATGAGGATAATAGATAGTATGGACCTGTTGCAAGGATTAAACATAATCA 

GTGTAAAGTGTTGGTCCCATGCTTGCCACATAAGAAAATATTTGTCAACAGAGTGGTAGT 

TGTC ATTACCATTGTCTCAGTTTGCCTGTAACTAGTTGTGTGATCTGAGACAAACACTAA 

TTTTG MCTTGAGTTTCCCCACATGTAAAATGAAAGATTGATAATAGAAAGTAAATCAAT 

TTTTTCTAGCATTAAAAATAGTATGCATTTMTAAAMTCTTATTCTTAATGATCTAGCT 

TACCTCCMCTTGCCCTAGTCACTTTGGCGATCTTGTCTCTNAATAGAACCTAGAAAACA 

CTTAMTGTGTGTTTCCTTGCMTATMC 

AAATGTNGGGAAANAATTATCTNGTGTTCCCTTAATTT 

Sequence 6117 

CCCTTAGCG TGGT CGCGGCCCGAGGTACTTN N I I I I I II II I I I I I I I I I NTTTTAAAGC 

AGAATGGGGTTTTGCTATGTTGCCTGGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCCG 

CCCGC CTCAGCCTCCCAAAGTGCTGGGATTATAGGCATGAGCTGCTGCGCCAGGCCTTAA 

1 1 1 1 1 I AAAAACAATGATGGGGTGGGGGTGGGGGACAAGTCCACAAAATGGATAGAACAN 

CTGTGAAGGAAACATAGAACTCAGAAAGGATATGGTTAACAAAAATGC 

Sequence 61 18 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGGAGCGCCAGTTCCGTCTGTGTG 

TTCGAGTGGACAAAATGGCGAAGATCGCCAAGACTCACGAAGATATTGAAGCACGGATTC 

GAGAAATTCAAGGCAAGAAGGCAGCTCTTGATGAAGTTCAAGGAGTGGGCCTCGATTCTA 

CAGGTTATTATGACCAGGAAATTTATGGTGGAAGTGACAGCAGATTTGCTGGATACGTGA 

CATCAATTGCTGCAACTGAACTTGAAGATGATGACGATGACTATTCATCATCTACGAAGT 

TTGCTTGGTCAGAAAGAAGCCAGGATATCACGCCCCTGTGGCATTGCTTAATGATATACC 

ACMGTCMCAAGMCAAGTATGATCCATTTGCTGAACACAGACCTTCNAAGATTGCANA 

CCGGGMGATGAATACAAMAGCATAGCNGACCATGATAATTTCCCCAAAAGCGTCTTTG 

ATCCTTTTGCAGATGGTMTTCTTTTCCACTTTTCTATTMGTATTCMAAAAl^ 

G N ATTTAAGTGG CCTTTANCCCTTG ATTTTTTTTTG GCATGCTTCTG N AATTG CNTTTTC 

TTTTTTAAA 

Sequence 6119 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATAGATMGAAAMTATTCAMTTTATTT 

TAGGCTAMMGCATAATTTCMCMCTAAMTGCTATGCTTTATTATGMTTATTGATT 

TACTTMTATATTATTTATTATATTTCAGGTTNGMGAMCTGCAGAGTTACTGAAATGT 

CCAMTCACTACTTGTAGGATTTTCTACATGMCTTTTTTCTAGGACTTTGGTTACTATA 

CATATTGTATATTTTMGMTTCTTTATACMTGTTAATATACTGCMTACTGCAGTTTT 

TGAC AATTTG GATTCCATNTGGTNTNTGMTTNTNNGCATTCATTNNNGGGGNNCNNNTT 

TMTATTTTTGANCAATGATNATACTGCTTTACCTTGTGTCAC I I < I I I I I I AGGAAAAA 

CT 

Sequence 61 20 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGATAGTGGGGCACTGTTATAAAGATACTTG 

MMTGTAMAAGMCTTTGGAACTGGTTAGCAAGTAGAGGTTGGACAGTTTGGAGGGGT 

CAGMGAAGATAAGATGACGCAGGAAAGTTTGGMCTTCCTTGAGATTTTTTTGAATAAT 

TTTGACCAAAATGGTAATAGTGATATGGACAAGAAAGTCCAGGGCGAGGTGTTCTCAGGT 

GGAGATGAAGAACTTATTGGGMCTGGAGTAMTGTTATTCTTGCTAAGCTTTAGGAAAA 

GACTGGTGGCATTGTGCCCCTGTTCTAGGGATCTGTGGAACTTTGAACCTGGGAGAGATG 
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ATTTAGTGTATCTGGTGGMGAAATTTCTAAGCAGTAAAACATTCAAGATGTGGCATGGC 
TGCTTGTAACACCCTAGCTCANATGTGTGAGGAAAGAAATAACCTCAGGTTNGAACTTAT 
ATTTAAAGGGGNAGCAGAGAAATTAGGAMT 
Sequence 6121 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGTTTCCTTCAAGACCAACACGGGGTATCAC 

TGAGTGMTTrTCACAGCGCTCAGTGACTGCTGGTCATTAAATGGGGATGATTGTCATCA 

GTATAAGTATCACACTATTTGTCCTGCTAAATGCAAGTTAAAAGATACTTATGGATGCCA 

CTACCACATATTCTGACAMTAAGGGAMCACTAGGCTTTTAAAAGATTCTTAGAGTGTT 

TTCCCTATATTGCACTTTCTAGATMCACMTTTTAACAATGATATAATGTGATCTTGGT 

TCTAGACACAGCAGTGGGGMCACATGMTTTACCTTTTTCTTGTTCCTTTTCTTAAAGT 

TTTTAGTATAGTCTCAGGAATATAGCAAGGAGAAATAACAAAATATACATGTGCTTTGGG 

CTTCTGAGGAAAAM GACC ACCCACACACATTTTTAAAAGACTAAAATAGACGTCTCTTC 

TGCTTTAGCCATTTCATTTTCACMCTGAAMTMGGAACTACTATATATTTGATGTCCC 

TAACTCATTAAACATAGCATTGCCATAAATGCACTGGTCTGCGGNAAACTTTT 

Sequence 6122 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTATGGACCATAGGC 

AGTCTTCAGGGACCAGTGTCTCCAATTTGGATCCCTTTCTGTGTGTCAGGGGCATCCAAT 

CTTTTGCTTCCCTGGGCTGCACTGGMGMGCATTTTCTTGGGCCACACATAAAATACAC 

TMCACTAACAATAGCTGATGAGCTTAAAAAAAATCCCAAAAAAACTCATAATGTTTTAA 

GAMGTTTACGAATTTGCGTTGGGCCGCATTCAAAGCCATCCTGGGCTGCATGCGGCCTG 

TGGGCTTTGGGTTGGACMGCTTGCATGTGACTGAGTTTGTTCTTAAACTGGTAAGGAAA 

CTTTGTCAGGCAGTATTTATTTNCATAAGTGGTGTTTTCCTACCAATCAGCACATGGTGA 

AAMTGAGGGGCTATTTATATTTAAGGTGCAGAATTAAATTGGTTTAAAATATCT 

Sequence 6123 

CCCTTAGCGTGGTCCCGGCCCAGGTACNCCGGGGAAAGCTTCCTGGGACCTCTCCTCATC 

TGTGCACCGACTAAGTGGCCAATTCTGAATCCAGCTGNTGTTTCCCAGTCTGGTGATGAA 

TCCTCCACAGCTGGTGAGTGTAAATGTATATAMTGTATGTATATACTTTTTCCTTCTCC 

CTTCCCATTAAAATTTGTTTGGTGNATCATTTGCTTATTATATCTATATTGCCATATACT 

CGGGGTAAMGCTGTTACCTTTAAMGTATTGGGTGGTTCTTTTCTTTCCTCACACNNTT 

CCCACACAGAACACACATATGCACCATGGAATACTATGCCGCTACCTGTTCTCACTTGTN 

AATGGGAGCTAAAATAATGAAGAACTTATGAACCCCAAGGGAACCAACNGACCAACAGAC 

ACTGGGGGGTCTACCTTAACCGGGGAA 

Sequence 6124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGMGMGAGGATCCACACGCGGMGCCAGCGTTGTTTTAATGGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAAGTTGCCCCCACAACTAACTGGTGAATGCTG 

TCMTCTCAGCTTCCTGTTGCAAMCCTTTTCCGTGAATATCTCTTGGAGTCTGGAAATC 

TCAACCACT CTCC CTTCGATTTGCCTCACTTCATCAAACAAGCTGTTCATTTCACCAATT 

AGTCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCT 

TTGCCATCTCCCCACGTTCCCAATTCAGGTTATGTTTCAGCCAMATTT7TTCTGGACGT 

TCTTCMTGGCAGGGTT7TCTTCMAAGTCTTTTGAAAGGACTCTTGTGAMCTTTCTTC 

MGAAAGATGTGGATTCTCTTGNCTTTGGAATTTGGGTCTG 

Sequence 6125 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACCAGCATTCCAGCTCCAACCATGGCTGCAAAG 

GTCACACCAATTGTCACCQAAGAGCCTCTCATCATGAAGTTCATGAGAACAGGCGTTCTG 

CTGATTGCTATGGCAGACAAAGCTGTTAAACCAATACTCCCTGCTAAGTACGCGGGTCAC 

TCTCTGGGGGTGGGACTTTTAATACATCMTMCTTTTAAMCTTTCTAGGTCATTCTGA 

TGTGCAGCTGAGTTTGAGATCTAATAAGTTAAAGATACTAAAAAGAAGCAATCGACCAAA 

TCCAG AATGTGAGGCATTTTATAAAACAGAAGGTTCAAGTTCCTCAACAAATAAATGGCA 

TTTTTACCAAAAGGAGTGGGAGGGAATGGGAACTGTCATAGATTAGAAGACTGAACAGAC 

7TATCAAATAAATGCAAATGGTGAACCATATTCGGACCCCACTGAAAACAACAACTGTNN 
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AAAAAAANANATANNNNNNNANNGGTCCAGTCCAAATTTTAAGGAA 
Sequence 6126 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I U I CTTGAGACAG 
GGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCCTT 
GAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAGGT 
GCATGCCACTATGCCTGGTTAATTm 

GACAAGGCTGGGATGTTCCCCCCACCTCCTGTGANAGTCTCATTGTCACCCAGGCTGGAA 

TGCAGNGGTGTGATCTTGGCTCACTGNAACCTCCGCCTCCCAAGTTCAAGTGATTNTTGT 

GCC TCGGC CTCCCAAGTAGCTGAGATTACATGCGTGCGTCACCACACCTGGGCTAATTTT 

TGTATTTTTGGTAGANACGGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCTGAC 

CTCAGGGGGAATCTGC CTGCCTT TGGCCTTCCAAAATTGTTGGGATTCCAGGCCTTGAGC 

CCACTATGCCCGGGCACTTTTTTGAAATTTTCAMAAAANGACTTTAAGGTAGAATCAAA 

CAANAAACCCCAGC 

Sequence 6127 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I I I I I I I I I I I I II I 1 1 ) 1 1 I I GGAGACG 

GAATNTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 

CCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAAGACGGGGTTTCACT^ 

TGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 

ATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCA 

^ ^^lZZ3^ ^^^^^^^^T^" ^ C ATTG CCTTAGTTTATTT^TTTCTGTTTTG NTTTTNTTTTG N C 

CGi 1 1 i iGl 1 1 I 1 1 I I IGAAACAAGCGTNTTANTNTGTCGCCAAGGCTGGAGTGCAGTGG 

TGCMTTAAAGCTTGCTTCAACCTTGAACTTNTGGGNTCMGCAANTTCTTTTACN7TAA 

GAMTTTNGGACTACNGGCCCATNCCANCMCCTTNGGCCTTTTNAMTTTMTTTNTNG 

GGNCAACAAAAAAAAAAANTAAGGCCTAAGAAATACCTTGGNTCNAAAAANNCCAAAAGG 

GNNCTAMNAATNCCATTNAAACCAAATGGGAMCTTTAAGTTNTTNANTCAAAGGATAN 

AAAGGGAA 

Sequence 6128 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I M I I I I I I I I II I I I 1 1 1 I I I I I CCANAT 
AANACCATTTCTGA NAAATT GACAGGTGTCTATAACTCACAAATAGCTTTCCAAAAATAC 
TAGGATCTCAGTACI I 1 1 I i 1 1 I 1 1 1 1 I 1 1 1 1 1 I 1 1 GCAGTCTGCTNTTTATTTGAATGG 
AAAATG 
Sequence 6129 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATCATCACTAATGAGACAGCAAATATGT 

TAGACTTGCTGGCCCAGCAAGCCACAGAAATAAGGATCACCTCTATTAGAATAGACTGGC 

TTCAGACTGCCTCCTAGCCCAAAAAGAAGGATTATGTGGAAAGTTGAGCCTGATGAATTG 

CTGCCTAGAAATTAATGATAACAGGAAAGCCATCATAGAAATAGCTGCCAGGATGTGGAA 

GATAGCTCATGTCCCAGTTCAGACCTGGAACCCAGATGGTCTCCAGATTCCCTCTTAGGA 

GGTTGGTTTTCATCCTTTGGTGGTTTTAAMCATTAGGGGTAGTGTTGGCTATATTAAAA 

GGTTGCTTAATGTTCCCTTGCCTCTTAGGCCTCCTCATCAGAAACATCC 

Sequence 6130 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGC 

GGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAGTG 

TGTGTTACMGCTGTTAMGATGTTGTGTCTGGAGTTTGTTCCTTCANATGTGTCTGGAG 

TTTCTCCCTTCTG 

Sequence 6131 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACTAGAGAAGGGCGAGCGGCGCGGC 
AGAGTGCGGCGCAGCGCAGCTCCTGAGGTTNATGGTTATGAACAGGATTCGGATTCACCG 
TCTTTGCCANCCCAAACGGGGGGAGGANTCACTNCCANGTGCCCCAGGTCTTNANAGAAA 
CCTTCTGTCTTGNGCATTCACTNATTCGTCCATGCTCTCACCCTNNTAATGGAGGGGCA 
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Sequence 61 32 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTTGGCCCTGGGGGACAACAAGTGG 

CAGGAACAGGATCC TTTAAAAC AGTGTCAAACTTCTCATGCATGGAGCATGAATTCTTAC 

TMTAG AGACTGTAGTTTTTTTCTTGTCTTTGGTAAATATATAAMGACCTTAATTT^ 

it i I I I AATGAA TGGAGAAAACATGAGAAAACCAGATGGACCTGTTAGANCTGTAGTCCT 

NCTTCATTTTTGGATMNGAATCCTCCACATTTAAGGGATATTAGATCATTCCTACCAAT 

AAMAACTATTTATTTAMMTGMAACTAAGCCTTTGCGTAGAATTTAAAMGNATTTG 

TCTTAGAGTGAAAACTGGAGTGAAAAAATTTAAAGTCC 

Sequence 6133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCTCTCCTTCCCTGGCTCTGAACATCATT 

CAGAACAGGAACATGGGGAAGCCAGCCCAGCCTGCCTGAGCCGGGAGGAGCTGGAAGCAC 

TCTTCTCCCCTATGACCTGAAGCGGCTGGAGATGTATTCACGGAATATGGTGGACTATCA 

CCTCATCATGGACATGATCCCGGCCATCTCTCGCATCTATTTCCTGAACCAGCTGGGGGA 

CCTGGCCCTGTCTGCGGCTTCAGTCGGCTCTTCTCTTGGGGATTGGGCCTGCAGCATAAA 

GTCTGTGGACCAGCTGGAAMGGAGATTGAGCTGCCTCGGGCCAGTTGATGGGACTTTTT 

CMCCGGATCATCCGCAMGTTGTGAAAGCTATTTNATGAAATTCAGGAAAAGGCCCTTG 

GAGGANCAAATGGGGGNANNTAAAGATGTGGGNCATGGGAGCCCCCNATGAAAAACCCTT 

AGTGNCCGNCCTAGNTGNAACNCCCAAGGGANTTTTNGGGNGAAANCNCNCNAANGGAAT 

TTGGGG 

Sequence 6134 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCGTCTGCCAGGAGCTACGGCCGGAAG 

ATGGCGGCGGCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAAT 

AAATACAGTGCTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGT 

CTAACAGGATTGACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTG 

CTGGGGAGTACAAAGAGAGGAATTTTACAGCTGGGCTGCTGGCGGTGACATCACATGTCA 

GTAGGGCCCTGATG 

Sequence 6135 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTGGTTAMTGACAATTTATGTGGATTTT 

GCATGTAATACACAGTGAGACACAGTMTTTTATCTAAATTACAGTGCAGTTTAGTTAAT 

CTATTMTACTGACTCAGTGTCTGCCTTTAAATACAAATGATATGTTGAAAACTTAAGGA 

AGCAAATGCTACATATATGCAATATAAAATAGTAATGTGATGCTGATGCTGTTAACCAAA 

G GGCAG AATAAATAAGCAAAATGCCAAAAGGGGTCTTMTTGAMTGAAMTTTMTTTT 

GTTTTTA AAATA TTGTTTATCTTTATTTATTTTGTGGT^ 

MGACAATTTTCATMCTTGATAAATTATMGTmGTTTGTTAGAAAAAG 

AMGATGTAMTAGATGACAAACNATGTAMTMTTTTGTAAGAAGCTTCAAAATGGTTT 

ATACCTGGAAACACACCTACCTTGAMMGCMGAAATCCGGTTGCTGGTNTGGCTTCTT 

TTTCCCTCTTATTTTTG GANTG GGGGNCATTTTCCTATGCCAATAATGGGAGCAAACAAC 

TGTANTMGTTGTAGMTTTTTGANMGAATGAMTC 

TTTT 

Sequence 6136 

CCCTTANCNTGGN CNCGG CCGACGNACTCA I U I I I I I I I I NNTNTTNTNNTTTNTNTNT 
NTTTNTTNTTT N N N NTTTTN N NTTNTTTT ATTTTTTTTAT ANTTTTT G ANTTG N NTTATN 
GGTCTTTNGNTCCANCCNNGCANTGACTGGCTCANTGTANTAAGGGCCAAACCNTTTNTN 
ATACAAAAAGTTGGCCACCATGCTCATGAGGGTACCTCGAACNGNGACCACGCTAAGGG 
Sequence 6137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTACAATCATAGCAATTTTAAAGTAACATT 

MAGAGM GACC TCTA GTTCTG TGGCGGTTTTGCTTTATTTATAATCTACAAGGGATGGG 

AGGGTTTGTTTTCCACATTTTTACCCTCAAGTTTT^ 

CTACAGAGCTCAAACTAAATAATGCACTTTTGAACCACCGGTCCGCTTGGAGCTAACATA 
M TMATACCAG TGTCCACCGATGCAGTCCTCAGATGMCACTTTCTCAMTTATTTTTT 
CCI i i n I 1 I I ICTATAAAAAGTCAAATGATACCCGCGTACCTCGGCCCGNGACCACGCT 
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AAGGG 
Sequence 6138 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAATCAGGATGATTCCTAACAAGTCAGTCAT 

TTGTGMCTTAGTGGACTTTTTGGTTACTTTAATTTGCATATATTCTCCAGTTACATCGG 

ACTCTATCTGTGGCCTTGTTCTTCATTTCAGTGTTAATCAGCTAAACAGAAGTTGTTGCT 

TATGA TGTGTGAGTGMCATATGCCACTGCCTGGCCTTTTTTTCTTCAGAGCTTGTTGTC 

TTTTTCCGCTATATTAGACTTTGCAGTATGCCCAGAAGCTTTCCTTCATAAAATAGAAAG 

AAAAAMCATTTGGCTTATTTTTCACTGNAGCTAGTCTTTTATACMTMTCTTGTAAAG 

AAMmCTTGAATTCTA MTATT ACTCTTTCTAGATTTTTGAAATCA 

TAAMAAGTTTCTTACTTTATTTTATTATATTAGGTAAGTAAAAAATGTAGGGTTATTT 

CCATMCCTGTTCATTMTATCAGAMTTTACMTAGNCATTTTAAGACCATAGTAGGAT 

TCTAGCATACCGGGTAGTAC I I I I I I i It I I I I M I I I 

Sequence 6139 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTCAAGMTACTGTACCCCAAAGCCTAG 

ATGMGATATCCTTTGGAAAACTGCMGATGTTTTCCTTAAAAAATTTATACATCTTTCC 

CCCTAAAGAAAAGTCTATGTAGTGTAGGGCAGCTGAAAGTCAAGCAGAAAATCAGAGTCT 

TACTGGCTTGAAGTATCAGGGGATGGAAGTTAAGTGGCCAGAAATAGGATAAATCGCAGA 

AAGGAGGGAGTTATGGTAAGTAACTTCCAAAAATCTGTGGGTAAACTCCCTTCANATATC 

TAGATGTCCCCTAGAACTGTGCTTGGGAGATTCCAAGGAGTTCAGTGGAAAACAACAGCT 

GGCAGGCAGAAAMTCTAMTAGAGATTTTAGCTAATGiGCTTCTGCAGGGGTGACAGAAT 

TTGGTGTTTGATTCCCACAAGATAGAAGGGATTGGTAAACAT 

Sequence 6140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGMTTTGAAAGATTCCAAGCCCTTCCCAAC 

TCAMGAGTAGAMCACATGCCTCCATTTTAAATCATCTTTCATTTGTAAAAATACATAT 

ATGTT TCATGGAAAAAACACATTTCCATCMGCTAGAGGGAGGATTGCTATTTTGCATCT 

TTTTTGCMTGCACATTCTCCAACAGATAATCCACGTGTGMGTTTTTTTGCCCTCCTTC 

CACACAMTCTGTTATTACCTTTTTCTTTCTTTTTAACTTTTMTTGT 

TMTGCCCAGATAGCACMGCATTCCTCCTTTACTTGCCTTTTCACAAGCCCGTAATCAA 

TATCTGTAAAAGTTAAMTTAGTTTCCACAGAMCATTGATTTCAAAGCAAACACTATCT 

TAATGAGCCTAACTCTGGTAAATTAAAAATATAAATGGCACTATTAAGAGAGGCCAAGGA 

AACAATACGTAATATTTAAGCGGGATCTCTAATATTCTAAT 

Sequence 6141 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTTN < ) H I N I ) H M I I I 1 1 ) I I GCACAA 

TGAMTACATTACCTCTTCAAAAAMTTTTTGTGMTTAATCAAAACCAAGTTTGATATG 

AAAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATA 

TTTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCA 

GTGAAAGAAA 

Sequence 6142 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I 1 1 II I I I I I I I I I I I I I I I I I < I I ICTTTT 

M IMMIlll IM IM III MI I I I II I I MI M lUlM I MMH I Il l MUM I I 

I I I I I I I I I I I I I AAAANNNAAAAMMTTTTNNTTAAANCCCCNCNAANTNAAAAATTT 

TTT CTNGGANN AAANN rTTTTTTTTTTI \ A AAANTNG IHIIIM I AANGGCCCCAAAAA 

ATNI I I II I I I ICCCCNANGGNAGNAAANCNCCCTTGCCNAANTTTGNNGGGGGTTTAAA 

AAAATTAAAAGNNNA i f 1 1 1 I I N AAAACCCNNC I \ \ I CCCN AAAAAAA ANATTT 

TNNAA ANNNGA ACCCCCCN I I 1 I I I I I I NCC AN N NM AA A ATTTTTT A AA AAAAAAMAA 

MNTTNTTmCTTmCCCNAAANNAAANAAACCCCCCCCAMAANNTm 

TTTNAAAAAAAANTNTNATNNANNNAAAAANTTTT 

Sequence 6143 

AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTCTTTCTCAGTTTATT 

GGTTGMTGTGTATGNGTTTGAGTCTGGAAATMCTGANGTGTTTGATMTTAGTTTAGT 

TNGTGGCATTCATGGAAACNTGCCTTGTAAACCNAAAAGCCTTCANGGGTTTATTGTCGA 
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ATGTTTCATTCTATAGAMGGAAATNGCCNAACTATCACTGGGATTTTAATATTTGNTAT 
NCTCTCATGMTAGAMTTTATGTAGNCGCAAACAAAATACTTTNACCCACTTAAAAAGA 
GAATATAACANTTTATGTCACTATAAT 
Sequence 6144 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATCTTGCTTAACAGAGAAAGGATGTCT 

GAGAGCTCCCGAATGAAACMTTTTTISITGAAATANAGGGCCCANAATTGGTCTNTGACAA 

TTTAMTANAGCCATTCAATANTTGGCAAAAANTGATT^r^^TTATATCTTTAGGNGCT 

ATTATCTACCCAGTTTTTAATAATNNTNAANCAAGGTTCTTGGTGAGCNTCTGAACTNTG 

GCAGAATTTGGTGGGCAACATAAGACTTTTTGGATTTTTCCAAA 

Sequence 6145 

CCCTTTCTAGCGGCCGCCCGGGCAGGNACNGMAATAMCTTTGCTATTTCNTTTGGNNA 

ATCATCCAGGATACCNTGTGGACATAAAGNAATTCACTCNCTCNNCTGGGNTNNNANTAA 

CAGGTNAGGCTGCCTTTTCCACCTGCANATACAATTNTNTAAAACNAAAATNCTNNAGGN 

GGGTTNTTATTGCATATGGANCACNTGACCCCAAGNAGGATTTNCACAAACCTTNCCAGA 

GMNTTNATCATTNNCAAGGNCCTGCCANACACATCNANGCCAANCAAAGGTCGCCTTGC 

ATTTCANGNAGGACAAGTATGGTAAAACT 

Sequence 6146 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAAATTCCAGGCAAAAAAAAAATATTTCTCT 

TGATCTCTACTATCATACATAAGGTGTCCAGTTTTCAACAAACAAGAGATATACGGAAGG 

CAAGGAAAAAACAACATACTTCCAAGAGGCAAAGAATCAACAGAACCAGCTAATTATGAC 

ACAGATGTTGGAACTATCTCATAGGGAATTTAAAAGGACTATAATTAGGTATGTTCAAGA 

CACTAATGGACAAGATGGATGCCACGCAAGGTCAGATTGGTGATTTCAGCAGAGAGCTGG 

AACTGTAAGAATGAACCCAGGGCAATTGCTAGAAATAANGAACATTGTNACAGANACAAA 

GAATGCCTTCAAAAAGTTCAACTGTAGATGACACAAACCAAGTAAGGGAATCCATGAACT 

TGAAGACAGTTCAACAGAAATTACCCAAACNAAAATCACAAAAAGGAAAAAATGGCNTNA 

AAAAAACCCAGAACGGAATTTCCAAGAAGCTGTGGGATAACATCAAACAGTCTAACATAG 

GCATAACNGGGCTNCAGANGAAGGAGAAGAGAATGGGACCAGAAGAAAGA 

Sequence 6147 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGAATGTTGATATCTTTCTCTAGACTTGGGA 

MTCCTCTGATATTAQACCTTTGACTAGACTTTCTACCTCCATCTCTTTCTCTACCTCTT 

CTTTMGGCCAATAGCTCTTAGATTCACCCCTTTMGGCTAGTTTTTAGATCCTGTAGGC 

ATGCTTTATTATTTTTATTTTTATTGGCTCCTCTMCTGACCTGGCTTCAAGCTCACTAA 

ATTCTTTCTTCTG CTTGG ACMTTCTGCTATTTGAGAGACTTTGGATACTTTCTTTCAGC 

ATGTCAGTANCAGTTTTCMCTCTTAGAMTTTCTCTTGGATCTTATTCCMTCTTTTGG 

T 

Sequence 6148 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTATCCCCAATGTCTTCCACCCAGGAAG 

GCCTACTGGCTATGCAGCTACTTGGACTCCCGTTCAGGTGCAGAGAACCGCACAACTCAG 

GGTTAGCTCTCAGGGTCTTCTCTGGCTCCTCAGTCCCACTAATGCAGAGAGAACCCTGGC 

TACTCGGAAACGGCTGTCCTGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCAAGC 

ACTGGCCATTCCTGCTTTCCATCCCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATGTC 

CATTGATGACACATCCATTTGTCAATGTAT 

Sequence 6149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTAGTCCAGCCTTCCAGGTGGCGTGAGA 

GGCMTGACTCGTTACCTGCCGCCCATCACCTTGGAGGCCTTCCTGGCCTTGAGTAGAAA 

AGTCGGGGATCGGGGCAAGAGAGGCTGAGTACAGAGACTTTCCATAGAGTCTCTTGAAGT 

GTGCCCGGATATCCAACATGTCAATTTCTGCTCGAGAAACCATCACTCTGATGAGGGTGT 

TATCATCGGTGCCCMGCCCTTCATCGATTTATAGAGCTTTTCAAGCAAAATATGCAGAT 

TTGTTCCTCATGCACTTTACTATAGCCAGCAGAGCATCTTCAAAGCTACCAGATGTTTCA 

GATTTMTACTCTGTTCAATATCCTTCTGTGATATCCTTTTGGTATTCATCAAACACATG 

CMCAGGGTGATTTCGGTTCCNGGAACAGAGAACAGTTAAGAAATTTCACCCTCATCTGT 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

561/599 



CCCCCCATTTTCTTCTTTTCCACCCTNATACAGGGTCCT 
Sequence 6150 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I It II I I I Hi t l I I I I I I I I ANAAT 

GATATATTCAGTGTTGGCAAGGAATAGGAAAATAGGCACGGTCCTACACTNTTGGCAAGA 

ATGTATGCCGATCCCATCATTCTGGAGGGGGAATTGGCACAATTNTATGTCTANAAACGT 

AGTCTAAANACAGGAATCAGCTGGGCACAGTGGCTCATGCCTGTAATTCCAGCACTTTGG 

GAG 

Sequence 6151 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGGAGATTTCAGCCAGCCCTGTAGCATAGAT 

ACCAGCTMTTAAATGGCTCTCAGTTAAATGGCAAATGGTTATTGAGCAAAAGGTGTTAT 

GGTAAATACTAGACATTCAAAGACAATCAAGACAGTCTGATCTCCCCAAAAGCGTGCTGT 

CTACTAGAGGAGAMGATGTGTACCMGTCATTATTTCTGACAGCATTGTGTATTAGAAG 

GMCACTGGATTTAATCAAAAGATAGGAGTTTGAATCCCGATGCCACCTCTTACCAACTG 

GGTMCCTTGGATAGGAATTGCATAACTTCTCTGAGCCTGTTCTCAAATTGCCTCCCTCA 

TMGGTTGCTGTGAMGMTAMTGCATGATGGTTTCTGAAGCACTTATCCCCTGCCGTT 

AGATCTCCTGAGCTGCATTTCTGTTTAACACGGCCCCCANTTTGTCAGCCAAGCAGCTCA 

MTATATGMGTCTAAAAATGAMGTMTGACCCTTTTATGATCTCTTTCTATTGGTCTC 

AATCAAGTTCCTTTTT 

Sequence 6152 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACAAAGAAATAGGAATAAGTTTCATATACTAAT 

TATGCTGA GTTTT AAGCC TACAT ATCACAAAATATTTAGAATTGTATMCCTTTTCATAT 

ATTTATMCTTTTAATGTCTTTTTAAAAGATGTGGGACCAAAAATATATTTATMTTTGG 

AMTGTGACTGCATACCMTAAGAAAACTTACCTTATTTTGAAATTTATCTGGGATATTA 

MGMTCTACCAATTCTTAAAMCACAGATTTATACTTTAAGCTTATTTTAAAATTAAAG 

MTATATACCAATTCTTAAGAAACACTTTAAGGACTACTCTTAAATAACTTAAATATCAG 

AGTTTTGTTTGTAATATTAAAATTTACCATGGGAMTCACTGTTGGTCAGCTATCACCTT 

MTTGNGTATGAATATGGATAMTGGTTTAANCAGTAAAAGCTATCTTAAAGAATTTAAT 

GGGAMAGTTTAMTTTGAAAGATGTAACCAAAAAATTCTGGCCCACAGGTTGGATTCTG 

GAATTTTTAAA 

Sequence 6153 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATTTATGCAGGGATACACAAATACATCAGT 

GCTACAAACCATAGAACCAGAAAGACTCACGTGTATTAGAAAACTTGATATATGCTGGAG 

GAGGCATTGCAAGTCAGTGTACGCNGGGGTGGTAGGTAGAAATATAAGATGACTCCCAAG 

ATTTTTGCACCCTGGCATACACATATGCTTTTCCAGTTGTTGAAACACTAATTTAGGTGC 

TGCTGTGMGGGATTTTGTAGATGTGAATAATGTTCCAAATCAGTTGGCCTTAAGATAGA 

AAGATGATCCTGGATGGGCCAGATCTTA 

Sequence 6154 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGAGTAGGGGTCAGAAAGAGGACTGGGG 

GATTTCCCCTMTTNTTCTCACTMTCCTTATTGCTTTTTTATTGCAAAAAGGAAAGAAT 

ATTGTTATGCATACTCAMTTGTTTTTTTTCCCCTGTTAMCCATGATTATACATAGAT^ 

TTGTCTCCCTCTCTCGTGGGTATTAGMCCCTGCATGGTTTTCTCTGTGTGGTGGGGCCA 

TAGCTTTCTTCTAGGATAGTTATTAAAATGCATACCACTTTCAATTGTGTATCCGGCATT 

CTTTCCGTGATGTTCAAGTGCCTCGCTAGTCATTTTCATTTAAAGAGGCCCAAATACTTC 

CATAGAACAAGTACCTCGGCCGCGACCACGCTAAGGGCGAAT 

Sequence 6155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I II I I I I I I I I I I I M I M I I I I I I I IGAGC 

AGTTMCATTCCTTTATTTTAGTTTCAGGGGCGGGGGAAGGGAGAGAGGGAGAGAAGATA 

CAGGGAMCTTACAGCAMTTTTTCACTGTTTATAGCTTTCTTGGGGAANAAAACACATG 

CACGAATCCTGGTGTTAGGAATATTTTAAGCGTATATCTTCAATATTATTCATCCAGGAC 

TGMGTMGTCCTGATGCAGGAMTGAGTGAGTTTCACAGCTTTCTGAGCCCCTACTTGA 

CCCAGGAAGCCCANCTGGCACCTCCTNTCANTCCTGCCTNTAAACAGGACACCCCAACTG 
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CTGTTGGGAACCGTGTGGCANTCGTTCTGGCTACTTCCTGCTGGTTAGGGGTGAAAAANG 

GGCCCTGCANTTTGGTGTCCTCAMAGGGMTTTTNTAGGGTAATTNAGGGACCAGCGGG 

TTGATCCMGGGTCCTNGGTAGAANCCGTGANCTGACTCATTTGAGGTTCATTTGTAAAA 

ACATTTGTAGCTTGATGGCTTTGATCTGCATGATGMCTAAMTACCTTTTNTGGANTNT 

NCTGTNTGGGCTCNCCAAAMTTTMCACCTGAGGTTTTTTGCCAACCCCACCAAAAAAA 

TTGNTGT NGGGC TTANCCCCATTNNGTGNAAAAAAACTTGGACTTNANANTNANAAAAAA 

NTNNGCNTTTTTNANCAAAANNGAAAATC I I 1 ( I I i 1 1 I I I I I I I < I I 

Sequence 61 56 

CCCTTGCGTGGTCGCGGCCGAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAGAACTGC 

TTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTG 

GGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGC 

AGTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGATCACTTGAGC 

CCAGGAGTTTGAGACCAGCCTGGGTAACACAGGGAGACCCCGTCTCAAATATTTAAAAAA 

TTAGTCATGCGTAGTGGTGCATGCCTGTGGTCCCAGCTACTTGGGAGGCTGAGGTGCAAG 

GATAGCTTGAGCCTGGGAGGACAAGGCTGCAGTGAGCTGTGATTGCACCACTGCACTCCA 

GCCTGGCCCGATAGAATGAGACCCTGTCTTAAAAAAAAAAAAAGGCAGANGGACCACCAG 

TGTANTTAATGAACAAAAGCCCACAAA I I I II II I AAAAAAATTTTTTNCCCAAAACAAC 

CGNACCTNGAGTAGCNTGCTTTTTCCCCTTNTTTTTTAAMGTGAMCMAAATTCCTTA 

ANMMTTTGCAAG GNGCT GGGTGMCCCTTNTGATGCTAAAGTGGTTNTTTTGGMTTT 

TAAAMTTTGGGTNTTTTTTGGACATCNCCNCCATGTTAAGAAGTGATNGGAAAAAAAAA 

AAA 

Sequence 6157 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATGTTAGAAATTCTGATAAGGAGATTG 

TTAGAAGCAGAGATAAAGATTATATAAAAGAGAGAGGAGACAGAAAAGGAGGTGAAATGT 

MTCTCACAATTCCCTGCACCACTTATTTATTTCCTAAAATCTTGTCTCACACAAAAGAC 

ATCAGAGACAGAMGTTTTCTCTGTCCACATCTCCCATAGGGACAAAGGTAGCTTACCAT 

TTCTTGGAAAATAAAGAAAAAATGAATTTTTCTTTACCAAMTTTAAACACCATTAGGGA 

TAGAGGTTAAAATTAATTGAGACATCTGTAAGAAGTAACAAGTACCTGCCCGGGCGGCCG 

CTCGAAAGGGCGAATT 

Sequence 6158 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGCACATGCAGCGCAAGTAGGTCT 

ACM GACGCT ACTTCCCCTATCATAGAAGAGCTTATCACCTTTCGTGATCACGCCCTCAT 

MTCATTTTTCCTTAACTTGCTATCCCTMGTCCTGTATGGCCCTTTTCCTAAACACTTC 

ACAAACANAAACTAAACCTAATACTAACATACTTANGACNCTTNAGGGAAATATGAAACC 

GTCTTGAAACTATCCTGCCCGCCATCATCCTAAGGTCCTCATCGCCCTNCCATCCCTACG 

CATCCTTTACATAAACAGACNAGGTCAACGATCCCTCCCTTTACCATCA 

Sequence 6159 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACACGGTATTCCTTAGG 

TCCCTTCCATTGGTAGTGAT GCTGCG AGTTATTACTGGAGAAAAGGAATTCTAGAGCTTA 

ACTTGGCAGATTAAAAGTAC I I I I I I I I I 1 1 I I I I I I 1 1 I I I I I I I GGNNGNTTGTTTGT 

TTTTGGTGTAGAAGGGGAATGTTGTGAAAGAGAACAGTTGGAAANCCCAANAATATACAA 

ATCGACAAATACTTAGTTTATGTCTATAMCAMGAAAMNCCTTTTACTTATCTTTAGA 

MTGAAMGTATMNGCACAAANACAATTTGATCAAATNATTANNTTTGTGGTCTTCTAC 

TGGAGAGTTTGACCCATGTTATTTTTAGGTTNTACATAAAGAAAAAATA 

Sequence 6160 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGATATCACTTAGGTAGAATCAGAC 

TACTACCATATCTTCATTCCAGTAAGGAACGACAAAAATTCCGCTCAGGGTGTTAGGAAA 

GACTGGMGACTGGCAGGTCAGCAGCGCTGTTGAGGGCTGACTTTATTTGGAACAGAGAA 

TGGAMMCTCACTCCTMMGGTGTTTTCAAAAACGGTAGAGATCTTTATGTTGAACAA 

CTAGTGGGAAGCTAATAGTTCATGTAACTAGAAGCAACGAATTAAATGGCAGACCAGCCA 

GAAGTTTAACAGACAGAATCAAGGGGAGAGACAGCTAAAAAGAGTCCTGTTAAGATCACT 
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GGGGGTCAGGATGGCATGCACATGTGCTACACTGCATTGACTCAAAAGCAACCAGAAAGT 

GTACCTGCCCGGGCGGCCC 

Sequence 6161 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCTCTGGAACTTTTATTGI M i l I ATTCCT 

TTGCTGTATTTCAGGGGTCATCGMTATCTTCACTGTCTCTGTMCATATACATTTTCAA 

GCCAGMAACTGACTCCATTAGCTAAATTAMCTGTTTGCGAAAGCCTTTTTCCACTGCC 

ATGTCTTATTTCTATTTCAGTTTCTCTGGTGGGATA 

Sequence 6162 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGAAAAGAACAGAGG 

AAACTAAGGCAAGCTGTGAAAGATGCTGTGTCTAAGAAACCCATTCCATTGNAGAACCCA 

AAGGAAAAGCGACCAGGTAAAAGGATTGAGAGGGAAGAAGGGGAAGAAGAAGAAGCCCTT 

CCTTTAGATATGATGGATGMGATGACTTACAGTTAATGAAGGATTTAGGACAAANAGTA 

TCTTTTCTMCAAGANATCTTTCTTCTAATGAGCCTGTTCATGCCAANAAACGGAANCAT 

GAACNCATTATANATAAATATTAAAAAATACCAATAACTCTNCAAACTGCACCAAAAAAN 

GAACTGATTCATTTACTTCCTATCAAAAATAAAAATGGTATAAATCCCACAAACTAANAA 

AAMNCCMTTTCTNATANTAACCAAANATTAANAAGATCCANNAANAANAANANGGAAC 

TTTAANGMNAAATCATTTAAAAATCCTATTCAAAAACTTACCATANAAAAACATTTTAT 

TTANAMNNNNNNNNTNNNNNNNNNNNNNTNNNNNNNTTCCTTCCCCAACCCACCCTTTC 

AAMAGNCCMNTTCCACCCCCTTTCNNCCCTTTTCTAATTAAATCCCAACCTCNTTNCC 

CMCCTTNNCCTTMTCATMNCATMCCTTTTTNCCTTTTT 

Sequence 6163 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATCTCATCTATATGCCAGCAGTTTAAATGC 

TATTTGTTCAGTCTCGMCATTTTCAAACAAATGACAGTTATCACTTAACTAACACAATC 

TTTCTATTATTTCACTGACAAAAGAGGCAGTTTCCTGCAGTGGAAAGAGGAGATGGCTTG 

GAGTTAGAAGAGCTAGATTCTGAACCCAGCTCTACTCATTCTGAGCCTTAGTTTCCTTAT 

GAGGATCAAGTGAGACGAAAGTGCTTTGTAAAGGAGTAATAACCACAAGAAATAATATTC 

TAGAGTCCATCTCTTCCATCAACTGATGGATCCCTMTTTGCACATGTATTTTGCAAGTA 

AAATCTTACCTCTTAAAGTAAATATATGATGCATATTCACCACATGCAGCTGAAATGTGC 

MGTTGGGTTACATAGATGGGAAAAGAGTATGTATTAAAAAAGCCTTTAAGACTTGNATA 

CCT CTTG ATGNGCCTGGATTTAANAGCCATTTAAAMTTTTATTGGGGTTAAACACATGT 

NCCTTTTATATTAATNGGMCCCTCTTTGGMTAAACTTAAGCCTTTAMGGTMTTT^ 

TTTTAA 

Sequence 6164 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAGTATTGTATAGTCAATGTTAAATAAAAGC 

CMAACTGGMT GTGCAG MAGTAGGCTTTGGTTAATTTGTGGATTCATTTTTATTTT^ 

TCmGmAMCTTTTTTAAAAAAMTAMGMTTTCTGGGA 

TCTGTTTAAMGACTTTACAGNTGMTCCATTTTTGCTTTACACCTGTTTGCCATCACCA 

AAGGGGACTCACCCAAGGGGACCATGGACCTGCTGGTGTTGTGTGTATATTTACAAAAAA 

CAAMCTTNCAAACCACCCATTGGGATATTAAGGTANNAATTCACCAAACTAAANACTTG 

CGGGCTTTGG 

Sequence 6165 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGCTCAGTATGCAAAAGCCCAAACTAGT 
GCAGAAACTGTAAACTGTGCCTTTCAAAGAACTGGCCCTAGGTGAACAGGAAAACAATTG 
MGGTTTTGNNA TGNNTAM ATTTGGCMNAANNCCATAAMTTTTTAA Ai I I 1 1 I I I IN 
GGGAMGCCCCNTTT7TTTCNAGNNCANTTNATTTAAAACCCGGGCCATGGAANTGGGGG 
GGCCNTTCAANGGGGAATTCCTTAA I M I I I I I AAAATTAA I Mill I CAAAAATTTAAA 
NTTTTCCTTTNTCCCCA I I I J I I I ICAATTANATTAATATNGGAANTTCCAANNAAAAGG 
GCCANTGGGGGGGGGGGGTTATTNrTNNNGCCMMTTTTTACCCCNGGTTTTNNAAAAAA 
ANI 1 1 I I 1 1 
Sequence 6166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGTCACAATCCTAAACATATATGCACCTAAC 
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ACTGGAGCTCCCAAATTTATAAAACCATCACTAATAGACCTAAGAAATGAGATAGACAGT 

AACACAATAATAGTGGGGGACTTCAATATGTCACTGACAGCACTAGACAGGCCAATGAGA 

CAGAAAGTCAACAAAGAAACAATGGATTTAAACTATACCCTGGAACACATGGACTTAACA 

CATATATACAGAACATTCCATCCAACAACTGCAGAATATACATTCTATTCAACAGTGCAT 

GGMCTTTC TCCAA GATAGACCACGTGGTAGGCCACAAAACAAGCCGCAATAAATTTAAG 

AAMTTGAMTTTTATCAAGCACTCTCTCAGACCACAGTGGAATAAAACTGGAAATCAAC 

TCCAAAAGGAGCTTTCAAAACCATGCAAATACATGGAAATTAACCTGCTCCTGAATGATC 

ATGAAAATCGAGATGGGAAATTAAAAGAAATNATTAAATTGAACAAAAAATAGTGATACC 

ANCCTATCAAAAAGAAGTGGAATCAGCAAAAGTCAGTNGCTAAAAGGAAGGTTCATATTC 

CTAAACACCTCCTTCAAAAAAGTCTTAAAAGAGGCCCAAACNGGCCA7TCAAANGGTCCC 

ACTTNCAGGGGACCTGGGGAAACCAGGACCAACC 

Sequence 6167 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAACCTGTAATAATATAAAGGAAATGGGGG 

ATGACTCCTGAGTGCAGGGTTTCCTTTAGGGGTGATGAAAATGGCCTGAAATTGATGGTG 

GCGCACAACAGTGGGTGGTTGCATAACTCTGTGMTATACTAAAAACCACGGAACTGTGC 

ACTTTTMTTGGTGAAATGTGTGGTATGTGAATTCTATCTCATAAGGCTAATATTAAAAA 

GMTCATATAAAACATTTGCTTTGCTATGATGGCCAGTATGCCATCCCTCCAAGTAGCTC 

TGACATTCATTCATTTATTCATCCATTCATTCATTCTACAGATATTTCTTGATAGTCCAC 

TATATATGTGGCTCTGTGCTAAGCACTGGGATACAGAGTTGAAGAAGATAGACATTGTCC 

CCATCC TCATGCTATTGGGAACATAGACTTTAGATAAAAAATTGCACTGAGGTGTGATGA 

Al 1 1 1 1 IATTATGGAAAGT 

Sequence 6168 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 

TTACCTTGTTATCAATTTTAGGMGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 

AGGACTCTTCA TTTTA TCCCTGGTTTTCTGAGGGCTTTTAATCATGACTCAATGTTGGGT 

TTTACTAAGTGCTTTTTCTATTMGATGATCATATGCATTTTT C I » I I I AGTCCACTAAT 

ATGGTAAAGTTCATTTATTGATTTTTGAACCCGCGTACCTGCCCGGGCGGCCGCTCGAAA 

GGG 

Sequence 6169 

CCCTTAGCGTGGTCGCGGCCGANGTACTTGNTTCACCATACTTNATNCACACCAGNGAAA 

GAGTNNTGCATTTANTTGGAGTATNTAAAGCCAGTGGCNGTNTNTGCTCATACTTGGACA 

NTTAGGGAA GGGTTTGCCAAGTTNTAAGAGMGATGTGATTTATTTNGAMTCGTTTCTG 

TTTTGTTTTTAMTCAAACTGCAAMCTTAAMCTGAMMTTTTATTGGTAGGATNTA 

ATCTMGTTTGGTTAGCCTTAG7TTCTCAGACTTGTTGTCTATTATCTGTAGGTGGAANA 

ANTTT AGGM GCNAMTATTACAGTIvriTGCATTGGTGGGNCTCAATCCTTMCATATTTG 

CACMTTTTATAGCACAMACTTTAMTTCMGCTGCTTTGGACAACTGACGATNTGATT 

TTAAATTTGAAGATGGGATGTGTACCTCAAATGGAAATGCATAAATCACCCCGCTNCTGC 

GTCGCTCACGCTNGGAACTGAACACCGGANCTGTTCCTATTGGNCCATNTTGGCTNCTGC 

TACTACTGAMT CTTG ANGTGTANTTAACTTNCTATCTGTGATTTGGGANAGGGAANAAC 

TTMCCCAAATGTTTTACCTTNGAAAMTACCATGGGAACTATGCCAATCTTTTGTTTTN 

AANCTAAAAAAAAAAAAAAAAA 

Sequence 6170 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTTCACTCCCCCTCTCTGTAATAAATG 

CCTTMGCMTTTAMTMGCAGAATGTTTMTTTCATTCTGTCCCATTGTTACCCTGGT 

TCTTCTGAGTGCCCAGCTTACCCGCCGAGCTTCTTTCAGTCATCCTCGGTGTCCTCTGAC 

AATGCATCTTCTGCTTCCACATGCTCTAGCATTCCTTCACCGGGGTCTTCATAGCCCCAT 

GTTGGGCGCCAGAAATGTTGGGGTGATCAGACCCAACACCAGGCCGTGGGGGCTACGAAG 

TCCGGAGGAGTCAAAGGAATGAGAAAAGAC 

Sequence 6171 

TGGGATATCTGCAG AATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTACC i I II I I I I I I 

1 1 n 1 1 1 1 n 1 1 1 ! 1 1 ggg 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 > h 1 1 n 1 1 1 1 n 1 1 n 1 1 
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Mill INNNNI 1 I 1 1 1 1 1 ) 1 I I 1 1 I I I I n I N I I 1 1 I NI I I 1 I I 1 1 ATTTNI I I I 1 1 1 I 
NNCTCANNANA MMAAMAAMATTTTTTTCCCCCNNNAAAAAAAANNNCNNNAAAANN 

t M I I I t I I I I 1NAAAAAAAAAAAAATTTTTNGCANAAAAA AI M I 1 I I I I I I I I I 1 1 NN 
AAAGGGNAAAAAANTTTT7TGGNNNCCNANAAAAA I 1 1 1 1 I I J 1 1 I GGGAAAAAAAAANA 
TTNNTTTNAA ACCCGGGG GGGGNGGGGN I I I 1 1 I 1 1 I 1 AAT AAAAAA AAA AA AAA AAAAA 
AANNCCCNNN I I 1 1 I I I INTTATNAANGAGGNGGTTTNTTAANNCCCCCNCNANAAATTA 
NNTNNTTTATAAANCCCC I I I I 1 1 I I I NTCCNAAANCAATAAAAAAAACNCCNCNNCAAA 
AAANNTA NAAAANAAAAANCTtTNNANGGNN I I I I I I I I I I I NTATNAANAAAAAANTNT 
TTTTTTTNTNCCNNACACNAAGNNGAAAMATTNTTTTT 
Sequence 6172 

CCCTTAGCGTGGACGCGGCCGACGTACCACAACTCCCAGGATTGGTGCNGGNGGNAANCT 
TGTATCTGNThfTGCAMTATTGTTTNTATTGTTTTGAGCGACGTGGGCCCTCCTGAACAT 
NTTATTTTAA 
Sequence 6173 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTCATTTGGATTTGCATTTCTCTGAT 

GAGTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAG 

AAGTGTCTGTGCTGAGCCTTGGCCCACTTTTTMTTAGGCGTTTGTCTTTTTAT^ 

GT TGTAA GAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAA 

ATATTTTCTCCCATTCTGTGGGTTGTG1TTTCACTTTATCGATAATGTCCTTAGACATAT 

AATAAATTTGTATTTTAAMGTGACTTGATTTGGCTGTGCAAGGTGGCTCACGCTTGTAA 

TCCCAGCACTTTGGGAGACTGAGGTGGGTGGATCATATGAGGAGGCTAGGANTTCGAGGT 

CANCCTGCCAGCATANCGAAAACTGTCTCTACTAAAAAATCAAAAATTAGTCANGCATGG 

TGGTGCACGTTTGTAATANCCACTTTNAAGAAGCTNANGCNCNANGATCANTTNAACCCA 

ANANGAGGAGGTGNNANGANCTNANATCATNCCNGNMCANAANNNAACTTTNTTTAAAA 

AAA 

Sequence 6174 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGTCAAGGCCTGAGGGGCGCATTGTCAATAA 

AGCACAGCTGGCTAAAAAAAAAAAAAAAAAAAAAAANGTACCACGAAAAATCAATGTCNN 

CCCMCACCTTACAGATTACTCAMGACTGTCCTGGTTTCNTGTTTACCCCTCAACCANG 

GGAGGMCTNCCNCCAMCTTCCCTAGTGAMTCCCCGGMTCTGCCNTTTTCTGGATGC 

TTACCAACAAGGAACAAACTCAAAACCNTGCTTCCAA 

Sequence 6175 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGGGTAAATGGATTTTGCACAAAACCACAG 

GAMGTCCCGGAGCTNCATCCCGCACTTACAACAGAGTGCCTTTCACAAACCTACGGATT 

GGCAGAAAAAGATCCTCATATGGTCAGGTCGCTTCAAAAAGGAAGATGAAATCCCAGAGA 

CTGTTTCGTTGGAGATGCTTGATGCTGCAAAGAACAAGATGCGAGTGAAGATCAGCTATC 

TAATGATTGCCCTGACGGTGGTAGGATGCATCTTCATGGTTATTGAGGGCAAGAAGGCTG 

CCCAAAGACACGAGACTTTAACAAGCTTGAACTTAGAAAAGAAAGCTCGTCTGAAAGAGG 

MGCAGCTATGMGGCCMAACAGAGTAGCAGAGGTATTCCCGTGTTGGCTGGATTTTTG 

AAMTCCCNGGAATTATGTTTMCGTGCCTGTTTAAAAAAGGATGTGGTATTGAAGGATC 

CCATTTCATAAAAGTATGGATTTGCCC 

Sequence 6176 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTTTTGTTGTATCCCACCGGTATGTTCCCAT 

TATCATTTATTTCMTAMTATTTCAATTTCCTTCTTMTCTCTTCATTGACCTACGGGT 

CAT CTGG GAGCATTTCCATGTAGTTGTATAACTTCCAAMCTCCTCTTGCTATTMTTTC 

TAGTTTTATTCCATTGTGGCCAGAGAAGATGCTTTATTCTATTGTGGTCAGAGAAGATAC 

TTCATATTATTTCAGG I I I I I I I I AAATGTTTTAAGATTTGTTCTGTGGCCTAACATTAT 

GGmGTCCTTGAGAATGATCATGTTCTGAGAAAGAGAATGTGTATTCTGCAGCTCTTGA 

ATGAMTGTCCAGT AAATAT CTATTAGMCCTTTTGGTCAATAGTGAATATTTAAGTCTA 

ATGTTTCTTT GCTG ATTTTTCCCTGGGMGATCGATCAMTTCTGAAAGTGGGATGTTAA 

AGTCTCTAGCTTTTATTGGATTGGGGCCAGTCTATCTCTTTAGCTCTAATAATATTNCCT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

566/599 



TTATATATCTGGGGGCCTCAGGGGTGGGGTGCCTATATATTTAAAATT6GTNATATTCCT 

CTTGGATAAATNGACCC 

Sequence 6177 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGGGCCATAGCTAGCAAGATCCTCCAAACATG 

AGGTAGAACTTGGTGCCTCCTGCCTCAGAGCTTCTGGAAGCCTTGGGGAAGGCAAGCGTG 

TTCCTGGGCAGMGAGGAGCAGGMGCACTGGATCTGCTGMTCTTCAGTTTTCTGTCTG 

AGGCTGGCTTGAGGCGAGGGATGCGGAAGAATGTTCTCCAAGGGGGTCATTCACTCAAGG 

CACCATCCCGTGCACCCGGCTCCCGCTCCTGCTCCCGCCCTCCCCGCGTACCTGCCCGGG 

CGGCCGCTCGAAAGGG 

Sequence 6178 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGAATTATAACTAAACAACTACATGTTAC 

TGACMATTTGTG ATTCT TTGAGTCTAMCAACACAGAAACTAGAAGATCCCTTTCCTAG 

ATTrATATACTTGATTTTCTTATAAAMTMCTTCAGTTATTATGTCAATATTTACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6179 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTNGTCNCGGCCGACGTACNC 

NGGTGTCATTGTTTACTTGTCCTGTCACTGGATCTGGGCTAAAGTCCTCCACCACCACTC 

TGGACCTAAGACCTGGGGTTAAGTGTGGGTTGTGCATCCCCAATCCAGATAATAAAGACT 

TTGTAAAACATGAATAAAACACATTTTAT 

Sequence 6180 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTGCANATACACCGAAACGG 

CTNGTAAAACAAAGGACTTTGTTNTCTGAGCTATTATGTMCACCTTTTCATTCACCTCA 

CCATAAGGAATTTCCTGCTTCCCATACAATTAAGAGAAAATAATTACTAAGAGGATTATG 

ATACCTCGTGACCA AGCCTC CTGAGTATAATACTCTTAGTTATGAGTTGTGCAGATAAAT 

ATATATTTAAMTTTATTmCAGMCAATGTTATGCTTTATATMGTGM 

GTCTGTAACTAAAACCAAGA TTGCA GCAGCTCAACACACAGAAGTTAAATATAATTCAGT 

TTTGTMCCTCGCCTTCGGCTTTTTGTTTGNTGGCTCTTTAAMCMCAAAAAAMTT 

GGGATAATGAATGCCTGGNCATGTTCATTCCTGCCTGGCCTGGAATATT 

Sequence 6181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGCTCTTTTAGCTAGAGTGTATGTGAAAAT 

AAAGAMTACATCATTGTATTCACMCCATGTGTCTTCATTNATMCTTTATGCTTAAAA 

AATTTTTAANTTCNMNGGTNTAMGTTTCATTTGGATATTNNATCNCTCTNNAATGCCA 

NTANMAGGGN TTGNGG CCANGAAAAATTCTTACTTCCATNGTGNACAATTCTTGCCCAC 

CMGTGTNCTTATTTTTTGAAAGACCTTTTCTCCTTTCCTAMATTGGGNCCAAAT^ 

NTTTGNTCTCTTTAACCCCAAGGGNATTTN 

TCCNTCCAAAA CTTCT TG NCNTTATTTTTCCTTNCCCAG ATNTTTCCCAG NCAATTAAA A 
ACNGGTTCNCCTmAAAGGAACNCNANTTC^GGNTGTTCAMGGGGGNGGTm 
ACAAAAAAAAA 
Sequence 6182 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTTGGGCGAGACCTAAAATTCCCTGGGCA 

CAGGTTGCACCTGGGTGTGAGCACTTAATCACTCMCGCTTTGTTTTCTTACACTTCGAA 

AA TCM GGGAAAGAGTAGTACGCGGGATGTATATTTCTAACGTAAAMACATMTTTTTT 

TCTTTTCMGATTTTTTCTTAAAMGATGANAGAMCATATTTTTTCAG 

TTTAAMAAAAAGAGGAGAMTMMCCTTTTCTCCCCTTTCCCCATCCTCTATCTATCC 

CTCTTTCCCAGGAACAAATCAAAAGGTGGATTATCTTCTGAACAATGGAAACTGCCANGT 

TCAGAATGATGTC I I I I ICTCAATGCAGTGAGTTATAGATTCTCTAGTTTTCTCCCTAGG 

G ATGGGA AGGGGGCATTGAGGCAAGCCTGGGAGAGGAGCCCGGGGAGCAAGGGTCATTGA 

ACTTTTTTCTTTAGTGAAGGAGGMTACAATCMGGGTTTTGTATTCAAAATGGTTGGGC 

CMTATTTTGGGAATGGGGACATTGGNNGGGGTTMGAGGATTTTAGGTTTAAAAACCAA 

AACAMAAGGAATTG^CCAAATTTTTAACCTTNGGNCNGGGANCCANGCNTAANGGCCN 

AATTCNCANCANNACTGGGCGGNCCGTTNCCTAAGNGGATCCCGNCCTCGGNACCCAAAC 
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CTTGGGGGNAANCAAGGGGCANTATTTGCCNCCCTGGNGTGAAAANGGGNANCCCCNNAN 

AANTTCCCCCCCCCCCCCCCCC 

Sequence 6183 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAAAGAAACTACAGTTGACCCTTGAACAACACAGATTTGAACTGCGCTGGT 

CCACTTATATGTGG A I MINI ICTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAAAATCTGCATATACTAAGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCGAATTCCCGAGCATGCTGAGGGATGACTGTATATGTGAATAAGACTTAAATTAT 

ATTTC CAMCTTGGGATGGAATCAMCATTTTAGTMCAATTCTGTTGATTACACTTCTA 

I I I I I AATCTTGTAGGACTGNATTTA I II I I i AJ I I I I GNGTTTGAATATGTGTGTGTGT 

ATGTGTGNTGGTTTGGGGAAACMTTATAAMGATTTGTGAATTATTTTGGATGTATGCT 

ATTNCCAAANACTCCTGTTTCCCTTC I I I I I I I I I I I I I I AAGGTCTTCCTTGAATTGGG 

CMTC ATMT TTACAGANAATTGGTTACTATANCTTTGAATACCTTATAGGGTACCCTGG 

TTATTATTTTNAAAAGCATGCCTMTTT^ 

MTNGGGTAMNTGGNTTTTAANNNTAAGCNTTAAATTGAN 

Sequence 6184 

CCCTTTCGAGCGGCCC GCCCGGGCAGGTACTTTA I II I I I I I M I II M I I I I I ICTTTT 
I i I I I II I i ! I I I I I I I I MNACCATAATTATTTTATTAACTAAATTACAGCTGCTTTGA 
ATAAAMCTTAACTAACMTCACGTMGGGTNTNATAGGTGACMCCAGTTACTTTTCTT 
GGTT 

Sequence 6185 

CGCC AGT GTGATGG GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTNTTTNl 111! 1 ANTTNATTTTAACCTTTATTNNTANTGNTNTTTAAATTTTGNNAA 

GAAAMTTCATTTTTTCNAGAGNGGGCAANAMTNTTAANNNAAAAAAGNNNNTATGNAA 

NATGNAMCAGAGAAMCTTTCTGTTTTGATGTNTTTTGGGTNANACAANANANTANGAA 

NTTTNTMNCGNTTNANNAAAATNTTNNNNNGCNTNNCNCCNAAAAAAAANAATCCTATA 

TNTT TATAAA ACNGNGTTCTGCNCCNNCAATTGGGTTGGNGGAGNGGTAAATATNCAAGG 

ANNATTTTTNTAAAAMCTGTTNTNANMGANCAMTTTNGANGTTTTAAANCNCNGAAA 

CATNANCCTANmAAAAANTNTTTTTTNTTTTAAAAM 

GGTAAAAAATTTTNAAAAACNCCGNAAAA I 1 1 I II I I I G N AAAAA AAAA A ATTAAAAAAA 
TTTT 

Sequence 6186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTTTGTTTAATAGAACAAATAATCAG 

TGTTTCACTTATATTACTAAATGTGAAAAACATAATGTGAAAAGTTACATACATTAACTT 

GGTTGTAMACCCATTTTAAGTGTTCATGTAATGTGGTAAGTTTAAAAAGTGAAGTGAGC 

TGTnTACTACAATGAATTCGTTTGACTCAAAGATTAAAATGCCCCTCCCCCTATGTGTA 

TCTCTTATGGCCTGTAATMTTGAMGCAATGTTTTTGCAGTTTATATMTGCMTTTTT 

AATCTGTGTTCAAAAATGGAGTTCATATGGGCTTAACACATGAAATGGGTGGCACAGATC 

CACTTGCAGMCCCMAGATACACMTCAGTTTTGAAATGCAACTTAAGCCATTAATTGT 

TGGTGTGMTTTAAMTTTTCTAGTGTTTGTATGGTGGGTATGCTGCCTAAANAGCAAAG 

CATCCTCTGCACMMNGMAATTACTGTAGTGGCTTTCGATTTTMTTAGMTTTTCTC 

CCTGGGNGTTTCTTTATAGACCTAAAGCAAAANTC 

Sequence 6187 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGGGAMMCTTTTTC 

CTTCCCTACAGGGGTCAGGGCAACATAAGTATTAAGGTCATATGGCTTGCTGGCCTGTAA 

ATAACTTGTAMTMTTMGTTCTTTGTCTCTGMCCATTAATCTTACGTCTCCTACCAT 

CCATAAAACTATGACAMATGATCAACCTGTTATCTTCCANGAAGGGTGAAAGATCAGAC 

CCCTMTAATTTGACTTTTAATCAAGTACTTTTATCI I I I I GTTCTCTCCCATTTATTTT 

TTAAAGATTGTTTTCCATGAGCCATMTTTTGCCCACCCCACCCCAACCAGGTTACTTAA 

TTTCTGGACTTCATTTTTCTCCTCTGTATGATGACAATAATAATAGTATTGAAACTGCCC 
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TTGCAAATATTATAACAATGAGAAAATTATCACAATGAAAGAGATGTGACCTAACCAACT 
CTATCTTATCTTTAACCTCCAAGCCTGGTCATTCTTGGTTTTTTCACCAAACTCATTT^ 
GGAGGAATTTAANTTTTGTCCTGCCCGGGCGGCCG 
Sequence 6188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAGTGTGATGTTGTGGTAACAGGTATTGT 

TCTTTTGTTTCCACATTTAGAACTTCCTTAMGATTTCTTGAAGGTTGGTCTMTGGTAA 

CAMTTCCCTTAGCMTTACTTATCTGAAAAMTATTTTATTTTACCTTCACATATGAAG 

CTCMCTTGGCAGGATATGAAATTCTTGGTTGGMTGTCTTTCCTTTGAGAATGCTGAAA 

ATAGACCCTCAATCTCTTCTGGCTTGTAAGGTTTCTGCTGAAAAGTCCACTGTTAGCCTG 

ATGGGGGTCCCTTTGTATGTGATCTGACCTTTTTCTCTAAT^ 

TTMTGCTNGCCTTAAACMTCTGNTGCCTATATGCCCTMTGATGTTCNTTTTGTGTAA 

AAATCCANCANGTGTNCTCTNGATTCTTGNATCTGGGTNTCTACCTCTCTAACCAAAATT 

ACAAAAGTTTTATTCTATTATTCCCCTCAMTTTNTTTC 

TCCTGCTCTCTTAMAAATTCCAACACTTTTTATTTTTMTGNCTTTACCATAATCCCAT 

ATTTNTTAAAAACTTTNTTCATTTTTTAAAMTMTCTTTACTTTT 

TTAAAA 

Sequence 6189 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTATCATTATACCCTTTCCCTCAATGCCATCT 

TACATTTTAGGGATMGTTTTAAGCCAAACTATAAGGCTACCTGGAATGCTGAGACAACA 

CACAAATTCTGCTGAGTCCCCGTCACAGACTAC7TCTGAAGGTCACCAGTGAGGGCCTAA 

ACMGAGTCCACTTCTTGTTAGTATAATMCTTTTTATTTGACATCTACAAGATTTTGGC 

ATCTTGCAGCTTTTTACCAGGTTTATACMTCTCGATTTTTCAATAGTGCAACCTGTGGG 

AAGCAAAAAAAAAAAAAAAAAAAGAAGAAGTACCTGGTGTTCGGTTATGGAGCCTCTCTC 

CTCTGCAACCTGATAGGATTTGGCTAC 

Sequence 61 90 

AGCGGCCGCCCGGGCAGGTACTTAATACCCATTATATCTCCCANTCAGCTCCCGACATCT 

GGCACAAACTCTAAAAGCTAAAGAAGGCCCTCANCCCCACAACGAGACCTTCTCAACCTG 

GTTTTCAAAGTCTTCAATAATAGGGATGAGCAGGAAAAAATAAATAAGGCCCAATGAGAT 

TGTGCCAAATACCAAGCTACTAGCCATGGCTATTTGCCAACCTGGCAATAGCACCCAAGG 

GCACAAAGGACCCGATAGCAAGTCTTCCTCCTGCTTTAAGAGTTGACAAAGAGATGTGGT 

TATG 

Sequence 6191 

CCCTTAGCGTGGTCGCGGCCCGAGGTNCAACTTAATTTGGTTAAATCAGGCTAAAGCGAA 

GGACTTACACTCCTTGATCMGGGMGAGTTTrCTTGTTTTCTCTTTCTCCTGCTAGATA 

TGACCAGGTNTGCACATGTTTACTTGACACTTGAAGGGAACTGNCCTTAAGGTGAAACCT 

TTGACANGAAGAGCANAAGAGGGAAGGAAAGACATG 

Sequence 6192 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCCGGGGGAGAACTGCAGGAGACTATCTTTCTA 

AACAAGGCAGTTGATGAGGAGGGAGCGCTTGAGGGGGACTGG 

Sequence 6193 

CCCTTTCGAGCGGCCGCCCGGGGAGGTACTAAMCNTGCAGTCACATTTTTCACAAATTA 

GGGAAMGTTTGATACTCTTGTTTCTTTCCTTCTTTCTTTCGGATAAGTGGAMCT^ 

AGAAATATGAATAAGTAGAAACTTCTAAGAAATAGGAAAGAAGTAAATATGTGCCTATAT 

TCTTAGMTNMTCAGTATATTTTTMTAAATCAAGATTTTCTTCATAAACCAATTGTAG 

GGGTGTAGGTAGGTAGACCAGNTGATGGGNAACTGGTAAGTCATCCTGGGGAAAAAGAAA 

TACGTTAGGTCTTTATNCATTGCATATAATAATATAAATTCAATGCAAAATCATGGCTAT 

TGAAMTATCNAACTATAGAAAA/^GGTAAACACACTTGATTTATTATTTCGAGTTTCTGA 

ATGGGTNMGACTCTCTAAGCTTMAAACAATTGMAAAGGTGGTAAGTTTTATTMCTA 

CATAAAAAGCAAAAAGCCCATATNGCCAATATAAAAAACAGTGANGTAAAAAAAAAAGCC 

ACTTGGTCCCAGMAGGAGCNTTACCCCCTNMTTTTTAAAMGGGGTATTATNTTNNAA 

GTNAGAATCCCAAGNCCTGAATGTTTTGGGAA 
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Sequence 6194 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTCCACAGATCATATTAAGGAGTTTGTAGG 

TGAAGTTTAATCTGTGCATAGTGGGTAGAGACATGAATAGGGTCAAAGGGGAGGAAAAAG 

GAAAAAAACAAAACAAAAACAGTCACAGGAAAATAAAAATACACCACAGGTTACCAGAAC 

CTTCAGATTTAAAATAAAAAGAAAGAAAAAGCAGAAGCAGTGAGCATCGACATCAACTGT 

ACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 6195 

CCCTTAG CGTG GTCGCGGCCGAGGNACTTTN 1 1 I I M 1 1 I 1 1 1 1 ) 1 1 1 I I NTTTTTCCGC 
TATTTCTCTTTTCTTCTTTTCATTCTCTAAT^ 

TTACAAATTAATACACAAAAATATTATTCATGTGATGGAATACTACTCTGCCATAAAAAG 
TAACAAAATAATGTNTTTTGCAGCAACTTGGATGAAGCTGGAGGCCATGATTNTAAGTGA 
AGTAACTCMAACATACAAATGCCACCCGCGTAC 
Sequence 6196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTAAATACTAAGTTTTCCCCCAGGTTCTAA 
GTTTTCTGTMTGCATCATTTTACTTTTACCATTAAAAAATC 

CTATTTCTGAAAAACCCTCTTACGATCATACACATAGAAAATATAAAAGAATTGACAAAA 

TAACTCCTGGAACCAATAAGCAA7TATAGCAAAGTTGTAGCATACAAGGTTAATATACAA 

AGGTCCAGTGGCTTTCCTATATATCAGTAATGAACAAGAGACATTTGAAATTAAAAACAT 

ATTGCTGT7TACATTAGCATCAAAATAAATGAAATATTTAGCTATAAATCTATCAAAATA 

TGTATAAGGTCTATATGAAGAGCAAAAACTCTGATGAAAGGTATCAAAGAAGAACTAAAT 

AAATGAAGAGATAATCCATGTTCATGAAGAGGAGAACTCAATATTGTCAAGATGTCAGTG 

CGTCCCAGCTTGTTCTMTGCAATTCCAATCAAAATCCCAGGAAGTTATTTTGTGGATAT 

CAACAAAAGTAATTTGAAACTTCCTATGAAAAAACAAACGACTCAGAATAGCAAACCCAA 

TATCGAAGGGAAAGAATAGAGCCAGGAGGACTGAAATCACTTGAGTTCAAGACTTACTAT 

GAAGCCNCAGTGATCAAGACAATGTGGTTTTGGNCCAAAAAAAA 

Sequence 6197 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACTMGGTATACTACTGGACATTTCTATTTTTT 

TMGTGTATTCTTTTTCTGACTTACAGTAAAATTTCAGGAAGTTGATAGATACTAAGAAC 

TTATGATTGGTCTCAGAGGTMCMTGMATACTCATMTTTTGTCTGTGGAACTCTGGC 

AGMTTATGTTACACATTTGGCGAAGTTGTCTCTTGTMTTTATATTTTAAATGAAAAAG 

TATTTTAGAGCTTTTAATGMGGGGMGAGTATAMCTTTCTTTCATATTCACTCTGTAG 

TTACAGACCGTCTCATAAATCAAGATTGTGCATTATTAGAGTTCTCAGAGACAGGATACT 

TCCATATGGACCCCTGTTCATTTTTCTTATTTACTAGATATTTTGCTAMTTTAGCACAC 

TAGCAATTAAGAAGTTTAAAAAAAGAAGAAACGTTATAGGAAAGGGAAACTG 

Sequence 6198 

GATGGATATCTTGCAGAMTTTCCGCCCCCCTTTTTAAAGCCCNGGTTTGGGGGGTTTC^ 

GCCGGGCCCGMGGTACCAGNNGGGTTCCCTTTTTTTNAAMANGNTTNGGNMCTTTTT 

TAAAMN7TNNANCCNTGGGNTTTTTNAACTTNCCCCTNGG 1 1 Mill lA AAAAAATTTT 

TNNAAAAAMANNCCCCCCCCCNAAAAAAANNNNNNCCCNNNTTTTTNTNNNNNNNNNCN 

NNNNNAAAGGGCCCAAAAAAAAAAAAAAAAATGGGGTNCCCCCCCANCCCNNCCNTNAAA 

AAAAGGGGGGGGGG 

Sequence 6199 

NCCCTTAGCGTGGTCGCGGCCGAGGNACCAGGGTNANNAAGCATGTGGTTCATCCTTTGG 
AMTG GTAG TAGGAMCCATACAGTCTTTTGGCATTTNGAGCTACATAAAGGAACTTGNA 
GTTTGTTTTNCCAGAAAGACNGTGGCAAGCAAGCNTGANATGGAAAGGTGAGTCTTTTAN 
TATCCGNGGGAGAGGGCATTGCTTTGGC r r I I ICC 
Sequence 6200 

CGGCCGAGGTACGCGGGGACTGGAGACACTGANTAAGCAGGGGCCCTTAAGAGTCTTGTT 
TGCCAAACAGATTTGCAGATCAAGGAGACCCANNAATTTCAAAGAAGCGCTATTANAGGT 
NTCTTGAGATCCTTTCACTANCTACATTCCTCANGGTAAGAAGGAAAGANTGGCTTTCC 
Sequence 6201 
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C CCTTAGCGTG GTCGCGGCCGAGGTACTATCAAATACTAGGTCTTATTATTCTTTCTAAC 

TATTTTTATTTTGATACAAGTCTTTCAGGTCTGTCTTAAAGTCATAGGATGCTAAGGGCT 

AAAAAGGCCCAGAGAGAGCAGTAAGTTGCCCAAATTTGCCCAACTAGAGAGGGGCAGAAT 

TCAAATGAGAACCCGGGTTTCTGATGCCAAGCTGCCTCCTCCCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGG 

Sequence 6202 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTGACTCGACCTTNACCAGATAGAGAGCT 
GGTCATTAAGTGTGAACAAGCTGACTTGAATGTTTCANGACAGCTCCCTCCTCTGTAAAA 
TGGGAATNATAACACTATTCTTAGGGAGA 
Sequence 6203 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCACTATTACAAATATATGATGTGAAAC 
TMCMACTCATGACCTTCAAAGGATGTGCTTCGTCCCACNGCACCACACATTTTGCNAA 
TTTGGTGNTNCCCATTTNGGCTTMTTTTTCCCCCTTTTCTT^ 

CAAAAMTTTATTAATAAGGTNTAATTGGCAATATGGAGNTATNCCCNCGTAATNGCCAA 
TTNATTC ANCACT CNNTACNTTCANCNTNTTTTMTTCCTTCTANGGCGCNTTTCTTNCA 
AATANCN I MM IGGCNCCMTTTTNCTMCTTTACCTTTNTGCCTTGGGGNNAAAANAT 
TATMCCCCAAGGTCCNANCAANMCTAAMTTTTTCTNCAAGGCCCAAANCCAANAACC 
TTTG GNCN TTAATTTCCACCCCCAANCCANANNCCCCACCCAAATTAAATCCAAAGGCCC 
AATATTTTNATCCACC CCCCC AGGATC I 1 1 I I I 1 1 1 1 NANTAAACNCCCCTTGGGCNTAT 
TTTGGGNAGGTNAAANTTTTNNCAGNGGTTTNGGC 1 1 I I I M 1 M I 1 CA 
Sequence 6204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGGTCCTTTTCAAAAGTGGAC7TCTAGA 

CTCACCTGTTCTCACTCCTGTTTAATTCAACCCCACCCTGCCAATGCCAAATAATAGAAT 

TGGCTCCCTACCAACTTGMCAAGGGAGGAGTCTGTGCAGTTTCTGACACTTGTTGTTGA 

ACATGGCTAAATACAATGGGGTATCGCTGAGACTAAGTTGTAGAAATTAACAAATGTGCT 

GCTTGGTTAAAANTGGCTACACTCATCTGACTCATTCTTMTTCTATTTAAGTTGGGTTG 

GAATCTTGCCTAAGGTGCGTANTCCAACTCTTGGGAATTCCCCTCCTAATAAGTCATACC 

TAGTAGTCATACCTCCCTGGGGGTAGTGGTANTCTCTTAMNCCTTTAAAGGTTTGCATT 

NNANCNAGCCNNTAAAATANNGGAATGGGCTTNTNTTTGCTTGGAATACNAAAACNTNAA 

ANAAATGGTGTTCATTNAGGAGAAAATTCTTACCCCCTGGAAGGATAAAAANCCCCAAAT 

GGGGGNNACTGNAAAATMCNCCTMTGCCTTTAANAAATTNGGCCNCCCTTTNCCNCNA 

GNGMCCCCNNTTAANCCNCGGGGGGCTTAMNNCCCATNANCNCCACCTGNMTTTTTA 

ANGGAAAAAAAATTANTNCCNTTTTAAAMAAANNTTAAAACCCNTTTTTAAAA 

Sequence 6205 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGGGANAGNATTCTAATCCAANCAAGGNGNC 
TCAAAACCTA CTATT NTGACTGCACANCNTNANAAGGCTGNNGNTAGGATAAACAAAGTC 
AMCANCTTTATTTTIsrrCTAGGACCCCTGGGMCTTTT 
Sequence 6206 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCTCACAGCTGCCCTGTGAGGTGGGT 

GCCATTACTGTCCTCTTATTATAGATTGGGAAACGGAGGCTCCGAGGTGCCAGAGCTTGC 

AAACCGATGGAGGTTGGCCAGACTTCATGAGCCACACTCTGAATATTCCNTTTGAGGCAC 

AAACAACAGAATCAANAAGGAGGCCACGCGCGGGGGCTNACACCTGCAATCCCAACACTT 

TTGGGAAGGCCNANGCMNAAAGNGATCNACTTTNTAGGGTTNANNGAGTTTNAANAACC 

NAGCCTTANCCCCAAANATTGGGTATAAMCCCCCCATTTTTNTTACTTAAAAAAA 

Sequence 6207 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTTTATCAATGGGACGTTCCAGCAATCC 

ACACAAGAGCTCTTTATCCCCAACATCACTGTGAATAATAGCGGATCCTATATGTGCCAA 

GCCCATAACTCAGCCACTGGCCTCAATAGGACCACAGTCACGATGATCACAGTCTCTGGA 

AGTGCTCCTGTCCTCTCANCTGTGGCCACCGTCGGCATCACGATTGGAGTGCTGGCCAGG 

GTNGGCTCTGATATANCAGCCCTGGTGTATTTTCGATATTTCAGGAAGACTGGCAGATTG 

GACCAGACCCTGAATTCTTCTAGCTCCTCCAATCCCATTTTTATCCCATGGGAACCACTA 



# 
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AAAACAAGGTTCTGCTCTGCTTCCTGAAAGCCCTATATTGCCTGGGANATGGACCAACCT 

CAAATGGNAAMTTTTAAAAGGGAAAAACCCCTTCATGGCCTTGAGGGTGNTGTGCCCAC 

TNCAGAAGACNTTCACCCTAACTTANAAGACAAGGCCNAACTTGCAAAAACCNATTGGTT 

GAGMAAATTGAACGANTTTCACMCTATTGGNACAGCTTTTTNCCCAAAGNATNTTNCA 

MCAMGMNTCCT1TANTNAATGGANANTGGGGTTTTTTACCCCCCT 

Sequence 6208 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGAGTCCTGAGCTGCGTCCCGGAGCCCA 

CGGTGGTCATGGCTGCCAGAGCGCTCTGCATGCTGGGGCTGGCCTGGCCTTGCTGTCCTC 

CAGCTCTGCTGAGGAGTAC 1 11 I M I H I 1 I I I M I I I I I G ACAGAGTCTCACTCTGTCA 

CCTAGGCTGGAGTGCAGTAGTGTGATCTTGGCTCACTGCAACCTCCACCTCCTGGGGTTC 

AAGTGATT CTCCT GCCTCANCCTCCTGAGTAGCTGGGATTACAGGCGCCCACCACCATGC 

CTGGCTMTTTTTGTATTTTCTAATANAGACGGGGTTTCACCATGTTGGCCAAGGCTAAG 

TCTCAAACTCCTGACATCAGGTGATCCGCCCTCCTTGGCCTCCCAAAGTGCTGGGATTAC 

AGGTGTGAGCCACTGCGCCCAGCCTACAGCTCATTTCTTTTTATCTCTGCATAATATCCC 

ATTGGATGAATGTACCTGCC 

Sequence 6209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATACCATTGCACTTACTTTGAAGAAG 

AGATGCTGAATATTATTAMCCATTGTGTTCCCTGGTGGGCTGATGGACTGTGATTTTAT 

AAGGTGGTCTCAGCCAATTGCAGCAGCTGTTCCCTGTCAGAGGGGCTAGAGGTTTGGTGA 

GAGCAGTGGATGAGGTGCAGTGGTGTGTTTGTTCACTAGAAGCAAGTGGGAGAAAGCTTT 

GCCTCTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6210 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGTTGCCAAGCAACGAGTGTAAACA 

GCACAAGATCATGGCCACTAACTACAGTGCCAACCAGTATGAAAAGACTTTCTCATCCAA 

GTATCTGCAGAACTGGTCTCCCACTAAGCCAACAAAAGAGAGCATCTCTTCTCATGAAGG 

CTACACTCAAATTATTGCCAACGATCGTGGTCATCTACTGCCTTCTGTGCCCCGTTCCAA 

GGCAAATCCTTGGGGTTCCTTCATGGGCACCTGGCAAATGCCTCTGAAGATACCCCCTGC 

TCGGGTGACCCTGACCTCCCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 621 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTAAAGAAAGGACTACTTAAAATC 

ATTACTAAAMTTATAGAACATGGGAGATATCTTGACCTTCGCATAAAACTGATTTTTTC 

TTTATGGTTAMTTCAGTCTATAATTGACTTTTTGAGGGGCAATATCTCAGCAGTGATGT 

TGTGTTCTTCTTTGTGCATCAGCACATCATMAAATTTATTCTAGTG7TGTTGATGTTAA 

TAATTTGCTTGGTTAAAGAGCTCTCTGAC 1 1 I I I I I CACTATAGAGTTAATTGTTTTTCT 

CTTTATT GTTMGTATCTTTATGTAGCTAATAAACTATCACATTTAATCTGGCACCTGCC 

CTTTnTCTTAGGTTTTTTTGTTTGTTTTTTGCAC 

GCTTCTTTATCTTTGGTTTACAGGACCAAAAAAAlTrGGGGAAMAACACCAATCCTCTT 
TNACTTTACCTGMATGGTCTTGACAAAAAMGTCNTTTCTGGGGGTCAAAAAACATTTG 
GCNATTTGCNTAGGTACCCCTTTGGTTAGGAMTTTTTAAAAAAMCCNCANACNTTTT^ 
ATTTCCNAGAATC I I I I IGGG 
Sequence 6212 

CCCTTAGCGTGGTCNCGGCCGANGTACACAATGGTTTATTAAAGGAATGTTTGGCCCACA 

TCAACCTANCNTGGNTTCTACTGGGTAAACNTTCCCATGGCCNAAGGAAAAACAAGCCNG 

ANTTGANTGACTGGGGGTGGGGTGCAGGCAATGAANANAGGNCATAAGGGTGTATAAANT 

AAGGGGGC 

Sequence 6213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCT7TTAACTAATGAGACAAGATTCANAAATCTN 

MGCMCTTGCCCAAGGGCATGTGGAGGAGGTTTATTTAAATGTAACCTCATTGAAAAAT 

TGMNNTTAAATTGGACTTNTTANAACACACATACNCNGGAAAACAACCATAAATATAAN 

GANAAATGCNGAAAAATGGAAAATGAGATGACTCCAGGGATAAGGTATAATAATAATTTC 

ATGTTATAANAAATAAAAAGTGAGCCACTCTGACAGTCATTTTGGTCAATGAGGGGAAAG 
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TGACC7TTATTMAATTNACATTTTNCATTACATTNAANTCAGATTAAATTGCTTGGGAA 

CTNAGATTTTTCCCGGNTTTGTTCTGAGCCCTTTAA 

Sequence 6214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAAACCACTTTCATATCCGCTGGAAATTC 

ATGTAAAAGTTAAAGATATTAATGATAATCCACCTACATGTCCGTCACCAGTAACCGTAT 

TTGAGGTCCAGGAGAATGAACGACTGGGTAACAGTATCGGGACCCTTACTGCACATGACA 

GGGATGAAGAAAATACTGCCAACAGTTTTCTAAACTACAGGATTGTGGAGCAAACTCCCA 

AACTTCCCATGGATGGACTCTTCCTAATCCAAACCTATGCTGGAATGTTACAGTTAGCTA 

MCAGTCCTTGMGAAGCMGATACTCCTCAGTACAGAAGGTAGMGTGAGTAACTTTTT 

TCTTGCTCCAGAGC AATCC CTGAGTAACTAAGCCTGCATTATTAACTTACATGACCAAAT 

TATTCATAAAATTAATTTTTGATAAATACAGAGTGAGAACAAAGAAAATTGAAAAATCTT 

ACCGAATATATA TGTATA TCATCCGGGTTGGAATCAATATAGAAAATTATCTCTATTCAG 

TTATAAAACATACTTTTTAGGAAACTAACANTAAATGTGGGCCATGTGGNGGGACCNCAA 

CATTCNTTNAAAAA 

Sequence 6215 

TTTCGAGCGGCCGCCCGGGCAGGTACTAAGGATCAACCAGGTTTGGGAAGCCCAAGGACA 
GATATATGCNNNCNNAMTCATTTCTMTNCTGCCATTTCATGCTTTCTTGGGCTTTCTG 
AGGAGATTCCTTGCCACTTCTGTGGGGAAAACA 
Sequence 6216 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGAAGAGATAGTGCTAATATAGTAAAAA 

CAAAAATCCACATGMCTACAGCAAMTTTTTAAMAGTTGMTTTCACCAGGGACTTGG 

AATCCATTAGAAAACCATCAAAGGGAAATCCTAAACCTAAAAACTATAATAAAAATTAAG 

AACTCAAAAGATAGTCTTAATGGGAGATTAGTGAAAACAGAACAGAGGATTCTTAAAATG 

GAAGACTGGTTACTAGAAAGCATCCAAATGAATACACAAAAAAAAAAAAAAAAAAAAAGA 

ATGGAAACAGAATAGAGTGCAAAAGACATATGTAATCCAGTGGAAAGGCCTAAAAAAAAA 

GTATAGAGTCCCCTTATGAGAATGGAAGGCCAAGATGGATGGATCACCTGAGGTCAGGAG 

TTCMGACCAGCCTGGCCAACAGCTGAMCTCTGTCTTTTATTAAAAAATCCC 

Sequence 6217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGATGTGGGTAGAACTACAATTGTGCA 

TTCAGACATGATAATTCCTACTAACTGGGGGTAGGAGGGCCCACAGGAGTGTAGACTAGA 

AGTAGAAAGAATGAGGAAAATAAGTCTTTTGTAGCTGTATGGCGATTGAAGAGGAGATAA 

MCAMCTCTCCAGCTTTTCAGGTTGGGTGACTTGCAGCGCCATCGTCTGACAAAGCCGC 

CAAAATCTTTCAATGTCCCTAGGAATAAAGTTGCCCTGAGTAGGGCCACTCAGGATGACG 

CCAGATGATATCCCTTATTATAGTTTTAGGGGAANCTCTTCCTACCTTCGCCAGTCCTGC 

AGTGAAAAAATGTACCTCGGCCGCGACCACGCTAAGGGCGAATT 

Sequence 6218 

NCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACCACTGTATGANGCTCATGAGCTCTGG 

CATGCCATGAAGGGAGTANGGCACTGATGAGAATTGCCTCATTGAAATACTAGCNTTCAA 

GMCAAATGGAGMATTTTCCATGANGCCGAAGAAGCCTACTTGCTTGCAATACAAGCAA 

ATAMCTCTNCCMANAGGACCAATTTTAATTTCATNGGGACCCTTTNGGGAACNACTTT 

TCMNNAGTATTMCNTTCTTTCMTGGAAMCCTTTTGGGTTCCCCAN 

Sequence 6219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTCAGGGATTATCATCACTTANATGGCATT 

TACATTCATGAGATGGATGGGATGGGATATGGGATGGGATGGAATGGGAGACAATGGGAT 

GGGATAATATGTTTAATGGAAAAGATAATAAGCTCAAGGACTAAGCCCTGTGGCCCTCAG 

TTAGAGGTTTAAATAATAGANGGAATGGCCNGAANTGTGGAAAATAAACTAGTGAATTGT 

GGTCCCGCGTACCTGCCCGGGCGGTCGATTCNAAAGGGCGAANTTCCAACACACTGGCGG 

CCCGTATACTAGGTGGATTCCAGAGCTTCNGTTCNCAATNCTTGGCGTAANTCATTGGTC 

ATTAGCNTGTNNTCCTGTGTGGAAAATTGNTATNCCGCTTCAACNATTTCCNACACCAAA 

CNTTTCTGANGCTCGGGAANGCATTAANANTTNTNAAANNCCTCGNGGGIMGGCCCTANAT 

NGAAGTGANCCTMACCTTCMCATTTTTATTTGGCGT^ 
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CCI I I I I I I AGTGNGGGGAATACTCTNTNTCTTGCCCCNTCNTGChfTTTTAAAGAAATTN 

GGGCCCCA CCTN CTCNCCCTAAGGTGAAGCNCNTTTGAAGCCCAGTGGGNGCCTAAATGC 

CTTNATTANTTTTAMCTTGMNANGCCCNCNCCCCNACCNCCCNAATCCCANTTTNNAA 

AAACCCTTAAAAACCCNATTTTTAAAA 

Sequence 6220 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTCTNACCTTCATTCTTCAATTCAGTCCAGGAA 

ACCATGCTGTTTCTCTATCAAGAAGNMGACAGAGATTTTTAAACAGATGTTAACCAAGA 

GGGGACTCCTNNGGCACATGCTTAGCACCATATTGGGGCNNTCCNAGCCTTNGGGGCCTN 

GGAACACACACATTCGGNGTGCTCTGTTGCATGTGAGCTTGNGGGTTAGAGGAACAAATN 

TCTAGACATTCAATCTTCACTCTTTCAATTGTGCATTCATTTAATAAATAGATACTGAAC 

ACAAAANATNAAATGCCTAAAAAGGTNCNCNNATNTCATTTAAACCCCNTGACAACATTT 

GGGAGGACAGATTCTTCCATTTNTNATCATTTTTACATATTGAAGGAAGAGGGGGGGTTC 

AAAAAAAAAG 

Sequence 6221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATTCTTAATTATTCCACTTCTGAGAGACT 

TATTTGACTGACCCMGCCAGCTCTAGAMCATTTGAAGCCTCATGTTTCCGTCTGGCCT 

GGAGGACGCTGAGCTTACAGMTTCCAAGCCAACGCAGAGACTTTTCTTTAGAATTGAGA 

TGAGG AGCGTGGTGTTTATTTATTTA I I I I I I I II I CGlsnTTTGGGTATTTTG I M I NI 

TTCCTACANACTTGNGTTTCAGGAAAMATAATCAGTGTCAGGCAATTGTTTTCAGGGAG 

TGTGGTCTTCTGTTGTATGTTTTTAAAACTTCAG . 

Sequence 6222 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNN I I 1 1 I I I I I 
I 1 1 1 1 I 1 1 I I I I I INCGGGCCTMCTGTGTTTGGATTTCTTATTGGGAGTGTTGTTCAGC 
ATATGCAAAAAAACANATGCCATTACCGGCG7TTTATATAAAANATGCCATCTTCTCAGG 
ANAAAACATAGCCCCANACTCTTCTTT^^ 

CTTCCTTTATTCTCTGNCTAACTGGGTTTGGATTTCTTATTGGGCCCGCGTACCTTTTT^ 
Mill I II II I I i I 

Sequence 6223 

CCCTTAGCGTGGTCGCGGCCGA GGTAC I II i I I II I I I I I ll I I I I I I < GGTNA I Mi l l 
I I I 1 1 I I I I I I I I I II II II II I I I CAAAATTANAAAGNGGNTTATTTGCAATTTACATG 
GANTCCTlsn"ACTTTGGGAGGGTTAGTNTMTTGAMTGTNTTGCMTTTTCA 
Sequence 6224 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGTTAACTGCCAGGTGGGTGACAGTGATGCC 

AGGCTCGCCCACTACTGCACTGGACACAGCCTCACCAATGCCACCTTCATAATAATGGTC 

CTCCACGGTGAGGATCCTGCCCTTGGTGGCACGAGCGCTGTCGAGAATGAGTTTTCTGTC 

CAGGGGCTTGATGGTGMGGGGTCCAGCACGCGGATGTTGATCTTTTCTTTCTTCAGCAA 

GTTCGGTAGCCGCGTACTGTTTTCTAACTGAATAATCATGAGCACATTACTTAACCTCTC 

AGAGGCTTAATTTCTTTATCTATACATGGGGTCAATAACGTTCTCGTGTTGAG 

Sequence 6225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC ) I I I I II I I I I I I I I II I M I I I II I I 1 1 1 C 

TAAMTTT AGGTTT GATTATTTTTAATACATTCCAATTNTNTAGNGMATNTTCCATNTT 

TMCAGTATTTTTTNAMCCTTTTCCTTTATATTCTTGMCATNTTATMTTATT^ 

GTCCCTTG 

Sequence 6226 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C I I M I I I I I I M M I I M I M I I I I I M M I 
I M I M II M I M II II I II II II II M M M M II II I II II M I II M I II I II I I M 
n I I I I I M M I I I I M I II I I I I I I I NGNNTTTTTNTAN I I I II II I I I 1 1 GNGGAAAA 
MMAAAAAANrrrrTTTNAAANTNGNGAAAMANNTTTTNNNNNTNAMAAMANT^ 
TNAAA AATTTTNCCNANATTNNGGNCCCCCCNNANGGNAAAAAAAAAAAI II1IHI NTT 
TTTT TNCAA AAAANTTTTTTNTTAAAAAAANTANMANGNNNGTTTATNTAAAAAAMAA 
AAANTTTTT AAAAAA N G G G N A AMM AATTTT AAA AANTTTT AAMNTTTTT AAAAAAAA 




WO 01/070979 



PO7US01/09126 



TABLE 1A 

574/599 



ATTTTTAAAACNTTTNNCCCN 



NCCCAAAAAAAAAAAAAANATTTTTTT 



NTNNAMAAANNNNGGGGMAAANTTTTNAAAAAANNGGGAAATTTNTAAATAAANAAAA 
AAANNGTNNNN AMAM AAANAAAAAAAANNNNGGGGGNTTTTTMAAAAMNTTTTTTT 
TTTANAAGNNNNTTTTT GNNN AAAAAACCCNTTNGGGGGGGGNNATNAAAAAAAAAAAAA 
AGGGGGGGNNN TTANN TTTTTTTNTNMNNTTTTTT^ 
AAAMMANAAANTTTTCCNNNGNAAAAAAAATTTT 
Sequence 6227 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGGATGATGGTGAATACAACCCCACTGAT 

GATAGGCCTTCCAGGGCTGACCAGTTTGAGTATGTAATGTATGGAAAAGTGTACAGCATG 

TGGAGCTGGAGAGAGGAGTGGGCAGCAGTGTAGATAAACAGGCCTGGCCGTGTGTGGATG 

GGTTGTCAGGGC TGAG TGGAGTTGCAAAGGGATTTATTATACCATGATCTCTGCTTGTGC 

ATATGmGGAGATTTTCATMTCAMTGTGAAMTTTTTTGATT^ 

CAATACAAAATATGAATGTATAACGTAATTCCTCCATCATGACGGTGG 
Sequence 6228 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CATAATCGGAGGTGCAGAATCTTGGAATTGTCTGAACACAGTAGAACGATACAATCCTGA 

AAATAATACCTGGACTTTAATTGCACCCATGAATGTGGCTAGGCGAGGAGCTGGAGTGGC 

TGTTCTTAATGGAAAAC 

Sequence 6229 

CCCTTAGCGTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 

TTACCTTGTTC TCAAT TTTAGGMGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 

AGGACTCTTCAl TTTAT CCCCGGTTTTCTGAGGGCCTTTAATCATGACTCAATGTTGGGT 

TTTACTAAGTGC I I I ITCTATTAAGATGATCATATGCATTTTTCTTTTTAGTCCACTAAT 

ATGGTAMGTTCATTTATTGATTTTTGAATGTTAAATCAACTTTATCTTCCTGCAATAAA 

GTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 6230 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I M I 1 1 I 1 1 M I I II IN I 1 I I HI I 1 ICCTT 
M I I I I 1 M I I 1 1 M I H I I I 1 I | | | | | | | ITTTTTNNN N I I II I I I II I II I I I 1 1 I NN 
AAAAANNNNTTTTAAN I I I I I 1 1 1 1 NAAAAGGGGGGNNAAANNTTT7AAANNNNCAANTT 
TTNNAMTNGGGNTTNGANNTTAAAGGNAAAANNNCNNAMNNTTTTTTNNNAATTTT^ 
TAAMNCCNAAMNC CNTTTTNN TTNCCCCNGGGGGGTTCNNAANNNNGGCCTNNNAAAA 
AAMAANNTTAAMNATTTTTTTNNNNNNCGNCCNAAAAAAAAAAANAAAA I I I I I II I 
Sequence 6231 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCCTTTMTTACTTTTATTTACTTTATTTAA 
TTTTCTCCTGCMCCAGTGGATACCCTCAMTAGMCCATTTTAGMGTTTGAGCATTTA 
GGTAAGAGAAGGAATTTGGGATGGGATTGGGTATAATGGACAGTTATGCAGGGAAATGAG 
AAATATCAATGGACCAGACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 6232 

CTTTTAGATTAAAATGAANGGNGACTTAAMCAGCTTNAMG 

TAGGTGATTTAMTMTTTTGMGGCGATCTTTTTAAAAAAGANATTAAACCNAAAGGTG 

ATTNAMNGACCT TTGA AATCCATGACCCCAGGGAGMTTTGCCNTTATTTGAAAGNCCT 

AGTTTAMCGCCATTTTACTTAAACGCAAGACCGAMATGGGAMAGATTAMTTTGGGG 

GAGTGGTTAGGATTGAAAACMTTTTTNGGAAGAMGAATACGAMGTTTTGGAAAGTTG 

GGAAAAACCTGGGAMGNACAAGANAGGTTTTCANGNTNTTTNNACNTCCTGGNAAATGT 

NCTATATTNGNTAACCTTNNGGCCCNGGGGAACCCACCNCCTAAAGGGGCCGGANATTTC 

CCCNNNCCACCA CNTTT GGNNGGGCCCGGTTTTNCTTNGGTNGGGAATCCCGNAGCCTNT 

GGNTACCCAAANCTTTTGGNNGGTAAAATCNNTNGGNGCCATTAGCCTTNGCGTCTCCCC 

NGNGNNGMAMNTTTGGTTTTNTTCCCGGGTTTMNNAMTTTNGAAAAAAAANCACTC 

ACCCCCCCCCCCCCCCCCCI I I I I I I I I I I I CCCCCCCNTTTGTNNGTTTTNTTTTACCN 

GANGG GGNCCCCCCCCCCCCCCCTTTTCCCCCCCCCCCTNGGGTCCCCCCCCCCCCCCCC 

TTTTTTNTTTTTGANANACCCCCCCC 
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Sequence 6233 



CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAACGAGGACCGGTCTGGCTTAGCATCCACT 

GAATCTTCATTTGCTGAATCCTCAACCCCCTGCTCTTCAATACAGCCCTGATCATCTGCC 

ATCGTTCCCACGGCGGTAGGGCGGCTGGGACTGGCACAGTCTCTCTCCGTCGCTCCGCAG 

CAAGGGTCTGGGGCCCCTTTAGCGAAAGCGAAACTAAAAGTCTCCCCCGCGTACCTTTTA 

CGCTGCCAGAATGAATGTAGGGCTGCTATGCCAGCTAGCATATTACCCTTTTTACTGNCC 

TCACCGCAGTTCAGTGTTTGCCAAAGTGTGAACCAGAACTGCTTGTATCACANAATCTNT 

TGGGACAGGGCCTGGCGTTCTTAATTTTAAAA 

Sequence 6234 

CCCTTAGCGTGG TCGC GGCCGAGGTACTACCTATTAACTTTGATGGAGAAAGATTCCCTG 

TATCACTTTCATATTTTMGGGGMGGTTTCAGTTTCTTCTTAGTAGTTTTTCTAAGCCA 

GCACTGMTTCGAGGAACTCTGATTTGGGTTGAACAATTGTTTCCCTCACAATTTCTTCC 

ACTTCCTGAGGGAGGCCTTTGCCATATTGAGCAACAATGGAAGCAAATGAGCTAAGCGTC 

TGGTCTGATGGAGACATTTGGGCAGCTAAATAAGATCCAACTTCATGAGTTTTATCAGGA 

ACTACATTGGAGGAATAAAAATCCTTCCTGTCTGGAACTATGGTGTCCATCGTAGCCCAT 

GGTGACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACACTGGCGG 

CCG 

Sequence 6235 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCCTCGCTGATCCGTTCCGTGGTCGCCCTG 

CACAACCTCATCAACAACAAGATTGCCAACCGGGATGCAGAGAAGAAAGAAGGGCAGGAG 

AAAGAAGAGAGCAAAAAGGATAGGAAAGAGGACAAGGAGAAAGATAAAGATAAGGAAAAG 

AGTGATGTAAAGAAAGAGGAGAAAAAGGAGAAAAAGTAAAACATGTATTAAATAGCTTTT 

TTAATTTGTAAATTAAAATCTTACAAACCANATAAAAAAAANAAAAAAAAAAAANNANGT 

CCACAATGGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGT 

AAACCTTCCTATGGTCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAG 

GCAATGGAGAGAGGGCAGAAGGGTGTANAAGCTGAAGGGGTCTAGAAGCTTACTCCTGAG 

TTTCTTCCTTCTGNCTTCA AATC TTTACTTCTTATGGCCAAAGACCCAGCTTGTTTTCAT 

MGGCTGGGMTGCACTCTTTTTAAACTGNTTCGAGAACACCCCAGANACNAGGGGAGGG 

ANGGGAAANAAAGGGTTACTTGTGGGAAAGGGATTGGCGGGGGCAAACATTTTAGAGCTT 

TGAMNCCNCTTCTTGGGCCCATGCTTAM^^^TTTCTTTT^r^TTTAAACCCTAAA 

Sequence 6236 

ATNACTAATGCTGGTCCTCTGGCTGCTCAGTGAANGGATCACGAAGAACCAGGCGGTGAA 

NAACATGCCAATGGCCAAAAGCNCCACGGTCAGATGGGGGAAGACAGCTGGGTNCACTGG 

GCTGGTATATCTGCTCATGGCCTCAGAGCTCCATTTTGCCCCGNNAAGGCTAATNCTGNC 

GNTCCGCCACCCNCCGCAGTNCTCTTGAATACAAGTTNCTGATACCACTGCACTGGGCTG 

AGAATTTCCAAAACTTTAATGAACTAACTGACAGCTTNANGAAACTGTCCACCAAGATCA 

AGCNGAGAAAATGATNAATTTCATGGGACTAAATGAACTAATGAGGATAATATTTTCATA 

ATTTT 

Sequence 6237 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTACTGATGCATTTTT AI 1) 1 11 I CTAGG 

CGGGAGTCAGGTAAATCATTTAAAAGGTAAATCAGATTGTGCCATTACCTCACCTGCTCA 

AAAGTCTCCAGTGGCCTATCACACTTTGACTAATATCCAAATTGCTGGGGCAGAAAAGTT 

CTTGATGATCTGGCTTTTCTCCTTCCCATTTCCTCCTCATAAATCACTCTCCCATGCACT 

ATTTCTATGTCTTGGCATTTTTCTTTCATGATATTTATGTCATAGAGCCTTTTCTCATAG 

GTCACTCCTTTACTTTCTTTT 

Sequence 6238 

CCCTTTCGAGCGGCCGCCCGGGCANGGTACGCGGGTGAGCCTTGGTNGGAAGGAACCTCT 

CTTGTTGATATTTAAAGAAGTGAGGTCTGTGGGTATTCATTGGTTAGAAAATGCCANTTC 

ACTTTTAAACCATATNCAAGTCTTCTAGGGTTGGTAGAAAGGGGAAAAGGAAGGGAAGTG 

GTCCCCAAGTGAATTCTAAGATCTTGGTTGGGGAAAACTTCTTGCCTCATGACTCTTGTC 

CTmGMGTCCCmGGACAGCAGCACAMACATMCAATTTTTATTTTTTAAAACAGA 



# 
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CCCATTCTTTTTTGATCCCACAGGAAGCTTGTGGGTTGGGTCCGGCCCGTAACCCCCCGG 

GATGTNGGGTTTAAGGTGGATTACTGGCTAACTTGAGC 

Sequence 6239 

NCC GCNAGTGGTGGATGGG NTATCTGCANAATTCGCCCTTTCGAGCGGCCGCCCGGGCAG 
GTACTTTT1 1 1 1 II 1 1 1 I ITTAATTTTTTAMTCTCTATGGCATATTTTTCCAATTTCTG 
CTTTTCI 1 1 1 J I i I I CTTTTCTGCTTAGCACCTATGGACATAATTCAACATGATGCCCTC 
TTTCTTCTGGAGGGGTGTGATAACTGCTTGATMTMGCACTTTTTCAGGCCTATTGAGA 
ATGTGGTTMTGATTC TAMC TTGATTTTTCATAACTTGTAAAATAGAGCTGACAGTATT 
ATAGTTCTGAAAACAGTTTTTGCGTTATTTGGGGTATCAAMTAMGTTTGAAACAATTA 
GGATGGGATTTGCAAATAACCTTTCACAAAACAT 
Sequence 6240 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCAGCAGTTGTAGGAGAAGAACTGGCTTCAG 

CAGAAGTGGTGACAGGTGTGCTGGTGTCAACAGGAGTTGTTGAAAGGGTGCTAGCCTCAN 

MTTGGCCMCAGCGTGGTGCTGACAAGTATATTTGTTAATGGAGTGCTTCTTTCACCAG 

GAGTTGAGGTTGGCATGCTGCTACCTTCAGCAGTTGTAGGAGATGAACTGGTTCCAGTGG 

AAGTGGTCACAAGTGTCCTGGTGTTCAACAGGAGTTGTTNAAAGGGGTGCTAGCCTCANA 

ACTGGCCACTGGCATGGTGCTGACAAGTATACTTGTTAATGAAAGTACC 

Sequence 6241 

GTGATGGGATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACGCGGGACTT 

TATGATTTTATTAATCAAAGGTCAMAACAGTCCAMTTMTTTATGCTGTTAGAAATCA 

NGGTAGTTGTTACCTTTGGAAAGGGGGAGGGTNNGGTGACTGGAACAGGTAAGGAGAGGA 

C CTCCA GGTGCTGGTAATGTCCTCTTTCTTGATCTGGGGACTGGTTACATGTGTGTGCTT 

AGTTTTCAAAAATTCAAACTAAGGCTGGGCGCATAGGCCCCCAGGATTTTGGACGGCCCG 

AGTTGGGAGGATCACCTGAAGCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACC 

CCGTCTCTACTAAAAATA 

Sequence 6242 

CCC7TAGCGT GGTCGC GGCCGAGGTAC < I 1 1 1 1 I I i 1 1 I H II I I I M 1 1 GGACTTTTAA 

MTMCCTTTATTTTTTAAAAGTTAGTATGTGCATTATAGGAAATTGAAAAACACAAGCA 

MGMCAMGTCATTCACMTCACAAGCAGTTTATAGTTTGACATATTCTTCTAGATCCT 

GTGTGTAGGCACAACATCCAATTTTATGGGACTGAGACTGTACACAATGGTTTATTAAAG 

GAATGTNTGGCCCACATCAACCTGGCAAGGATTNTACTGGTAAACCTTCCTATGGCCAAA 

GGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAGGCAATGGANAGAGGGCANA 

AGGGTGTTAAGCTGAAGGGGTCTAAA 

Sequence 6243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTTAAGCAGAGCAAATAGGGTTAAAAAA 
AGAATTTGGMGAAAGTMTGGATATACATTTTCAAGGTGAGAGAGAAGAATACCATAGA 
GTGGAGAAAGCATAAACAAAGGCATGGAAATGGGAACTGGAAAGCCCACCA 
Sequence 6244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATCCCTGACTCGGGGTCGCCTTTGG 

AGCAGAGAGGAGGCAATGGCCACCATGGAGAACAAGGTGATCTGCGCCCTGGTCCTGGTG 

TCCATGCTGGCCCTCGGCACCCTGGCCGAGGCCCAGACAGAGACGTGTACAGTGCATATT 

GGCGGCGCAC GCCTC ATTACGATTCGCCTGTTTGCTTCTCCTGTTCMTCGTTTCTTTGG 

MGGCAGTGGATTTTTCTCTTGCGTCTCTGTCTTCTTCAGTTTCGACTTATCGAATTTCT 

CGATCTCAGCCATATCGGGTTTGTCAGACATGGTTGCGGGAGGAAAAGCGAAGCG 

Sequence 6245 

CCCTTTCGAGCG GCCGCCCGGGCAGGTAC I I I 1 1 I I I I I I M I I I I II M 1 IGGGTTTTT 
I 1 1 1 I » 1 1 I I I 1 1 I I 1 1 I I I II I I II 1 1 I I I I I I I 1 1 1 I I I I I I I I I I I I I I I I I I I I I I 
I I I I I H I I I mT TNNI I I I I I I I I I I INI I n 11 1 I I 11 1 NNTANAAANGTGGNNATT 
TTTTTNTTTTTTTNTGGANNNGNNNAAAAAAAAAANTAAN I I 1 II I I II I AAAGGGNTAA 
NMNTGCTGGNCCNCCACANNNGGNNMAATTTAMGGNTTMTTTTTTTNCACNANAAA 
ACGTAAANAAAAAANNCNNNTTTNNNTNCTNATNNTTNNCAAAAAAAANAAAATNTNNNT 
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TNTCNTN6 GGGGG AAAN I I I I 1 1 1 I NTAAAAAAAAAMNNNTNTTTTTATAAACCNNGAA 
AAAAAA AAA I I I I I ANAGCCTGNGTTTCNTTNATNANNAAAAAAAAAAATAAA I I 1 1 II 1 
I I I 1 1 I NNNNNTAATNGGNCCNATAAAAAA 
Sequence 6246 

GCGGGAGAACAAGCGCAGTTTGCCCTCCGCTCACGCAGAGCCTCTCCGTGGCTTCCGCAC 
CTTGAGCATTAGGCCAGTTCTCCTCTTCTCTCTAATCCATCCGNCACCTCTCCTGTCATC 
CGNTTCCATGCCGTGAGGTCCATTCACAGAA 
Sequence 6247 

TATCTGCATAATTCNNCCTTAGCCGTGGTCGCGGCCGAGGCACAGCCNGACATGATGACA 

TTCTACTTTCATGTCGGACATGCTGCAGGGAAAATTCTNTAAGTGTCCTAATAGGCTGGA 

ATCATTTGCTAGGGTGAACCCCATCTTTGGNGCTCACTTTTCNGTTNTCTTATAATTAGC 

TTTATTCTMGCAAATCCATGTCTATTNTATTTATCTGTTTATTNACTTATTTATATGTA 

TGGAAAMCACTTTNNTTTATTTACTTATTNATTTANAGACAGGGTNTCCNTCTG 

Sequence 6248 

CACTATAGGGCGAATCGTGCTCTANCGNTCNATGCTGTNANGGATATCTGCAGAATTCGC 

CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGCACCTGTAATTCCAGCTATTTGGG 

AGGCTGAGGCAGAGGAATCAATTGAACCCAGAAGACGGAGGTTGCAGTGAGCCAAGATAG 

CGCCATTGCTTTCCAGCCTG GGCG ACAGAGCAAGACTCCATCTAAAAAAAAAAAAAAAAA 

GACGGMTMTGGMTAGMTTTTGGGAAAGTTTGTCAAAAATATCAGAGGTTTAAAAAT 

ACTTGATTAAAGTAGATCACAGATCACTTGAAGTAATACCTACTGATTTAACCAGAGTGG 

TAATTTAGAGACAAATATAGAAAGTTACACAGTTGCTTAAAAAAAAAAAA 

Sequence 6249 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTCATATGTTGATCTGATATAACTA 

TGTT GTTAGGA ATGTATGAGACACATATATTTGGGTTTCTGAAACAGATATGAACTGAAG 

ACAAi Mill l CAAGTTATTAGCATCTTCCAGGTGGGTAGTTGGAATACTGAAATGGATT 

AAATCACCTGATCATCTGTAGACATTAAAGAAGGCTAAGGACAGAGTCCCTGAAGTAACA 

ACATTTAAGGATCATGCAGAAAAAGAATCAGCAAAAGAAAAAACAAACCAGGAAGGTAAG 

GAAGATTTAGGAGAGTGATGTCAGAAATGGAAAGAAGTTTCAAAAAAAAAAAAAAAAAAA 

NGTACCTGCCCGGGCGGCCNGNTCGAAAGGG 

Sequence 6250 

CCCTTAGCGT GGTCG CGGCCGAGGTACGTGCCTCTTTATTCCAGTAGGTGGCTCTAAAGT 

CCAATTGTTTATTTTT CTATA ACAAGACCGGAGCACAAAATTGTGCTAAATTTGAAAAAT 

MCTTMTGAGGAGTATTTTCTGCTTAGCTTCTTTCCTGTCAAMTAAAATMTTTTTTT 

TCATTCAATAGTAGTTGAACCACCTGAAGCTGGTTTATAGAAAACAATGCTAAACATAAA 

ATGTTGCTATMTATGTTATMTATMCCTMGATTCTTTGTATTTGTCCACAGATAGAA 

TCCANGACTAACTTGGCAAAATTACTCCTCATTATGTGCTGTTTCTATAAAAAAAATAGT 

mTTTGCACTTTGGNATCCTATTMCCCTAGCTGTTCACATTTTNTTTTCCTTGGAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 6251 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAATTGCAGCTGTCCACTTGTCGTGT 

GGCTCTGTGTCNACACTGNGCGCCACCATGGCCGNGACTGCCTGTCAGGGCTTGGGGTTC 

NTGGTTTNACTGATTGGGATTGNGGGCATCATTGCTGNCACCTGCATGGACCAGTGGAGC 

ACCCAANACTTGTACCTGNCCGGGCGGCCGNTCGAAAGGGCN 

Sequence 6252 

CCCTTAGCGTGGTCGCGGCCGAGGTACANCNGGGACTGGAGACACTGAAGAAGGCAGGGG 
CCCTTAGAGTCTTGGTATGCCAAACANATTTGCAGATCAAGGAGAACCCATGTAGTTTCA 
AAGAAGCGCTAGTAAGGTCTCTGANNATCCTTTGCACTAG 
Sequence 6253 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGACTCCAGACCTNAGNTNTGTGACTATACT 

GTGCCTTCCCGTTTCTNAGAAACCAAAGCCATANTCGNAACAAGCTAGTTTGCATCTTNT 

GCCCTGAAGCCAAGGTCTCTCTCTGGGTACTTGGGGTGGNTGGGAACAGAGCCAGGCNTC 
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CACCGTGCACGCTGAAGGGTGGCCCANAGGTGTTCATCTGGGCTATAAGTTGTCTTTTAC 

CCATTCAATCAGGTTGTTTGGGATTTAGGGT 

Sequence 6254 

GGCGAATCGGGCCNTTTAGAGGCATGCTCGAGCGNCTNGANGCATGCATGGANGNCTGCA 

GAATTCGGCCTTAGCGTGGTCGCGGCCCGAGGTACAGATGGGGTTTCACCCGTGTTAGCC 

AGGATGGTCTCAAATCTCCTGACTTNATGATCCACCTGCTCGGCCTCCAAAGNGCTGGGA 

TTACAGGCNGTGAACAACCGAGCCCAGCCAANGTTTTMTTTTCATTCCAAACCCAATCT 

TGGTGCCT^AATTGNTTNAGGGTTTNCAATAGCCCCAANGGNGCACATNAGNCCGGTNTT 

NCTTGGGGGGNTTCCCTTANNCATGCNMGGNGNNGGGNTTTTANTTCTTlvrrNGGGTTCT 

GGCCATTTATCTATCANGMACTMNCCTTTGATTTAACATNTCCCNATTATGCNTGNTT 

TNTCCTCTTCCCATCCCTTTTATTGGTGAAAGGGGTTATGCCTTTT 

Sequence 6255 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I I I I I II I 1 1 1 1 1 I I M I I I M 1 1 I I I I I I I 

I I I I I I I I I I I I I I I 1 1 I I I 1 1 I | I I M I I 1 1 I I I I I I I I I I I GTCI I I I I I I 11 I H I A 

AAAANNNNNTTTTNNN I I 1 11 I I I I AAAANGGGGGGNAAAAANTTTNAANNCCCCNNTNT 

TTNNAANNNGGGNTTNAANNTTAANNNAAAANNNNNNNMNCNNTTTTNTTAAATTTTTT 

TAAAANCCNAAAANCC NTTTTN NTNCCCCCGGGGGGGTNCNANNCCCCNNCCNNNAAAAA 

MMNNCCNCAAMNNTTTTTTNTNNNNCNCNCCNAAAAAAAAAAANAAAN I II I I I I 1 1 

TTTTAAAANGGNCCCGGNTTAAAAMNGGGAAMNTTTTNNNCNANNNCNGNTNCCCCTN 

NNNTNNGCNCTNTNNCCCAGNGGNTTTTTIVJTAAAAAAAAAAAAAANNNCTNCCCTTNNGN 

CCCNCCNNAAAAATTT7TTTNATNNNCNAMAGNNCNTTTTAAAAMAATCT^^TTGGGA 

AAAT AAAAAAAA I I I I I I I I I I 

Sequence 6256 

CCCT TTCG AGCGGCCCGCCCGGGCAGGTACGCGGGGAMGCGGAGCCGGGAGTTTTTGCT 

ACAGTTTTCGCCACCGTGAGTCGCAGCTATAATGATGAGCTGAGTTCTTGGAGAAGATCA 

ATAAAAACTGCTGGAGGATTAAGAAGGGCTTCGTGCCCAACATGCAGGTTGAAGGTGTTT 

TCTATGTGMTGATGCTCTGGAGAAATTGATGTTTGAGGAATTAAGGAATGCCTGTCATG 

GAGCGGGCCGTGCATTGTCCCGAGCAAMTCTCGACGTMTTTAGATTTCCAGGATGTCT 

TANACAAATTGGCAGATATGGAAATTGCGATCCGTGTTGCCTCACCCAAACTGGTTATGG 

Sequence 6257 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGGAGCTCACACCTGTAATCCCAGCAC 

TTTGGAAGGCCGAGGTGGGCGGATCACCTGAGCTCAGGAGTTTGAGACCAGCCTGTCTCT 

ACTAACAATATAAAAATTAGCTGGGAGTCACGGTGGGCGCCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGACAGAGGTTGTAGTGAGCTGAGATC 

GCACCACTGCACTCTAGCCTTGGCAACAGTGCAAGACTGTCTCAAAAACAGCAACAGAGA 

GCAGGACGTGAGACTTCTACCTGCTCACTCAGAATCATTTCTGCCCAACCATGGCCCGTT 

TGTGGAGCTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6258 

CCC TTCGA GCGGCCGTCCGGGCAGGTACTTTN 1 I I 11 I I I 1 1 I 1 11 1 I I I I I AGTATCGA 

TCTCTTTTMTTTTTAGGCCAATTTTGAGTAGTCAMGTCAGAGCAGTCMTNTGTGTTG 

TGAGCCGAGGCACAGCTGCAAAAGCGTGTNTGAGGTGTCCGGTGGAGGTGGCAGCCGAGC 

TNTGGGACTAATCACCGTGCTGGGGACGGCACCGCNTCAGGATGCAGGCANATCCCTGCA 

NAAGTGTCTAAAATTCACGCTCCTNTTCTGGAGGGACGTCGATGGTATTAGGATAGAAGC 

ACCAGGGGACCCCACGAACGGTGTCGTCGAAACAGCAGCCCTTATTTGCACACTGGGAGG 

GCGTGACACCAGGAAAACCACAATTNTGTCTTTCACGGGGGGCCACTGTACAAGTGCGAA 

MTACCANAACTCMCCTTATAGGGTTGTTGMNATTAAATTTTTTACAGTGCTTAAMC 

AAMCCTGGCCTGTAAANATATGCTCAATAMTACTMCTTTCTATCATCATTCATTTAA 

AAACTGGATGCC I 1111 1 ACTTCTACACTCTATTCTTTGGTTAC I 1 I I I I I M I I I 1 1 1 I 

Sequence 6259 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGACATTGATATTCACCATGGTGACGGCGTG 
GAAGAGGCCTTCTACACCACGGACCGGGTCATGACTGTGTCCTTTCATAAGTATGGAGAG 
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TNCCTGCCCGGGCGGCCGCTCGAAAGGGCN 
Sequence 6260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCAGAATACAAGACAGTATTGGACAATG 

CCACCGAAGTAGTGAAAGAGAAAATCACAAAAGTGACCACACAGCAAATAATGATTAATG 

ATATTTGCTCAGACATGATGTGTTTCAACACCACTGGCACCCAAGTGCAAAACATTACGG 

TGACCCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6261 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGAAGTCAATAATTGAAGTTTGGGAACCTCT 

GCCTAGATTTCAGAGGATGCATGGAAATGCCTGGATATCCAGGCAGAAATCTGCTACAGA 

TGCAGTGCCCTCATTGTGAACCTCTGCTAGGGCAGTGTGGAAGGGAAATGTGGGGTTGGA 

GCCCCCACACAGAGTCCCCACTGTGGTACTGTGCAGGTGGGTTAGAGGCTGCGTGGCAGG 

AGAGGTTCANATTTTCCCCTGGACCGGTTATTGGCCTTTGAGGGGGAAATGGTGGGGGCC 

ATC 

Sequence 6262 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTTGAGGAGGTGGGTAGGGTCCCCCCATA 

GGTCCTGGACCCATTGGTTGTGGTGGATAAGGTGGGTATGGGGCCGTTGGACCAGGGCCT 

GGATATGGTGGAGGGTTCTCTTGGTTCATTGGGGACCTGTAAAGTGCACCTCTGCTCTCC 

ACGAACCGACTGGATAACGGTCGGGTCTGAACCTCCCCGCGTACCTCGGCCGCGACCACG 

CTAAGGGCGAATTCCAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnNTGTTTCCTGTGTGAAATTGNTATNACGNTCACAATTC 

CACACAACATACTA 

Sequence 6263 

CCCTTAGCG TGGTC GCGGCCGAGGTACGCGGGGGAATGTATAAATGTCCATTGCCATCGA 

GGTTCTGCTATTTTNGAGAAGCTGAAGCAACTCCAAGGACACANTTCACANAAATTTGGT 

TCTTCAGCCCCAAMTACTTGATTGAATTGGGGACAATTACMGGACTCTNTTGGCNNAA 

AAACCCTTGAA 

Sequence 6264 

CCCTTAGCGTGGTCGCGGCNC GAGGTACTTTN I I i i I I I IN I II I I II I I I I NAATTAT 
I I n 1 1 I I I I 1 1 I 1 1 I I I I I I I I 1 1 1 1 1 I I I 1 1 n I I 1 1 I I I I I I I AANTTTANAANTTT 
TNANANTGTTTNTTTNTANNNTTTNNNNACT 

AAAAAMGNTTTTTTTCNNTAAAAANAAACANNNNNCCCNCNCCNAMNNMTTTNNNTN 
TTCCTATTGGGGGNTCCTATNNTAAAMGGGGNAANTTNTNAANTTTGGGG I I M K I I i 
TGGMNTCGTTAAAAAGA 

NNAAANANTTTTTAAATTTTNAMNATAACACAAAAAAANTNMNTTNTMTTTTAAMT 
TTTTNTNGNNGTGNNNGGGNTTANAGGNTMTTCNCCNNNAATTTTTAMTNGGTATTTA 
ANANATTTTCCNTTTTTAAAAAAA 
Sequence 6265 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I II I I I I I I » I I I 1 11 I I 1 1 I I IGGGCTC 

TANAGGGGGTANAGGGGGTGCTATAGGGTAMTACGGCCCTA7TTCAMGATTTTTAGGG 

GMTTMTTNTAGGACGATGGGCATGAMCTGTGGTTTGCTCCACANATTTCAAAGCATT 

GACCGTAGTATACCCCCGGT 

Sequence 6266 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTCAGAGCAGATACATGGACAGCTTTTA 

TTCTGAMTGTCTTCTTMGTGTGTTTGCATGGCAAACAGTTTTGGAAGGTAAAGATAAT 

GTCTCCCTCCAMGCAMGGACAGATTTGCTTTCTATTTAGAATAATAAAGATAATGTCT 

CTTTCCAGGGCAAAGGATGGACAAGCTACTGGCAAGTCCCTTTAAAAGTCTGCTATCTCC 

TAAGCTCAGGGAATCTCACCTCTTATATAAAG 

Sequence 6267 

CCCTT AGCGTGGTCGCGGCCGAGGTACATTTATTGATTCATTTATTTTAMTATTTAATA 
TTTTTCTTGCTATAGTGAATGGCATNTTGTTMMCTACCTGATCTATATGGTTCTTGCT 
TATATATAGGAMGCTATTGAGTTTTAAATGTTTACTTGATCTGGACAGTGNCATGAATA 
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TATG ATTAGGTCTAATAGTTATTCATAAGTTG NC AATAATTTTG NTGGTTAG AAATG ATG 
TCNTATATTMTMNGNGGGGTTTTATCCTTITTTCTACAATCTTTATACCTCATTTAT^ 
T1TTCTTGTCTCATTTCANTTGNGCTGGAACCTTCATAGTGATATTT 
Sequence 6268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCAGCTCTCACACAAGGACTCAGTTACAT 

ACAGTTGCTTTGAGAGCAAGTTCGTAATGTTAGATMGATTTGCAGCTTCCTTTGGGTGC 

CTGCTTTGAGCACAGATCACAAATATGACTCCCACAACACTACATAAGTCTCAAGTTAAA 

CAAAAGAGTCNAAATAA ACAAG GATAGCACAATCATGGTAAAGACAAAGAAACAATTTGA 

GTTACTTCMTTCTATCATTTTTATGTGACTCCTTGGAGTTTTTATTTGNGGT^ 

T AAM CAGCCGMAACAGTGCACAAACTGCAMGTTAGTCATTTTGTTGGATAAGGGCAA 

ATTTTAGC^^ 

GGTAi 1 1 M I CTTATTTTGGTAGTTGNTTTAAAAATTAAAGACTACATCTAGAAATAATT 
AMCA TTMNTCAAGG GAAATMTTAATTTTAATNGATTATTCCATGGGTACTATTGGAA 
AAATMTTTTTGTTTTATANGATGAGAGGAAAATNTTTTAAAAAAAAAAAA 
Sequence 6269 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAATTACTGATTTCAGCACCAGGGAGCAAA 

AAGACAAATATCCCTGTCCTGTGGCACTTACATTCTAATGGCTAGACAGAGAAACAACAA 

TATGCATTAAAGTAATTCATTCACGCAATGCTATAAAGAGATTAGATGTGTGGGGAAATT 

TTAGAGGGATGTAGTGAACCAGTGGGAGGAAAAGTGGAAATGTAAATTATTTAAATGGAG 

TTGCCAGGACAGMCTTCTCCAGAAGATGATTAGAACCATTTGACTTTTCAGAGCCCTGA 

AAGTCMAAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6270 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACAATATTGTTTTATATGTTTTATGGAAG 
GAAAGMCTCCTCCTAGCTTTAAAGTAAAATAGAGCAAAACTGACTTGACCCCGATTTTC 
CT7ITAM TCCGT ATCTCAAAGTATTTTAAATCTGAAGTAAAGACTACTTGTGTCAATGCA 

ACATATATTTTTGTAGACCTTTGTTCCTTGTTGTCCACCACTTNTATGTACCTCGGCCGC 

GACCACGCTAAGGG 

Sequence 6271 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTTTTn I GCTAAAAGG 

AACTAGAAGATATAAAACCTCAGAGCCTNTATCCACCCAGTCTTNATNTGAGAAAAGCGC 

AMTMCAGATTCTTTCAGTTTGCCTGTGTCTCTCACCACTAAGCTGNAAGAAGCTCCCT 

NCAAATGAGAACGTGACACATGCAGGGAC 

Sequence 6272 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCTGAAGCCGTGGATACAGAAATCT 
CTGCAGGCAAGTTGCTTCCCAAGNAGCATATTGCAGGACAAGCCTGTAACCGAATAGTTA 
MTTCACGGCATCTGGGNTTCCTAATCCCTTTTTCCCGAAAAAAT 
Sequence 6273 

CGCCCGGGCA GGTAC TNNN I I I I I I I) I I I NTGGNTTTTTTTGAGATGGAATCTTGCTCT 

GTMGTTTTGTATTTTNAGTAGAGACGGAGTTTTGCCATGTTGGCAAGGCTGGTCTCGAA 

CTCCTGACCTCAGGTGATCCGCCCGCCTTGCCTCCCAAAGTGCTGGATTAGAAGGCGTGA 

GCCACTGTGCCCGGCCTAMGGCATTTACTTTTTATTAMTCATMTTTTGGGACAGATG 

TGMTTTCAGCAAMGCCATGTTACATTTMTCTMCCACTGGTATTTATAATTACTTTG 

AATNTTTTACAMAGAATTTGCTCATMTTTTCATTT 

Sequence 6274 

CCCTTTCNAGCGGCCCGCCCGGGCAGGTACTTATTCCTTTTGAAAAACCGGACTTCACCT 
CTGTCGGCAAATTNIvrrMTGNCTNTTCANNCCCATTTGGAGATGGGGACANAAAACAGA 
Sequence 6275 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 
ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 
GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 
MGCCCAGGATTMTGCAGGATTGCGACATTTAAACAGAACATTTCCATACAGCATGAGT 
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ataaAtgactttcccaagtttacactgagagtaactgacacagcaaccccagcaaagtct 

gagctgagtcctgaataattgtataaaaaggggagagaaacagagtgaagaaagggtttc 

ccagactctgtcccaggaaagaaaatgagctcgtggagaggaatagactttctctatgaa 

aacagagggaacaaagaggaagatgtctgggaaccgaggagtaatagagacctgagttta 

catcactactctgccactccctaggtacctgcccgggcggccgctcgaaagggcgaattc 

cagcacactgggcgccgtttactagtgggaat 

Sequence 6276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAATATCATGCCATCCTACTCTGT 

CCCACCCAGGAGAGAAACCATCCCTTTGTCCGCAGTATCTATACTGTATATACCACCCTT 

CCACTAGTTACTTAGTAGCCATTTCTATTAGATTGGCTGTCATGGTATCATAGTAATTGA 

GTCCAAGTAATTCTTATTTTACTTAATAATAGCTCCAAAGCAGAAAAGTAATGATGCTGG 

CMTTTGGATATGTCAMTAGMGTTGCCMGTTCTACCTTTAAGTGAAAATGTAAAACT 

TCTTGAATTGGTAAGGAAAGGAAAAAAATATATACCAAGGATGCTAAGATCTATGCTAAG 

AATGATTCTTCTATCCATGAAACTGTGAATTAGAAAAAGGAAATTTGTG 

Sequence 6277 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTTTATACATTTTACATTTGTAATAAA 

AAAATCATGMAAGTATGCTTTGAACCTGTTGGTAMTTCTAAAAAGGAACTAATTTGAA 

AG ATTTATAAATC AA ATTTGTTAAGTG G CCAAA CTATTTTTTATTTTG AAAATAACAAA A 

TTCCAACTCGAGCAAAGCTGGT1GGMAGAAGGMTAACTGCCTTTTCTAAGCTTTATCA 

GCTAGGAAGCAGATNGGAATTMTAATTCCAAGAAGAGAAGAAGTTTTATGAAAAGAAAT 

TGTAGTCGTCATGCTGTAGAGTCTGAGCANGCTCATCTTCNGAGGTTTAAACGGGTCCAT 

CTCCCCCACAGCAGCCACAACACTGG 

Sequence 6278 

CGGGCCCGCCAGNGGTNATGGNTNTNTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAG 

GTACACCAAATGAGATACTATTTGGAAAGGCAATAAAGGGAGTGTAAAAGCCTAGGTAGC 

TTAAATACAGGCTCTGGAATTTCCTTCGCAGGAAGGTGAAGCACCAATGATGGCAAAAAT 

TAAATAAATACATCATCTTAAAAAGGCAGAGGGTAGGCTGCGTGCAGTGGTTTACGCCTA 

TMTCCCAGCACTTTGGGAAGCCAAGGCGGGCACATTGCTTGAGCTCAGGAGTTTGAGAC 

CAGCCTGGACAACCCCATCTCTACAAAAAAATAAAAATCGGCCAGGTGTGATGGGGGCAA 

ACCTGTGGTCTCAGCTACTTGGGAGGGTGGGT 

Sequence 6279 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACCATAGAGCAAGAATCAAGATTCTGCTAAC 

TCCTGCACAGCCCCGTCCTCTTCCTTTCTGCTAGCCTGGCTAAATCTGCTCATTATTTCA 

GAGGGGAMCCTAGCAAACTMGAGTGATMGGGCCCTACTACACTGGCTTTTTTAGGCT 

TAGAGACAGAAACTTTAGCATTGGCCCAGTAGTGGCTTCTAGCTCTAAATGTTTGCCCCG 

CCATCCCTTTCCACAGTATCCTTAGCGTGGTCCGCGGCCGAGGTACCGCGGGGAGAAGCT 

TGGACCGCATCCTAGCCGCCGACTCACACAAGGCAGAGTTGCCATGGAGAAAATTCCAGT 

GTCAGCATTCTTGCTCCTTGTGGCCCTCTCCTACACTCTGGCCAGAGATACCACAGTCNA 

ACCTGGAGCCAAAAAGGACACAAAGGACTCTCGACCCAAACTGCCCNAAGACCCTCTCCA 

GAGGTTGGGGTGACCAACTTCATCTGGACTCAGACATATGAAGAAGCTCTATATAAATCC 

CMGACMGGMCAAAACCCTTGGATGATTATTTCATCACTTGGATGAGTGCCCACACAA 

GTCAAGCTTTAAAGAAAGTGTTTGGCTGAAAATAAAGAAAT 

Sequence 6280 

CCCTTTCNAGCGGCCGCCCGGGCNGGTACTCTTGGTTTGTCAATGGGACTTTCCAGCAAT 
CCACCCAAGAGCTCTTTATCCCCAACATCACTGTGAATAATGNNGGANNCTATACCGTGC 
CAAGC 
Sequence 6281 

TAGAAAGTTTAAATACAGAAATAATCTTGAAAGAAGGCAGANAAAAATGACACATTAACG 
TATAGAAAAAAAATGACTACTGACATCATAAAAAATAATAAATGCCAGAACACAGTAGAA 
ATACACATTGCAAGTGCTAAAMAAGCTTTCAAATGAGATTATATGCTCCAAATATATCA 
TTTMGAATGAAAGCAAAATTACACTTTCAGTTATGATGGAGTAACAAGGACTACATATA 
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CTTCAACTCTAAACAATMGAAGACACMCTGNATTCATTCATTTCATTTAAGAAGACAA 

GAGTCTGGCTTTTG 

Sequence 6282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 

ACAAGTCTGMTGCTCCACTTTTTCMTTCTCTCTCCATTCTTCAGTAAGTCAACTTCAA 

TGTCGGATGGATGAAACCCAGACACATAGCMTTCAGGAAATTTGACTTTCCATTCTCTG 

CTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACAATCTCATCCTTCCAAGCACGACT 

ATGTGTAATGCTCTAAGACCTCTCAGCACGGGCGGAAGAAACTCCCGGAGAGCTCACCCA 

AAAAACAAGGA 

Sequence 6283 

CCGMNTTTGGGGGCCCCTCTTAMNAAAAGGCCCATTTGGGNCCCTTTCCCGGAANACC 

GGGCCCCGCCCAA GTTGGTT GMTGGGGANTTATTCCTTGGCAMGAAAAAAAANTTTTT 

TTCCNNGGGCCCCCTTTTTTCCGAAAGCCGGGCCCGCCCCCCGGGGGCCAGGGTTNCCCC 

CNGGGGGNTTCNAAAAATTAACCGGGGMGGGNCTTTTGGGGGNTATTTCTNNGGGGGGG 

GGGG 

Sequence 6284 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGAAAAATGATGTATTATGAAAACAGTTA 

TATGAAGGCTGGAGTAACTATATTAACATCAGATAAAATATGCTTCAAGACAAAAAGTAG 

TNACAGAGATAAAAAGGGACATTTCATTATGAAAAAMGTTTAATTCATTAGCAAGATAT 

CACAATCATAAATATGTATGTGGTTAGCACAAAGTTAAAAATGCATGAAGCAAAAACTAA 

TNGMGTNAMGAAGGMTAGACAATTTCACAACAAACATTAAAGATTATAACACTCTTC 

TCCTGCCAATTAATAGAATAACTAGACAAAACATAATTATCCNGATTATCTGAAGATTAT 

CAACCATCTTGNCTTTMTTGATATTTATAGCACAATTTGCAGAATACAA 

Sequence 6285 

C CCTTA GCGTGGTCGCGGCCGAGGTACTGGAGATGTATTTGATAACCAAGGTTTTAGGTA 

MTTTTCACCCAGTATTAGTTTTATTTGCAMCCTGAAAAAAGTTGGTAGCTTAATGTAA 

AATAACCCCTTTAGTGMCCTTTNTTTNT^ 

NTTTTTGAAAMNATTATTTGT^ 

ATTCCNCCCCCTTAATGGGAAAAAAAANAAANTNGGCCTTAAAAAGGAA 
Sequence 6286 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAATTTAGGTTTTGGACACTTAGTTGGATA 

MCAAGTTTATTTGTAAATTTAGTCAACATACATAATTGACCTAAAAACTTCAGTAAATT 

TTAAMCCACTTGGAAGGCCATCTCTATAAAAATGATTTTCCCAGGACAGTAACCAGATG 

TAACCTAACCCAACACCATCTTAATTGGCAGAGGTTCAGTGGGCTGGAGTTTTGTGCTCC 

TCCCCCACACCAAGTTTTTATAATACAAATGCCACAAGAAAAAGAACTTCGGTACACAAT 

GGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGTAAACCTT 

GCTATGGCCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTNCAGGCAATGG 

GAGAGAGGGGCAGAAGGGTGTAGAAGCTGAANGGGTCTTAGAAAGCTTACCTCCTGAGTT 

TTCTTCCCTTTCTGNCCTTCNAAAATCTTTTACTTTCTTT 

Sequence 6287 

CCCTTAGCGTG GTCGC NGCCCGAGGTACCTTAATAGCTACCCAACAAGTCATTAACATAC 

MGMACATGCATTTTNNAAGCAGGAAGCATCACCCATCCCTTCTNGCATATTAGCAACT 

TGTNACTNCCTGAGCMCAGTGCTCACATCACTGAGGTCTGTGMCAGTCCTTTTTCGAT 

TCATCCTGAGTGAAAGATGGGAATGACTTAAGTACCTGGCCCNGGGCCGGNCGGCTTCGA 

AAAG 

Sequence 6288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAGGAGTAAGTGTGGCAGCAATTTN 

CCAGMACTGTATATTATATTGAACCTGTGAGTCTTTACCATGTATATATATTTCCTTTT 

TCATTCATATAACTNTAAAAAAATCAAATTTATTAATAACTAAGATAGTATCCTTCTTGA 

CAGCAATGCATCAAAAACTTAGGCTGAAATTATTTTTMTTTTGCCTTACTTTCCTTTGG 

AAATGGTATATTATGGTATAAGGTACCTCGGCCCGCGACCACGCTAAGGG 
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Sequence 6289 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAGTTTGCCTTMCCTACTTTTTGTTGTATT 

TGTTTMTTTCTTCTACTGGATTATAATTCCCCTGAGTAGACAAGTATTTGTCTAACTAT 

CTTAGAGTGCTGAGAAGAGTGTGTGGCTCAGACTATGGGTGTAATTCAGTTGACACATGG 

TGCATGCCTATAAGGATATTCTGAGAGTGACAAAGTTAAGACAGACATCAGACGTAATTA 

GTAAACACACATATTACACAGTTCCATATTATATATGAATGTAAAACATTCAGATAAGGA 

ATATGCCCGCGTACCTGCCCGGGCGGCCCGNTCGAAAG 

Sequence 6290 

CCCTTTCGAGCGGCCGCCCGGCAGGTACTTATTAT^ 

NAGGGGGTNGAGGGGGGGCTATMGGTAMTACNGGCCCTATTTAAAGATTTTTAGGGGA 
ATT 

Sequence 6291 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGAATATATGCCAGCATGAAGTGCCCAGACCA 

GAAGTGTCTATATACCTGTCAGATCAAGGATGGTGGTGTGCAGCCTCAGTTTGAAATTGT 

TCCTGAAGATGACCCCCAGAATGCCATTGTCAGCTCTTCTGCAGATGCTTGTCATGCAGA 

ACTGCTC AGGACT AT AAGCA CTACTATGGGGAAACTAATGCCTAACCTGCTTCCAGCTGG 

AGCTGAC i M I I iGGATTTTCTCATCCAGCCATCCACAACCTGATCCAGAGCTGTCCAGG 

AGCTCGAAAATGCATCAATTACCAGTGGGTGAAATTTGATGTGTGCAAACCTGGAGATGG 

GCAGCTACCTGAGGGGCTGCCGG 

Sequence 6292 

CCCTTAGCGTGGTCGCGGCCGAGGAACTTTN i I I II II I I M I I I HI I II 1 1 I I I IACA 

NAGTGGGAMCMCTTTAATGANAMCCCAGTTTCCCAGTTTCCCTTTCATTTCAAGACT 

ATGACATTCCGACTTIsrrrTGAGGGOT 

GCATTNTTANAGCTNTGGGCATGGGCTTGTNTTGGCCAAAATGTCTTTTAGCAAAGTAAT 
CATNTATGCCAATAGGCAAATAGTGAGCAAGGCANATCCACAANTAAGCNCCTTTCCCTG 
GCGTGTAATAGGCAAAAGGGCTNTTCGCCAANATAGCATGCTGGATNTCCCGCANCACCG 
GANAGAAGTCCTTGCTGGCTAACGAGTTGATCAATAGGAGGAAATTCCGCTGTGCTAAAA 
TNTANTCCTGGCCCGTAN TCTTTCCTGT ACTATACAGCTTTATTTTAACCCCTATGGTGA 
TTAAAAATTTAACAAANAA I MINIM I IsriTTAAAAAAGGCATTTTTTTAGTTNGCTTT 
TTC AAN A AT AAT AACTTTTT ACCT A NTCCCGTTCTTTG N 'I I I M I 1 1 I AA 
Sequence 6293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACCAGCCTACAAGCTGGCACTTGCTAA 
CAAATCAGAAATATGACAATTAATGATTAAAGACTGTGATTGCCACCTAAGAAAAAANNN 
NNNGCTATNNNAAANAAAGTACTTGGGCTGGAAGGCCAAGACAGCACCANAAACTAGCAA 
CATTTA 

Sequence 6294 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

' M I I I I II I I I I I I 1 1 GAGTCTTTCTTAAAAAACAAACAAATAAAAAACTCT 

TCMC AAATC CTAAAGACCAGGAAATAAACATCTGCTGAGTTTTCTGCTCAGGGTCCATT 
CATGATTTTTCTGGTAACAATACTGCCAGTTNCTTAGGGGGCAACCCCCTGACTCTAGAG 
CCATGTAGCTTAGTGGAGTGAACCCC 
Sequence 6295 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATTCCAAAAAGTTGAGGAGAAGGGAC 

TTCTCCCTAACTCATTCTATGAGGCCAGCATCATCCTGATACCTGGCAGAGATACAACAA 

CAAAAACAAAAACTTCAGGCCAATATCCTTGATGAACATCAATGTAAAAATTCTCAAGAA 

AATACTGGCAAATCAAATCCAGCAAGCACATCAAAAAGCTTATCCACCACAAGCAAGTAA 

ACTTTCTCATGGTTATCAACCTTATGCAAGGTTGGTTAAACATACNCCAAATCAAGAAAT 

GTGATTCATNNNCATAAACAGAACTAAAAGACAAAAAAGCACCATGATTTATCCCAATAG 

ATGCAGAAAAGGGCTTTTTTCAATAAAA 

Sequence 6296 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGACTTTGTCACCAATNCAAATCACAGCTG 
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TTTTCGTATCACATTCTCATTGTTACAMTATCTTTAGATGTTTACATTCAACACAACTT 

TGMGTTGAAGCAATTATTCCCAATGCTAGACCTTGTTAGTTAATAATAAATAAGCCACC 

ATGCCCGGCCAGTGATTTACACTTCTATATACTCTCTTCTTTTATTAAATACTTAGGGAA 

AAAGCCCAGTNTTGATGCTTAAAAAAACTGANGCCGGGCGCGGTGGCTCCCCCTGTAATC 

CCANCGCTTTGGGAGGCCGAGGCGGGGGGATCACNGAGGTCAGGAGATCGGGACCATCCT 

GGCCAACATGGTGAAACCCCGTCTNTAATAAAAATGCAAAAATTANCCGGGCGTGGAGGC 

ACNCATCTGTAATCTCAGCTATTCAGGAGGCTNAGGAGGCAGGAGAATCACTTGAACCCA 

GGANGCGGAGGTTGCANTGAGCTGAAATCACACCACCGCACTNCAACCTGGCAACAAGAN 

TGAGACTTGGTATNAAAAATATATATTATTTTTTGGCNTCNNAAATAAANAATNGAANCT 

GGCNAAANGGATAAAA 

Sequence 6297 

GATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT C I I I I I I I I I M I I 

TTTTTTGAGACAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTC 

ACTGCAACCTCCACCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTG 

GGATTACGGGCGCCCGCCACCACGCCCGGCTMTTTTTTGTATTTTTAAGTAGANACAGG 

GTTTCACCGTGTTAACCAGGATGGTCTCGATCTCCTGACCTTGTGATCCACCCACCTCGG 

CCTCCCMAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCACATTCAGTTNTTA 

TCAMGAMTMCCCANACTTTMTCTTGAATGATACGATTATGCCCAATATTAAAGTM 

AAMTTTAAGAAAAGGGTATTCTTAAATAGATCTTAAGGCAAAATACCAGCTTGATGAAN 

GGATTNTGANGCCTTNATTTNGTCANNCTT^CCCAAAMCAANTAAMNMCCACTTTT 

TTGTNGGGCAATTTNAAAATTTTAAAGGGNTNNAANTCCCAATTGATNNAAACAAACNNG 

CCNGNAATTGAAAAAATTTGNTTTTTAAAAGGGGGGNTNTTTTAAMTGGNNGNNCCTTA 

ANTNGGNNAANTNAAATNANGGNTANGNANAAANNGNNGNANAGGANCTTNNAGNTTNGA 

ANTNNTCNMNNANTCCCAANGGNNANNNTTNNNNTTTAAAAAACAANNTNTNNATTAAA 

GGNTTNAANCNAAAAAAA 

Sequence 6298 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACCCNNGATTGATAAATTCTGGGGTGCAT 

AGCCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAGCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGT 

CAGGGTGGTAGGTGGAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGA 

GGGAGATCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTC 

TGAGCAGGTGCTGAAGGACCCCCTCGGTGGAGTTGAATGTAGCTGAACCCTTGCCCATAT 

CTGGTGAATACTGGAGATTGGAGATGGTGAAGTTGAGTGTGAGGGTCTTTCAGGTGGTAC 

CTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6299 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACTATGTGGTATCCATATTCGTTGCAAAAATGA 

TAATTACTGGAATTTTCCAAACATCAANTGNGGGNNGATCAATGGGTTACCACTATCGTT 

TTCAACCAATATACAGATGTTCGCTCAAGGTCTAGGGTTTATTTCTACATAGTAGTATTC 

ACATGAGTTCCCTATTCTGAAGTATTATCAAAACGAGGACCCTTGAACCCGCGTCCCAAG 

GGTGGTGGAGA CCTCTA ATTANGATATACTTCTGATCAGANGCTTCAGACATTAACCAAA 

GAGMCTTGACCTTTTTACTGCAAAATATGGNCTTANTTATTTAAAAAAAAAA 

Sequence 6300 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAATCTGGGTGATAGAGCAAGACCTTGTC 

TTGAAMCMGATAAAACMGATAAAACCTTTCCCTCATCAACCATTTGCCCAGGAAAGA 

AGACMTTACTTGGGGTTTTGTTTCCTTTGTTTACCANTTTTCAGAATGAGTT 

TCAGCCCTGGC 

Sequence 6301 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAGGAAGGAATTCCTCCTGATCAGCAG 
AGACTGATCTTTGCTGGCAAGCAGCTGGAAGATGGACGTACCGAAGTATAGAGGGCTGCT 
GTATTTGCAGAGCTAAGTCCTCCAGTTCTCGATTCACTGACAGTAAACGCTATGAAAAGG 
ACTTCCAGAGCTGTTTTGGATTGCATGAGACTCGTTCAGGAGACATCTGCAATGCCTGTG 
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TCCTGCTTGTGAAAAGATGGAAGAAGTTGCCAGCAGGATCAAAAAAAAACTGGAACCATG 

TGGTAGATGCAAGGGCTGGA 

Sequence 6302 

CCCTTTCGAGCGGCC GCCCGGGCAGGTA C I I I I 1 I H I I I I 1 I I 1 1 11 1 I ICCI M I N I 
I M M M 1 M 1 1 11 1 I 1 1 I I I I I I I 1 1 1 1 1 1 I 1 U I 1 1 1 11 1 1 1 I 1 1 AAAAAAN NACCNT 
TTTTAAI I 1 I IAGGCCMTTTTGAGNAGTCAMGNAANANCNNCCANTTTGNNTNGGGAG 
CCNNGGCNNAATTGCAAAANCNTNTTTNAGGGGNCCGGGGGNGGGGGAANCCGACNTTTG 
GNANNAANANCCNNGCNGGGNNCNGGNCCCTTTTANNAANCAGNCAAANCCCNNCAAAAG 
GGGNNAAMTTCNNCNNNTTTTTTGGGGGGNNNCAANNGGNATTNAGAAAAAAACCCC 
Sequence 6303 

CGMCTTCMCTTNTTNAGGGGGGGCCGGGAAAAATATATTTTGGGGGGGGGGGGGGGGC 

CCCCCCCCCCCCNTTTTTNNNTTNTTTTTNAAMGTATGGCCTTGGCTTTCCGNAGGCCG 

GGNCCC GCCCMGTTGGTTGGMTTGGGATTATTCTTGGGCCAAAAAAATTTCCGCCCCC 

mini ICCGNAAGCCGGGGCCCCGNCCCCCGGGGGCCCAAGGGTTTACCCCCCCGGGGG 

GGGNNGGTTTTCCCCNGNGGGGAAAAAAAAAAAAANAATNGGGGNNNNNNNNNNNNCNNN 

CNNNNNNNNNGNGGNNNNNNNNNNNNNNANAAAAAAAAAAAAA 

Sequence 6304 

CGCCAGTGTGATGGATATTCTGCAGAATTCGCCCCTTTCGAGCCGGNCCGCCCGGGCCAG 
GGACCTTNNN I I I I I 1 1 1 I I I I ( I 1 1 ( I I I I NNAMMNNNTNTTTrTTNNTNTTTTNNN 
NT NNNNN TNNNNNNAAAAAAANCNACCC I 1 1 1 I I 1 1 1 I 1 GAAATTNNTTTTTAAAAGNGG 
GGTTTTTNGGGGGGGGCGNNAANCCCTTNNAAAAANGNNAAAMCCCCTTTTTNTAACCT 
TTGGGGGGGGGGGNAAAAATNAATTTTAATANNTCNNNAAAAGGGGGGGGGG 
Sequence 6305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGACAGCAGAAGGATCACTGGGCTGG 

AAGCTCTAACAGGCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACT 

TACCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGCTGAGTTCA 

GACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATGGCTAGCCTGGTTACCCGT 

AGTGAGAATGGAGAGGGCCACCTGCCCAGCTACACAGATGTTTCCCAGGACAACAGGAGG 

CTGTGTCCACTGACAGTTCAGACAGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTG 

TTGCCCACCTGGCTACTAGTGAGCCTTGAAACCAGCGAAACAATTNATCAAAGAGCANTT 

CTGTCA 

Sequence 6306 

CCCTTAGCGTGGTCG CGGCCGAGGTACTTTG I I 1 M I 1 1 I I 1 ) I 1 1 I 1 1) 1 1 II IACTTT 

H 1 1 1 M M N I I I 1 1 I I M I I I 1 1 I I I I I M 1 I I 1 1 1 M I M I 1 1 1 I M 1 1 II I ATTTT 

I M 1 1 I I I I INN I II I 1 I M CTTTTTNCTTANMNCANAATMNTTTTTTAAAAAANAGG 

NN NCANAG GCCNNTTGGGTAAANTGNGGNANATAAMANNNTTNGTTTTNNTAGACNNNC 

NMTTTTTTNTTANANANAAAMAAANNTTTTTTTNTTT 

Sequence 6307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGNGGCCAAAGTGGCGAGCCTGAGAGGAA 

TGGAGTTCAGGGGTGCGCCAGCACTCAGGTTGAATCAGAAAATAACCANGAAGACCAGAA 

ANCCGGTGCGCTTACCAGAAAGCCGNCTGACACCATGGGAGGTGTGGGTTTATTGGCAAA 

GAAAAAGAANACCTNACCGGTTGCACTTGAAACTCTAGAGGAATTAAATCACCACTTNGA 

AAAAGAAAAGAANTGGAAGAACCTTGAAAAAAGAAAGATAATTGCTGAAGAAAACNCAAG 

GMTGGGTTTCAAAAANAAGAATTGGCCAAAANGGAAAGGAANGAGGAACCAAAAAATTA 

TTAMGAMTTGGGNGGAAAAAAGCCNCCAAANGGACCTGGAGNAAAGAATTCTTTCCAA 

GAAAAAACCAAAAGAAAAATTTTCAAGAATGGGTTAAAGAAAAAAAA 

Sequence 6308 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAACATATAAGAAACAAAAGTTCAATTT 
TGCTTCAGAAATGCAAGGTAGGCCATTTGAATTTGTGACACGTGACAAAATGAGTTAACA 
GTATGGTGGCTGAAATAATCCTTTGGTAATCATCACTTTATAGAAATATCTTTAATTGCT 
AMGGAAAGGGTAGACAAATTCTTCTCCGTTGCTTTTGGTCCAAGTAGGGCTTCTGATTA 



# 




WO 01/070979 



PC77US01/09126 



TABLE 1A 

586/599 



ATACTGAAGAGCATTTAAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 6309 

GATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACAAGANCATCCTTTAGT 

CTAGGGCTAGATTTCCACTCTACCCAATGTCCCATGAATTATGAGGCTTTCCACTCTGGC 

TGGTGGGAACAGGCACTATTCCTAGACCACTATTCCAAGCTTCCTAAATCTCGGCCAGAA 

CAMTTCATTMTTTATTTAGAAAGATTTATTAAGCACCTTCATGTTAATAGCACTAAGG 

ACTGTTCCCTCTCATCCTTTTAMGTGGTTCTTTTCCCAGCATTATGTATCTTCTTCAT 

Sequence 6310 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTTATACAGGAGGCTGAAACAGAATGAAAGG 

GTGAAAATTAGGTTTMTTTACTTAGGAAACAAGAAATAGAAAGTCATAGCTATAACACT 

CCACTTTCAGG TGCCC ATGMGTAGCCTTCMTGGAGATTCCCCATAGTTGTTTCACAGC 

ACAGTGTTAAMTTTTATTACAAGCCCTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

GAATTNCAGCACACTGGCGGCCCGTTACTAGTGGATCCCGAGCTCGG 

Sequence 631 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATCAGTMCAATMTCATTTTCATGTTA 

AMTTATTGTGTGCC ACAGA GGTMCMATATTCTTGTCAGTTGTGTCTTTTAACTATGG 

CmCCTTAAMCTTCTTTTATTCATCMTAGACMTTGTCTTATTTT 

ACCC TCTTTAAAAGGTTTACAATCAGATATAAAACTCTAACAAGTGCACTTAAATGCAGA 

T7TTCTGATMCTTTGAAAATTGTGACATTGAAATAAAGGGAAAAATTTCAGAACTGTAA 

TGGGAGAGCTGAAATGTTCATGACTATCAAACAGAACAGGAGTTAACTGAATTAATTGAA 

CCCAACAGAAAACCCTAAGTTATCTTTT 

Sequence 6312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTATCAGTGTGACTTATTACTGTTAGTG 

TTMTCTTGATMCCTAGCCGAGATAGTGTTTATCAGATTTCTCCACTACAMGTTATTT 

TCCCCCTTTCCATATGTMTTTTTGGAAGGAAGTCACTATTCANCTCACACTANAGAAGT 

AGGMGTTCTGCTCCATATCCTTGAGGGCAGAGTTCATAAATTATTTGGAATTCTTCTTC 

ATGGGAGATTCAT CTATT CTACCCCATTTATTMTGTATTCMTTTTCTGGCACTACAAG 

MTATATATATATATTTTTGTMTCGACTTTAAMTMTTAGGAAAATGATAGMCATTT 

TAATATAAGAACAAGATATGGTAAATTGATGAATATTATTAGACATTATCAGTAACAAGA 

GCTTTGTATCTTAAGTTGTTTTGAGTT 

Sequence 6313 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I IC M II I I I I I I I 
I 1 1 1 1 1 I I NTNI 1 1 I I I I I I I I I I I I I | I I I 1 1 | | | IGGACCTTMCTTTCTATTTTTTA 
NNNGNIvrrATANNAMNGNCTCNAMMAAANAGNNNNTTTTTNGNTTTNNNAAANAANNN 
AAGGNGGGNTNAANGNGNNNTTGGGN I I I I I 1 1 I I I NGGNCCNNGGAANNTTTAAANTTT 
TATNATTNNCCNGGNAAAAAAN rTTTTTTTTGA 
Sequence 6314 

CCCTTAGCGTGGTCCGCGGCCGAGGTACAAGNGGTGGCCACANAAGTAGGGGGGNNAGCC 
NMGCTCTCTTACTTTATGCTAACCNGCTAAATCTGATCATTATTTNAGANGGGNAACAG 
CNTGAAACTAAAAATTGATATANGGCCCTACTACACTGG 
Sequence 6315 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGACATACTAAGTAATATAATTGTTAACTC 

TTACTAGCATTCTGTCCCTTTTATTTCCTAAATATCTCTCATGCCCATCTCCTAAATATC 

TCTTTCCTAMTATCTCTCATGCTTTTGGCTTMGACCTCTTTTCCTCCTTATCCATTGA 

CTGGACTGCGGCAMTGCCTGCTMTCGTTATTTTTGTGTTCATTCATTTAGCAAGCCAA 

TTTATTACGCGCTTAGGGTGCTGCCAGGGCTACAAAAGCTGTTGAGACTGTACCTGCCCG 

GGCGGCCGCTCGAAAGGGCN 

Sequence 6316 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I I 1 1 I I I I I I I I I I I I I I I I I I I I I II I ATT 
^' i h i i i n I I I I I M I I I I I H I I I I H I I It I I II I AAAAANCNANCNNTTTTAATT 
TTTAGGCCAATTTTGANTAGNCAMNTNANANCATTCAATTTNNNTTGNGANCCNAGGCA 
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NMNTNCMMACNTNTTTNAGGGGTCCNGGGGAGGGGGNAACCCAGCTTTGGGANTAAA 

NACCNNGCTG GGGACN GNNCCCCNTNAGGATGCNNGCNAANCCCTGCAAAAATNNTTAAA 

ATTCNNNCTNCTTTTTTNGNGGGACCTCNATGGGTTTAGGANAAAAAACCCC 
Sequence 6317 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGGTCTGAAAATTGAACAAGATGGACG 

GGTCCAGGAAAGAGGAGGAGGAAGACAGCACATTCACCAACATTTCTCTTGCAGATGACA 

TAGGAAGACCAACCCCTTCTCTTCCTCC7TCTCCTCAGCTTGTTCAATGTGAAAATGAAG 

MGATGMGACTTTCATGATGACCCACTTCCACGTNATACCATTCCTCAAGAATTTNGNA 

TNCAAGGCCCAAAAGTTTGNTNCCCAAGATGATGAATG 

Sequence 6318 

CCCTTTCGAGCGGCCGCCCG GGCAGGTAC 1 I I I N I I I I M I 11 I I 1 1 I I l i 1 1 I M 1 1 1 

TTTTTC J 1 1 I I I < I | | 1 1 \ l | | | | | i N | j | M 1 1 ) 1 1 n I 1 | H 1 1 1 | n I 1 1 1 i 1 1 I 1 

I I I H l NAAAAAANCNANNTTTITNAATTTTNAGNCNANTTTTGNNNN^AAMNTNAAA 

ANATTTNNTTTNTNTTNNGANCCNNGGCNNANTTNAAAAMCTTTTTTNNGGNNNCCGGG 

GGNGGGGGNANCCMNNTTTNGAAANAAAANCCGNGNNGGGNANGGNNCCCTTTNAGNNT 

NN AGGN MANCCCTGAAAAATTTTTNAAAATTNANNN 1 I I 1 1 1 I < GGGGGGGNNCTTTNT 

NNTm AGNANAAAMCCCCNGGGGNCCCC 

TTTTTNNNNNNGGGGGGGGGTNAANNCAANAAAAACNAANA 1 I 1 1 1 1 I 1 1 1 1 ) 
Sequence 6319 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCAGAGTCTTCTTTTCTTTTCTTTTTGAGA 

TGGAGTCTTGCTCTGTTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAATC 

TCCACCTCCCGGGTTCAAGCGACTCTCCTGCCTCAGCCTCCCGAGTAACTGGGACTACAG 

GTGCGCGCCACCAAGCCCAGCTCATCCTTGTATTTTTAGTAGAGATGGGGTTTCACCGAT 

GTTGG CTAGG ATGGTCTCGATCTCTGGTCAGAGTCTTTTCTGTAAATATCCTTGGTAAAG 

AAGCAATTTTAGACTGTAAGCTGTTGCAAATGCTTTAAGGAAGAAAGCAAAA 

Sequence 6320 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTGCA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAGGGAACAAAGAGGAAGATGTCTGGGAACCGAGGAGTAATAGAGACCTGAGTTTA 

CATCACTACTCTTGCCACTCCCTAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 6321 

CCCTTTCNNTCGGCCGCCCGNTNAGGTACATTGTATCTTTGTTCTCACTGGTTTCAAAGA 

ACATCTTTATTTCTGCCTTCATTTCGTTATTTMCCGGTAGTCATTCGGGAGCAGGTTGT 

TCAGTTTCGTTGTAGTTGTGCGGTTTTGAGTGAGT7TCTTMTCCTGAGTTCTMTTTGC 

CCGCGTACTCCTTCCTCCTGTCCACATCATCCCGGCACACCCCCACGCGCCACCTTTTAT 

TGTGTCCTCCGTCCACCTCCAGTAATGTTTCCTGCTTGGAAACTCTGAGAAGCCACCACA 

CTCTTCCTTGTAAATCTCTTCTCAGAAGTGAGGCACCTNCTG 

Sequence 6322 

CCCTTAGCGTGGTCGGGCCGAG GTA C I 1 1 I I I I I I I M M I I I G I I M I I I ) M I I I j M 
m ) i i i I ) I I | | M I I I I I I M | I M I | IN I I I I I I I I I I M M I I I I I I I N I I I 

ill liitii ii i i i N NTNTNNN I I I I I I I I I H I NTNTTNNCNNCCAAAAAAAAA 

AAA I 1 1 I I I | | | | | | | 1 1 1 1 NNACNCCCNMTTTTTNAAAAAAAAAAAAANCCCCNNNTT 
NNNNAAAAAANCAANNCNAAAAAAAANNNNNGTANANAAANATTGGGGNGGGGATAANTT 
TTNTTAAAAAAAAAAAMATANCCNNNTTTTTTNNAAAAAAAA A 1 I I I 11 i I I I I I I ANA 
AAAA 

Sequence 6323 
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CCCTTANCGTGGCNGGGGCCGANGTACTAAATAAANATTATTGGAATGAACAGCCGAAGC 

GACTGACTTCTANATGGAGCACTATTGCTCATTTCACTTCTGTTCCTNGCACCTAAACAA 

ACCTTTACA TCCT CACTGGTCTGNGAGGCCAGANAACAGGTGTGGCCTTGGTGTGATAAG 

AAATGCTANTTTTATACAAAACTGAANCCAATNCNTGGGCCTNAAACTCTTGACCCCCCA 

AATGCNCCTTCAAAAATGGNATTCAATTGGAGCCCANNGNGNAGGGCTTNGAANGNAAAG 

GGAGNGNAAGCCAATTCATGGCCCCCTTT 

Sequence 6324 

CCCTTGAGCGGCCCGCCCGGGCAGGTACTTCCCTTATCATAACACCTATCATGCTTTATT 

ATTATGCCTATTATATTAGTTTCCTATTTCTTCTGTAACAAATTACACCAAI I I I I I I 1 1 

GCTTAA AACA GCACAAATTTATTATACTTCTGGAGCTCAAAAGTCTAAAATAGGCTAGCA 

GTGCCATTTTCCTTCTGGAGGATATACAAGATMTCMTTTCTTTATCTTTTACAGCTTT 

TAGAGGCTACCTGTATTCTTTGGCTTGTGGTCCCTTCCTCTATCTTCAAAGTCAGCAGGC 

CATCTTTMCTTTCTGTCTTCTGACCTCTGCTTCTATTTTCACATTGCCTTCCCACATTG 

ATTTTCTGCCTCTCTCGTTCTCTTATAAGGATCTTGGTGATTACATTGGGCCCACCTAGG 
TAATCC 

Sequence 6325 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCAGTTCCATATTTTTGTTTGNTTCTTT 

TTATGTTTTGCATCTCTTTACTGATATTTCACTMTATATTATTTTTGTGGGTTTTCCAC 

ATCTTCCTTTAGTTTACTGAGCATCTTTMGAGATTTCTTTTAAAGACTTTTTCTAGTAA 

ATTGGGC ATTGGT CTTATGAACAGTTTCTGTTGATTTTATATTTATTTGGATGGACCATA 

CTTTCTTAI 1 1 1 I I GMTACTTTGTGATTTTTTTGTTGAAAATTGGACATTTGAATCTAA 

GAATGTGGT ACTTT GGAAATCAGATTCTCGTCCTTTCCTAGGTTTNTGGGGTGTGTGTGT 

GAGTGTTAMTTTTTACTCTTTCTTTAANCTTAAAACTG 

Sequence 6326 

CCCTTCGAGCGGCCGCCCGGGCAGGGTACCCCGGGCTAGCACTCTTGACCTAGCAGTCAA 

CATGAAAGGCTCTCATTGTCTGGGGCTTGCCTCCTTTCTGGTACCGGGCCAAGGCAAGGT 

CTTTGAAAGGGTGTGAGTTGGCCAAGAACTNTTAAAAAAATGGGAATGGATTGCTTCAGG 

GGAATCAACCTAACCAACTTGATGTGTTTGGCCCAATGGGAAGAATGGTTACAACACACN 

AAGCTACAAACTACAATGCTTGANACAGAAACACTTGANTATTGGGATATTTCAAGATCA 

ATANCCCGCTACTG GTGTA ATGATGGCAAAACCCCAAGGAACAAGTTAAATGCCTGTCAT 

TTAATNCTGCAGTGCTTTTGCTTGCAAGATAACCATCGCTGATGCTTGTAACCTTGGTGC 

AAAAGAAGGGTTGTNCCGTGATNCCACAANGGCATTTAAAACCATTGGGTTGGCATTGGA 

AAAAATCGTTTGTC AAAAA CAGAAAATGTNCCGTCAGTATTGTTCAAAGGTTGGTGGAGT 

GTMCTTCCAAAMTTTTTCCTTCTTCMGCTCAATTTTGGCCTCTCTTCACATTTAAAG 

GGAGTAGGGMTTTAAGTGGAAAGGTCACACCTANCCATTTATTTTTCCCCTTCA 

Sequence 6327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGCAGGATCTTGCTGTCGGTGGTCTGCG 

GGAAGCCAAAGTCCATGAGCTCGTCCAGCAACTCGTAGACGATGACAAAGTTGTCCCGGA 

TGCTCTCCTCCTCCAGCTCCTTGAAGTATTNGCAGAATACCTCTATTGTCTTATACAGGA 

AGGAGTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGAGTTGATCGACTCCAGCGACT 

TTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGAGCGGGACGGCCCCAA 

Sequence 6328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAAT 

TTAGACTTTCTGCTCAAAAGGGCAGTGATGTAAGCTCAGGGAAGGTGTGTGGTTGCAAAG 

AGCTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGT 

GAACAGCTCTCAGAGTAACAAAACTGACCACCAGCTAGTTGTGATGGCGCACACCTGTAA 

TTCCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAG 

CCTGGAAAGTGAGACCCCGTNTTTAAACAAAGCAAAACAAAACAAAACCGACCACAGTGC 

CAGGAAAGTGCTACTGCTAACTGGCAGTGGGCTTGTAACCATGCAAAATGTGGATACCTG 

TCACTTTGGAAACATTACATTTAAATTCAAGCTTAA GI I I I 1 1 1 1 1 I 1 1 I I I I I I AAAAN . 

AATTAGTTTTAAACCTACTTCCTAGGGACTTGGCTTGGGTNCCATTMTTAATTTTTTAA 
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Sequence 6329 



AGAATTNGCCCTTAGCGTTTTCGCGGCCGAGGTACAAATGACACAATNAGAGAGAAAAGA 

GTGACAAAAAGCAAAGAGATGAATACTGATTATAACTTATTCCCACAACA 

Sequence 6330 

CCCTTAGCNTNGNCCNGNCCGACGNNCANATAGGNAANNCTTTCTCCCACTTGCTTCTAG 

TGAACAAACACACCACTGCACCTCATCCACTGCTCTCACCAAACCTNTAGCCCCTTTGAC 

AGGGAACAGTTGCTTGCAATTGGCTGAGACCACCTTATAAAATCACAGTCCATCAGCCCA 

CCAGGGAACACAATGGTTTAATAATATTCAGCATCTCTTCTTCAAAGTAAGTGCAATGGT 

ATMACCAATAAATATTTGTATATCCTTCTATTAAAGAAGTTTTGGCTTAMTTTAAACA 

ACAAAGCAGAACAAAAAATTCCATACTTGCAGAGAAAAGTTTAAAAAAAGTGGAGCATAA 

AGNGGGTTCCCAATTCTGTTTCTCTATTATCTCTTCAACCC I I 1 1 1 1 

Sequence 6331 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATAGATTAAATAGCTTAAAGGAAGAAAAAATCA 

TCATAGTAAAAGAATTTGAGAAGATACAAAGCCNGGGAAGAAATGGAGAAAGAAGATGAA 

AATTTTGAGAGAAAGCCCTGAAGAATTNCGTAAAGAAATATTGCAGAAGAAATTAGAAAT 

TAAAATT 

Sequence 6332 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNCGNGGAMGTAMTGACNATTTNTMTTTT 

ATGTGATANi I I I I AAAACTNTGTGTTANCTAGGGTNNTAGGAANCCNGATGTCCANAAC 

CAATCATGTGGGGCTGTTCAGACTGGGATCCACTCAGGGTCCCCGANCCGNTCCCANGAA 

CTTNNGGCCTGGGCAGAAAACATANGAAAAGCCANNGTTCTAATMTACCCAAACTATAT 

CAGTNTTTGAGTTCAATTTGTTGTACCTCGGCCGCGACCACTCTAAGGG 

Sequence 6333 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGATATTGGAGCAGCAAGAGGCTGG 

GMGCCATCACTTACCTTGCACTGAGAAAGAAGACAAAGGCCAGTATGCACAGCTTTCCT 

CCACTGCTGCTGCTGTTCTGGGGTGTGGTGTCTCACAGCTTCCCAGCGACTNTAGAAACA 

CAAGAGCAAGATGTGGACTTAGTCCANAAATACCTGGAAAAATACTACAACCTGMGAAT 

GATGGGAGGCMGTTNAAAAGCGGGAAGAAMTAGTTGGCTCCCAGTGGTTTGAAAAAAA 

TTTG AAA N N CAAATTG CC AG G AAATT 

Sequence 6334 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACTGGAGTCCATATGCAGACCAAAGCATCAA 

AGTGAGGATAAGCCTAAAATCAGCTCTTGGAGATAAAGCATTGAATGGAACGACAATGAA 

ATGTACGGGGGGAGTCCGAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGG 

AAACCG GTAGCG CTTGCAGCATGGCTGACCAACTGACTGAAGAGCAGATTGCAGAATTCA 

MGAMCTTTTTCACTATTTGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGG 

GAACTGTAATGAGATCTCTTGGGCAGAATCCCACAGAAGCAGAGTTACAGGACATGATTA 

ATGAAGTAGATGCTGATGGTAATGGCACAATTGACTTCCTGAATTTCTGACAATGATGGC 

AAAGAA 

Sequence 6335 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGNGCTAGCACTCTGACCTAGCNGCCANCAT 

GAAGGNTNTAATNNNNCTGGGGCTNGTCNTCCTTNCTGTANNNCCACANGCAAGTGTCTT 

TGAAAGGTGTNNGTNTGNCCANAACTNTGAAAAGATTGTNTAATGGATGGCTACAGGCNG 

AATCATCCTAGCAAACTGGATGTGTTTGNCCAAATGGGANAGTGGNTCAACACACGATCT 

ACANAACTACAATGCTTGGAGACAGAAGCACTGATTATGGGATATTTCANATCATATAGC 

NCGCTACTGNTGTAATGATGGCAAAACCCNAANGAGCAGTTAATGCCTGTCATTTATCCT 

GCAGTGCTTTTCTTGCMGATMCCATCGCTGNTGCTGTMCTTGTGCAAAAGAGGGTTT 

GTCCCGTGATCCANAATGGCATTANAAGCATGGGTGGCAATGGANTAAATCNGTTTGTNA 

AAMCANAGTNTGTTCCTTCANTATGTTCAAAGGGTTGANGGAAGTGNNAACTCCANAAA 

A ^ATCCTTCTTNMGCTCAATT1TGANTTTCTTCACCATTAMGGGAGTTNNGAAATTN 

ANTTGAAAAGGTTCACAACTACCATTATTTN 

Sequence 6336 
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CCCTTAGCGTGGNGCNGNGGNCGANGTACTACAGGCTGACCTTCTCTGTTTGCCAATTCT 

GGAACCAAAATATGCAGTTGAAAAAATANTANAAGCTATTCTACANGAAAAAATGTNCCT 

GCCCGGGCGGCCGCTCG/W\GGGCCGAATTCCANGCACACTGGCCGGCTCGTTTACTAGT 

GGATCCNGAGCNTCGGTTACCAAGCTTGGCGTAATCAATGGTTCATAGGCTGGTTTCCCT 

GNGNGGAAMTTTGTTATIvrrCGCTTCACANATTTCCACAACANANGATTACCGAAGNNCG 

NGMGGCATTNTTANGTNGTAAAAAGGCCCTGGGGGGTTGCNCTTAAATTGAAGTTGNAG 

GCCTAACCTTCACCA 

Sequence 6337 

CCCTTTCG AGCGGCCCGCCCGGGCAGGTACn rTTTTTTTTTTTTTTTI IACTTTNTTTT 
I I M I H INN I I I I I I 1 I I I I 1 M I I 1 1 1 I I H I \ NNATTTGGGAATGAAAAAATAACT 
TTNTTTTNTTNNGGGGAGCGGNCCCCCCCTGGGAGGGGTNACCCGGCCC 
Sequence 6338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAATTT 

AGACTTTCTGCTCAAAAGGGCAGTGATGTAAGCTCAGGGAAGGTGTGTGGTTGCAAAGAG 

CTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGTGA 

ACAGCTCTCAGAGTAACAAAACTGACCACCAGCTAGCTGTGATGGCGCACACCTGTAATT 

CCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAGCC 

TGGAAAGTGAGACCCCGTCTCTAAACAAAGCAAAACAAAACAAAACCCGACCACAGTGCC 

AGGAAAGTGCTACTGCTAACTGGCAGTGGCTTGTAACCATGCAAATGTGGATACCTGTCA 

CTTGG AAACATTACATTTAATTCAGGCTCAAC I I i 1 I I 1 1 I 1 1 1 AAAG AATTAGTTTTAA 

CCTACTTCCTAGGACTTGCTGNGTTCCATTATTTA I I I I II Al I I I I 1 1 AGACAGGATCT 

CGCTATGTCACCTGGCTGGAGTGCAGTGGGTGTGATCATGGCTCACTGCAACCCCAACC 

Sequence 6339 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCAACTGCAGAGCCAGGAAAACTTTTGAAGCCT 

TCATGAAGGCAATCGGTCTGCCGGAAGANCTCATCCANAANGGGTTAAGGATATTCAAAG 

GGGGTTGTNGGGAAAATTCNGGCCMNAATTGGTGMGCCACTTTCNAATGTTTCACCCA 

TTCCNCCCGNTTGGNGTTTCCCAAAAAGATGNAATTCCCAAAAAAACCGA 

Sequence 6340 

CCCTTAAGCGTGGTCGCGGCCGAGGTACTTTCCAGGGGAACCGCATGGAGATCCCTTAAG 
TTGAAACTGGACAAAACCAGAAACCAAGTTGGGATGGTCTAGCTGANATCTGGGATAGTT 
TCTTGAATTCAAAAGTGTTCACCANCCCATTTGGATTTTTTTMCTTGGGAAACCCCC 
Sequence 6341 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTGGCCTAGCCTCCCAGCCTACATC 

TTTCTCCCATGCTGGATGCTTCCTGCCCTCAMCACTGGACTCCAGGTTCTTGTTTTGGG 

ACTTGGACTGGCTCTCCTTGCTCCTCAGCTTACAGATGCCTATTGTAGGACCTTGTGATA 

GTAAAGGAGATGGGTGTATGAGTTCTGCAGAAGTCCACCAAATGTGGGCCAGGGTTATTT 

CCCTGGTGATGCTCTGAAGCTTTTGCCAAAGGACAAATGGAA 

Sequence 6342 

ACTCACTATAGGGCGAATGGGCCCTTAGATGCATGCTCGAGCCGGCCGCAATGGTGAATG 

GATTTCTGCAGAATTCGCCCTTCAGCCGGCCGCCCGGCCAGGTCCCCGGAAATGGTGGAT 

ATMTGGTMTATCATATTAMTAATMGAGAMGGGATTTTGGTTAAATGAAAAATGGT 

TMCCNAGMTCTGGTCTATTNNATTGGGACTTGCCCCTTTGGTCAMGTATTTTCTTTA 

AGGCTTNGNATTGTGAACAGCTCTTACTTGGCCCAGTGACAGATCAGTGGTCTTCTTTTC 

CCAGTTGMCAGTGCATACGCAGTAGCTATTATTGGGGTAATCTTTACTTCTCTTCATGG 

TAGAAACCAAAGTCTTCTCTGCTGGCTGGGGCTGAAAAGAGGGCTGGGGTTATCTCCTTC 

TGATCTTCAAMACAAAGAAGAGMGACCTTGGAATACACTGACTCTTTCCACCCTnTT 

MIMIC 

Sequence 6343 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTTGGGCTACAAAGTAGAGMTTTATTT 

TGACTTCTTTAGCCCCATCAAGGCTCGTGGTTCTCCCTGACACCCCTCACCACCTCATGT 

CTTCATCTGCAGACTGTGCTGGGATGCTAGGCTGTTCCTCCCGTTAGGAGCAGCTCAGTG 
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GGAGCAGATTCAAGTAGAAGGAGAGAGGAATCTGCATGCATTGGGCTGACGGTGATTTGT 
TCATTTCTTAGAGTAATCAGTAACATCTTGATTGATGCATTCTTAGTTTAGTACCTCGGC 
CGCGACCACGCTAAGGG 
Sequence 6344 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 ) 1 1 I I I M 1 t 1 1 1 1 1 j ) I I I 1 I GAAACTG 

AGTTTTGCTCTTCTTGCCTAGGCTGGAGTGCAGTGGTGCTGTCTCGGCTCACTGCAGCCT 

CCACCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGTTGGGATTACAGG 

TGCCCACCACCACGCCCGGCTAATTTTTCTATTTTTAGTAMNACGGGGTTTCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCGGACCTCAGGTGATCCGCCCACCTTGCTCTCCCAAAG 

TGCTGGGATTAGAGGCATGAGCCACCATGGCACCTGGCTATATCTAACTTCTGTTACAGC 

AMTGATGCTGATTTCCTCTTTAMTGAATGATATAAACTTGCATTTTANAATGCATTCA 

CAATATTCTGTATTTAACAAATAATAGATTTAAAGA 

Sequence 6345 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTNGNGGATGATTCACGTGGCAAAGGACGCCCAT 

TNNCTNCATTNTTATTGTNTACAANTTGCTACTTTTGCTACTTNAAANCATTCATTNAAA 

AAATATGTATTAANAATCATCTNAATAAGCTATTAGTGCTAGATGCTAAAGATATAGCAG 

TGAACAACAGTCTCTGCTGACATNAACCTTGTAGTCTACTGAANGAGACAACTAATAAAT 

AAGGAAACCAAATGTAAA 

Sequence 6346 

CCCTTAGCGTGGTCGCGGCCG AGG TAC I II I > 1 1 I I I IN 1 I I I I I I I CTTTC I I I 1 1 1 I 
M H M M N I I I I I 1 1 I I 1 1 1 M I I I M I 11 I I 1 I I I 1 1 M I I I AG AT7TNTAN AAAAA 
ACAANNTNTTTAMTTTTANGGCCNISFTT^ 

NTNNNNANCCNNGGNNNAATTNAAAAANCTNTTTTNNGGNNNCCGGGGGNGGNGGNNNCC 

AANNTNTGNNATTAATAACCNGGCNGGNGACGGNCCCNNGTTANANTTNAGGNNAAACCC 

NNNNMAAGGGNTNTAAAATTCANNNNNNTTTTTTNGNGGACCCTCNANGGTTTTAANAA 

MANACCCANGGGNNCCCCCCNCMNGGNNTNTTTTAAMCNNANTrCCNTTTTTTAACCC 

N NGGGNGGG GNGNGANNCCCAAAAAACCCCA I I H 1 1 1 1 1 I I I AGGGGGGGCCNNTTNAC 

AC I 1 1 11 IN IGG GGCNTTA NCNAGGGTTNCGAGGGCCNANTTNGNCCCNCAGTNNCGNG 

GGCMMACCCCTTTTTTTNAAANGGGGGCCAATTACCTN1 1 I I 1 1 I I NNNAAAAGGNCN 

NNCCCTNTTANNAGGTMCCCGGATTTCNCGGGCCCTTTNTNTTTAANAAAAAAAAAAAA 

NNNTTTCCCTNAAAAMATTTTTTNTNGANCNCNTAGGTNTTTANGGGAATTCCTTATTN 

NNAAAAATAANG I I I I I I I I I I I 

Sequence 6347 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTTAAAGCTGAGAGTGGAGCAGGCA 

CTAGGGGAAAACCTGGCATGCANATCCCCACCCCCAGAGGGATATGAAGCTTGTGGTAGG 

TGCCCTGATGGTAACCAGAGCAACAGTAAGGCTCAAACCCAGTCCAGCTTCTAATGAAAT 

TAACTCGATTCTTGCACTAATAGCTTAGCAGGAGGGAAAAACCTTGTAGGTNTATTAGTA 

GGAATTACCCATG 

Sequence 6348 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I I I I I I 1 1 I 1GI 1 1 H CTTGAI I I I I 11 1 1 I I 
I l Ml UN I II U I I I M I I INI 1 1 I I I I ATTTNTTTTTNTTA I I M I I I 11 1 I I I I I I I 
TN TTTTT N ANTNNN TAGATTTTTTTNTTTTN I 1 I I 11 NTATGAAG 1 1 1 I 1 I 1 I I 11 AANA 
AMTTTTNTTTTTTNACACAAAAANATTTT 

GGAGTTGNNTTATATANTAATTGMTTCATTTATNTTNAGGGGGNAACAATTGTAAAGAA 
ACAAMMNGTCNAGATGMTGTATGCTACMATAMAGTTNNNANNTTNTTGNNNNAAA 
A AAAAAAATNTT TATAANAAANAAAAANTATNNNAAATNTTNAAANANNGNNNTNNANAT 
A 1 1 i i M I I n I CTTTATTNAAAAAAAAAAANNAAANTTNCATNATNNNTTTTTAATAAA 
Sequence 6349 

CCCTTAGCNTGGTCGCGGCCGAGGTACCTAATGCTGCCTTTAGATGAAGTCACATTCAGT 

CTGCTTTGAAATGAAATATCTTTAAGTAATCTGTTCTGCCAGGCTAGAAAAATGTCACCA 

NCATTTTNCTGATGCATGGAGATNTGGNANNTNNTAAACTACTATTTAGAGAGGAANAGA 



